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BLADE2007735 17 

BLADE2007744 18 

BLADE2007799 19 

BLADE2008809 20 

BRACE1000475 21 

BRACE2002392 22 

BRACE2003628 23 

BRACE2005991 24 

BRACE2010336 25 

BRACE20 12528 26 

BRACE2012625 27 

BRACE2012833 28 

BRACE2012838 29 

BRACE20 12936 30 

BRACE2012947 31 

BRACE2013009 32 

BRACE2013126 33 

BRACE2013132 34 

BRACE2016896 35 

BRACE2017359 36 

BRACE20 17397 37 

BRACE2017580 38 

BRACE2017844 39 

BRACE20 17872 40 

BRACE20 17992 41 

BRACE2019348 42 

BRACE2023633 43 

BRACE2023744 44 
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1977 
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1978 


145. 


. 1164 


1979 


337. 
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1980 
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1981 
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.1289 


1982 


84. 


.1406 


1983 


244. 


. 651 


1984 


127. 


. 468 


1985 


617. 


. 994 


1986 


756. 


.1223 


1987 


777. 


.1487 


1988 


334. 


. 651 


1989 


73. 


. 795 


1990 


27. 


.1298 


1991 


755. 


.1228 


1992 


99. 


. 872 


1993 


514. 


. 834 


1994 


1674. 


.>2015 


1995 


148. 


. >1404 


1996 


934. 


.1245 


1997 


1423. 


.2004 


1998 


122. 


. 478 


1999 


349. 


. 771 


2000 
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45 


55. 


. 426 


2001 


BRACE2026404 


46 


67. 


. 408 


2002 


BRACE2027312 


47 


255. 


. 848 


2003 


BRACE2027382 


48 


1749. 


.2090 


2004 


BRACE2028956 


49 


133. 


. 480 


2005 


BRACE2030039 


50 


87. 


. 719 


2006 


BRACE2032584 


51 


129. 


. 485 


2007 


BRACE2033128 


52 


296. 


. 676 


2008 


BRACE2034434 


53 


1963. 


.2664 


2009 


BRACE2035120 


54 


22. 


.1938 


2010 


BRACE2035191 


55 


207. 


. 542 


2011 


BRACE2039362 


56 


81. 


. 440 


2012 


BRACE2039607 


57 
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.2398 


2013 


BRACE2042541 


58 


96. 


.1562 


2014 


BRACE2046976 


59 


836. 


.1345 


2015 


BRACE2047232 


60 


1434. 


.2363 


2016 


BRACE2047975 


61 


299. 


. 652 


2017 


BRACE3001403 


62 


1965. 


.2507 


2018 


BRACE3001973 


63 


24. 


.2702 


2019 


BRACE3002264 


64 


72. 


.2870 


2020 


BRACE3002344 


65 


113. 


.3295 


2021 


BRACE3002541 


66 


2255. 


.2593 


2022 


BRACE3002756 


67 


595. 


.2700 


2023 


BRACE3003866 


68 


2667. 


.3542 


2024 


BRACE3004046 


69 


2774. 


.3277 


2025 
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467. 
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77 
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2033 
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78 


932. 


.1549 


2034 
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79 


1318. 


.2025 


2035 


BRACE3009265 


80 


1886. 


.2374 


2036 


BRACE3009392 


81 


2134. 


.3072 


2037 


BRACE3009416 


82 


2056. 


.2805 


2038 


BRACE3009539 


83 


117. 


. 449 


2039 


BRACE3010702 


84 


1062. 


.1619 


2040 


BRACE3011447 


85 


289. 


. 786 


2041 


BRACE3011774 


86 


906. 


.1331 


2042 


BRACE3013418 


87 


17. 


.3121 


2043 


BRACE3013874 


88 


765. 


.2255 


2044 


BRACE3013986 


89 


335. 


. 661 


2045 


BRACE3014523 


90 


318. 


.1532 


2046 


BRACE3014714 


91 


1034. 


.2182 


2047 


BRACE3015090 


92 


287. 


. 616 


2048 


BRACE3015898 


93 


119. 


. 448 


2049 


BRACE3016020 


94 


62. 


. 586 


2050 
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95 


67. 


. 507 


2051 
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96 


225. 


. 578 


2052 


BRACE3016788 


97 


1740. 


.2486 


2053 
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98 


2064. 
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2054 


BRACE3016862 


99 


33. 


. 335 


2055 
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100 


86. 
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1447. 
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2005. 


.2484 


2059 
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104 


7. 


. 345 
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105 


1120. 


.3507 


2061 


BRACE3020356 


106 


344. 


. 661 


2062 


BRACE3020669 


107 


2192. 


.2650 


2063 


BRACE3021430 


108 


243. 


. 686 


2064 


BRACE3021517 


109 


218. 


. 523 


2065 


BRACE3021805 


110 


312. 


.1283 


2066 


BRACE3022051 
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1042. 


.1515 


2067 
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112 
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2068 


BRACE3022312 
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98. 
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BRACE3022340 
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20. 
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2070 
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115 
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116 


600. 


.>1057 
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BRACE3024379 
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412. 


. 717 


2073 


BRACE3024444 


118 


129. 


. 455 


2074 


BRACE3024497 


119 


219. 


. 545 


2075 


BRACE3024537 


120 


377. 


. 724 


2076 


BRACE3024879 


121 


142. 


. 786 


2077 


BRACE3025627 


122 


1648. 


.2019 


2078 


BRACE3025719 


123 


111. 


.1811 


2079 


BRACE3026161 


124 


330. 


. 722 


2080 


BRACE3026290 


125 


211. 


.3225 


2081 


BRACE3026345 


126 


2603. 


.3145 


2082 


BRACE3026456 


127 


2113. 


.2439 


2083 


BRACE3026802 


128 


298. 


.1260 


2084 


BRACE3026844 


129 


1231. 


.3081 


2085 


BRACE3026947 


130 


1528. 


.3849 


2086 


BRACE3027256 


131 


670. 


.1020 


2087 



4#Sf 2003-102207 



BRACE3027931 


132 


64. 


.1260 


2088 


BRACE3028360 


133 


4486. 


.4920 


2089 


BRACE3028895 


134 


716. 


.1129 


2090 


BRACE3028998 


135 


264. 


. 785 


2091 


BRACE3029005 


136 


394. 


. 771 


2092 


BRACE3029021 


137 


208. 


. 657 


2093 


BRACE3029205 


138 


3800. 


.4531 


2094 


BRACE3029447 


139 


1873. 


.2424 


2095 


BRACE3030538 


140 


253. 


. 828 


2096 


BRACE3031161 


141 


138. 


. 494 


2097 


BRACE3031184 


142 


57. 


. 422 


2098 


BRACE3031185 


143 


11. 


. 370 


2099 


BRACE3031315 


144 


1220. 


.2563 


2100 


BRACE3031372 


145 


1587. 


.2429 


2101 


BRACE3031579 


146 


1636. 


.2079 


2102 


BRACE3031728 


147 


22. 


.2196 


2103 


BRACE3031743 


148 


53. 


. 805 


2104 


BRACE3031843 


149 


115. 


. 429 


2105 


BRACE3032385 


150 


103. 


.2007 


2106 


BRACE3032537 


151 


639. 


.1199 


2107 


BRACE3032538 


152 


3317. 


.4198 


2108 


BRACE3032631 


153 


790. 


.1701 


2109 


BRACE3032980 


154 


223. 


. 618 


2110 


BRACE3033525 


155 


1346. 


.1672 


2111 


BRACE3034183 


156 


190. 


.1686 


2112 


BRACE3034389 


157 


176. 


. 1294 


2113 


BRACE3034964 


158 


2385. 


.3278 


2114 


BRACE3034993 


159 


1533. 


.1838 


2115 


BRACE3035168 


160 


829. 


.1149 


2116 



mm 2003-102207 



^-v! 17/ 



BRACE3036156 


161 


3. 


. 338 


2117 


BRACE3036271 


162 


2019. 


.3125 


2118 


BRACE3036283 


163 


2599. 


.3186 


2119 


BRACE3037612 


164 


2401. 


.2892 


2120 


BRACE3037637 


165 


199. 


. 570 


2121 


BRACE3037803 


166 


2507. 


.2884 


2122 


BRACE3038012 


167 


2134. 


.2634 


2123 


BRACE3038030 


168 


976. 


.1302 


2124 


BRACE3038570 


169 


223. 


. 621 


2125 


BRACE3038760 


170 


2145. 


.2906 


2126 


BRACE3039288 


171 


876. 


.1511 


2127 


BRACE3039358 


172 


385. 


.2664 


2128 


BRACE3039378 


173 


479. 


.2254 


2129 


BRACE3039454 


174 


351. 


.1073 


2130 


BRACE3040012 


175 


145. 


. 465 


2131 


BRACE3040239 


176 


1505. 


.2548 


2132 


BRACE3040504 


177 


307. 


. 738 


2133 


BRACE3040644 


178 


1280. 


.3214 


2134 


BRACE3040863 


179 


12. 


. 626 


2135 


BRACE3041059 


180 


99. 


.2558 


2136 


BRACE3041162 


181 


2041. 


.2604 


2137 


BRACE3041827 


182 


3169. 


.3561 


2138 


BRACE3042046 


183 


1488. 


.2879 


2139 


BRACE3042210 


184 


174. 


. 533 


2140 


BRACE3042326 


185 


216. 


.2366 


2141 


BRACE3042409 


186 


238. 


.3258 


2142 


BRACE3042432 


187 


2084. 


.2473 


2143 


BRACE3042594 


188 


179. 


. 517 


2144 


BRACE3043597 


189 


23. 


. 460 


2145 



ttiiJE# 2004-3059661 



WM 2003-102207 



BRACE3044090 


190 


1198. 


.1602 


2146 


BRACE3044172 


191 


803. 


.3067 


2147 


BRACE3044247 


192 


107. 


. 451 


2148 


BRACE3044377 


193 


223. 


. 900 


2149 


BRACE3044495 


194 


893. 


.1510 


2150 


BRACE3045078 


195 


90. 


. 593 


2151 


BRACE3045145 


196 


187. 


. 501 


2152 


BRACE3045424 


197 


275. 


. 619 


2153 


BRACE3045708 


198 


219. 


. 587 


2154 


BRACE3045981 


199 


302. 


. 724 


2155 


BRACE3046049 


200 


849. 


. 1298 


2156 


BRACE3046152 


201 


2241. 


.3440 


2157 


BRACE3046294 


202 


189. 


. 578 


2158 


BRACE3046466 


203 


111. 


.2969 


2159 


BRACE3046491 


204 


26. 


.2275 


2160 


BRACE3046609 


205 


1563. 


.2477 


2161 


BRACE3046837 


206 


25. 


. 558 


2162 


BRACE3046855 


207 


3735. 


.4247 


2163 


BRACE3046966 


208 


12. 


. 452 


2164 


BRACE3047018 


209 


2886. 


.3425 


2165 


BRACE3047482 


210 


43. 


.2313 


2166 


BRACE3047801 


211 


17. 


.3757 


2167 


BRACE3048483 


212 


2340. 


.2672 


2168 


BRACE3048565 


213 


264. 


. 626 


2169 


BRACE3048615 


214 


352. 


. 729 


2170 


BRACE3048677 


215 


238. 


. 732 


2171 


BRACE3048756 


216 


2483. 


.3052 


2172 


BRACE3048904 


217 


229. 


. 759 


2173 


BRACE3048905 


218 


1733. 


.2038 


2174 



mm 2003-102207 



^-v: 19/ 



BRACE3049186 219 

BRACE3049714 220 

BRACE3050270 221 

BRACE3050504 222 

BRACE3051144 223 

BRACE3051621 224 

BRACE3051627 225 

BRACE3051722 226 

BRACE3051819 227 

0 BRACE3051879 228 

BRACE3052321 229 

BRACE3052410 230 

BRACE3052486 231 

BRACE3052595 232 

BRALZ2003119 233 

BRALZ2007661 234 

BRALZ2008930 235 

BRALZ2010842 236 

BRALZ2011337 237 

• BRALZ2013621 238 

BRALZ2013690 239 

BRALZ2014054 240 

BRAMY2015516 241 

BRAMY2021098 242 

BRAMY2022320 243 

BRAMY2023939 244 

BRAMY2025495 245 

BRAMY2031516 246 

BRAMY2033895 247 



106. 


. 519 


2175 


294. 


.2957 


2176 


2725. 


.3291 


2177 


287. 


.1306 


2178 


176. 


. 763 


2179 


1748. 


.3418 


2180 


1216. 


.2235 


2181 


816. 


.1190 


2182 


3. 


.2801 


2183 


193. 


. 519 


2184 


124. 


.1614 


2185 


17. 


.2926 


2186 


1622. 


.1942 


2187 


40. 


. 780 


2188 


363. 


.1844 


2189 


1159. 


.1746 


2190 


61. 


. 825 


2191 


173. 


.1048 


2192 


3. 


. 305 


2193 


214. 


. 576 


2194 


283. 


. 603 


2195 


213. 


. 920 


2196 


747. 


.1292 


2197 


1405. 


.1785 


2198 


320. 


.1975 


2199 


39. 


.>2128 


2200 


552. 


.1031 


2201 


1227. 


. >2798 


2202 


175. 


. 531 


2203 



aifIE# 2004-3059661 



mm 2003-102207 



^-v: 20/ 



BRAMY2035801 


248 


1487. 


.1963 


2204 


BRAMY2036254 


249 


156. 


. 548 


2205 


BRAMY2036266 


250 


294. 


. 776 


2206 


BRAMY2037609 


251 


107. 


. 787 


2207 


BRAMY2039630 


252 


1281. 


. 1703 


2208 


BRAMY2040915 


253 


488. 


.2380 


2209 


BRAMY2041347 


254 


332. 


.2059 


2210 


BRAMY2041384 


255 


682. 


.2211 


2211 


BRAMY2041507 


256 


1331. 


.2029 


2212 


BRAMY2044686 


257 


1418. 


. 1990 


2213 


BRAMY2046489 


258 


375. 


. 698 


2214 


BRAMY2046537 


259 


293. 


. 952 


2215 


BRAMY3000692 


260 


1427. 


.1960 


2216 


BRAMY3001409 


261 


1952. 


.2428 


2217 


BRAMY3002329 


262 


2751. 


.3269 


2218 


BRAMY3002508 


263 


1949. 


.2374 


2219 


BRAMY3002886 


264 


25. 


.2148 


2220 


BRAMY3004126 


265 


1657. 


.2676 


2221 


BRAMY3004364 


266 


1056. 


.1466 


2222 


BRAMY3005184 


267 


430. 


.3735 


2223 


BRAMY3005656 


268 


919. 


.1632 


2224 


BRAMY3005912 


269 


3863. 


.4513 


2225 


BRAMY3007078 


270 


493. 


.3057 


2226 


BRAMY3007449 


271 


229. 


. 726 


2227 


BRAMY3007471 


272 


3. 


. 344 


2228 


BRAMY3008436 


273 


3093. 


.3557 


2229 


BRAMY3009158 


274 


116. 


. 511 


2230 


BRAMY3009491 


275 


2262. 


.3581 


2231 


BRAMY3009556 


276 


3108. 


.3455 


2232 



tbl£# 2 004-3059661 



mm 2003-102207 



^-v: 21/ 



BRAMY3009904 


277 


286. 


. 705 


2233 


BRAMY3010321 


278 


332. 


.2785 


2234 


BRAMY30 10603 


279 


311. 


. 706 


2235 


BRAMY30 10654 


280 


1357. 


. 1947 


2236 


BRAMY3010902 


281 


182. 


. 487 


2237 


BRAMY3011501 


282 


185. 


.2437 


2238 


BRAMY3011581 


283 


1000. 


.2361 


2239 


BRAMY30 11865 


284 


2563. 


.3414 


2240 


BRAMY30 14027 


285 


362. 


.2593 


2241 


BRAMY30 14555 


286 


100. 


.1563 


2242 


BRAMY3014613 


287 


437. 


.2254 


2243 


BRAMY3015086 


288 


179. 


.2284 


2244 


BRAMY3015547 


289 


983. 


.4105 


2245 


BRAMY3015549 


290 


622. 


. >3960 


2246 


BRAMY3016829 


291 


99. 


. 428 


2247 


BRAMY3017827 


292 


24. 


.1400 


2248 


BRAMY3017920 


293 


398. 


.1486 


2249 


BRAMY3017965 


294 


2468. 


.3796 


2250 


BRAMY3018121 


295 


78. 


. 605 


2251 


BRAMY30 18248 


296 


2236. 


.2946 


2252 


BRAMY30 18340 


297 


161. 


. >3646 


2253 


BRAMY3018754 


298 


101. 


. 1555 


2254 


BRAMY4000915 


299 


307. 


.2370 


2255 


BRAMY4000962 


300 


1695. 


.3305 


2256 


BRAMY4001234 


301 


578. 


.1183 


2257 


BRAMY4001652 


302 


184. 


.2169 


2258 


BRAMY4001863 


303 


30. 


. 923 


2259 


BRAMY4001913 


304 


1048. 


.1440 


2260 


BRAMY4002575 


305 


41. 


. 886 


2261 



{±lliE# 2004-3059661 



# II 2003-102207 



^-v! 22/ 



BRAMY4002628 


306 


10. 


.2097 


2262 


BRAWH2000256 


307 


898. 


.1617 


2263 


BRAWH2002333 


308 


387. 


.1385 


2264 


BRAWH2004078 


309 


536. 


.1525 


2265 


BRAWH2010364 


310 


1383. 


.2126 


2266 


BRAWH2010619 


311 


291. 


. 896 


2267 


BRAWH2011796 


312 


2109. 


.2423 


2268 


BRAWH2011812 


313 


9. 


.3053 


2269 


BRAWH2011958 


314 


1316. 


.1732 


2270 


BRAWH2012054 


315 


1195. 


.1809 


2271 


BRAWH2012866 


316 


658. 


.1926 


2272 


BRAWH2013955 


317 


325. 


. 642 


2273 


BRAWH2014053 


318 


363. 


. 962 


2274 


BRAWH2016209 


319 


96. 


.1985 


2275 


BRAWH2016223 


320 


1144. 


.2187 


2276 


BRAWH2016305 


321 


727. 


.1320 


2277 


BRAWH2016514 


322 


325. 


. 1236 


2278 


BRAWH2016562 


323 


1832. 


.2242 


2279 


BRAWH2016785 


324 


695. 


.1201 


2280 


BRAWH3000446 


325 


822. 


.2396 


2281 


BRAWH3000884 


326 


2966. 


.4306 


2282 


BRAWH3001053 


327 


1956. 


.3152 


2283 


BRAWH3001638 


328 


1017. 


.4334 


2284 


BRAWH3001783 


329 


363. 


.2540 


2285 


BRAWH3001833 


330 


209. 


.1012 


2286 


BRAWH3003244 


331 


892. 


.1248 


2287 


BRAWH3003573 


332 


2544. 


.2936 


2288 


BRAWH3003975 


333 


40. 


. 342 


2289 


BRAWH3004335 


334 


1017. 


.1733 


2290 



mtE# 2004-3059661 



mm 2003-102207 



BRAWH3004350 


335 


498. 


. 1247 


2291 


BRAWH3005037 


336 


1815. 


.2180 


2292 


BRAWH3005886 


337 


307. 


.1545 


2293 


BRAWH3005892 


338 


668. 


. 970 


2294 


BRAWH3005896 


339 


328. 


. 636 


2295 


BRAWH3008167 


340 


212. 


.2563 


2296 


BRAWH3008559 


341 


244. 


.3627 


2297 


BRAWH3008867 


342 


249. 


. 686 


2298 


BRAWH3009961 


343 


140. 


.4189 


2299 


BRAWH3010461 


344 


188. 


. 895 


2300 


BRAWH3010602 


345 


642. 


.1319 


2301 


BRAWH3010657 


346 


363. 


.3491 


2302 


BRAWH3010726 


347 


1866. 


.3446 


2303 


BRAWH3010833 


348 


2255. 


.2632 


2304 


BRAWH3011101 


349 


188. 


. 502 


2305 


BRAWH3011331 


350 


193. 


. 942 


2306 


BRAWH3011402 


351 


173. 


. 538 


2307 


BRAWH3011577 


352 


369. 


. 737 


2308 


BRAWH3011623 


353 


2953. 


.3834 


2309 


BRAWH3011685 


354 


1342. 


.1935 


2310 


BRAWH3011907 


355 


140. 


. 472 


2311 


BRAWH3011929 


356 


447. 


. 800 


2312 


BRAWH3012005 


357 


1816. 


.2289 


2313 


BRAWH3012662 


358 


1213. 


.1854 


2314 


BRAWH3012779 


359 


460. 


. 999 


2315 


BRAWH3013009 


360 


2236. 


.3414 


2316 


BRAWH3013049 


361 


17. 


. 343 


2317 


BRAWH3013264 


362 


68. 


.2716 


2318 


BRAWH3013508 


363 


1159. 


.1539 


2319 



mm 2003-102207 



BRAWH30 14609 


364 


416. 


.1972 


2320 


BRAWH3014639 


365 


84. 


. 515 


2321 


BRAWH3015017 


366 


1097. 


.1402 


2322 


BRAWH3015175 


367 


38. 


.1054 


2323 


BRAWH3015610 


368 


450. 


. 896 


2324 


BRAWH3015825 


369 


180. 


.1181 


2325 


BRAWH3016123 


370 


3057. 


.3677 


2326 


BRAWH3016715 


371 


953. 


.1690 


2327 


BRAWH3017180 


372 


88. 


.2925 


2328 


BRAWH3017259 


373 


259. 


.3957 


2329 


BRAWH3017260 


374 


549. 


.2114 


2330 


BRAWH3017477 


375 


11. 


.1324 


2331 


BRAWH30 17980 


376 


23. 


. 358 


2332 


BRAWH3018063 


377 


67. 


.2175 


2333 


BRAWH3018369 


378 


271. 


. 846 


2334 


BRAWH3018548 


379 


569. 


.3589 


2335 


BRAWH3018969 


380 


192. 


.1553 


2336 


BRAWH3019026 


381 


26. 


.2530 


2337 


BRAWH3019529 


382 


12. 


. 464 


2338 


BRAWH3019594 


383 


657. 


.1079 


2339 


BRAWH3019820 


384 


1802. 


.2194 


2340 


BRAWH3020200 


385 


412. 


. 822 


2341 


BRAWH3020318 


386 


23. 


. 775 


2342 


BRAWH3020884 


387 


265. 


.1347 


2343 


BRAWH3020928 


388 


1114. 


.1422 


2344 


BRAWH3021012 


389 


410. 


.2296 


2345 


BRAWH3021574 


390 


17. 


.1576 


2346 


BRAWH3021580 


391 


710. 


.2128 


2347 


BRAWH3021641 


392 


222. 


. 524 


2348 



mm 2003- 1 02207 



BRAWH3021643 
BRAWH3021724 
BRAWH3022347 
BRAWH3022431 
BRAWH3022459 
BRAWH3022542 
BRAWH3022651 
BRAWH3022719 
BRAWH3022900 
BRAWH3023156 
BRAWH3023168 
BRAWH3023172 
BRAWH3023274 
BRAWH3023415 
BRAWH3023421 
BRAWH3024186 
BRAWH3024231 
BRAWH3024242 
BRAWH3024506 
BRAWH3024989 
BRAWH3025157 
BRAWH3026349 
BRAWH3026938 
BRAWH3027420 
BRAWH3027440 
BRAWH3027533 
BRAWH3027574 
BRAWH3027607 
BRAWH3027616 



393 64. 

394 63. 

395 1572. 

396 100. 

397 256. 

398 395. 

399 171. 

400 209. 

401 47. 

402 2880. 

403 2271. 

404 968. 

405 3302. 

406 2179. 

407 1713. 

408 58. 

409 1815. 

410 1094. 

411 2506. 

412 1445. 

413 1. 

414 165. 

415 270. 

416 67. 

417 1644. 

418 328. 

419 20. 

420 3857. 

421 233. 



. 408 


2349 


.1172 


2350 


.3788 


2351 


. 414 


2352 


. 621 


2353 


. 772 


2354 


.2396 


2355 


. 565 


2356 


. 391 


2357 


.3281 


2358 


.2606 


2359 


.2017 


2360 


.3706 


2361 


.2850 


2362 


.2354 


2363 


.2940 


2364 


.2843 


2365 


.1741 


2366 


.3510 


2367 


.2161 


2368 


.1746 


2369 


.1166 


2370 


.2579 


2371 


. 483 


2372 


.2651 


2373 


.2253 


2374 


.3067 


2375 


.4312 


2376 


. 682 


2377 



&m 2003-102207 



BRAWH3027675 


422 


1315. 


.1779 


2378 


BRAWH3027806 


423 


359. 


.2653 


2379 


BRAWH3027880 


424 


244. 


.1482 


2380 


BRAWH3028202 


425 


1707. 


.2297 


2381 


BRAWH3028223 


426 


26. 


. 352 


2382 


BRAWH3028461 


427 


194. 


. 526 


2383 


BRAWH3028754 


428 


173. 


. 811 


2384 


BRAWH3028796 


429 


1035. 


.2291 


2385 


BRAWH3029313 


430 


171. 


. 563 


2386 


BRAWH3029385 


431 


3368. 


.4567 


2387 


BRAWH3029538 


432 


153. 


. 773 


2388 


BRAWH3029806 


433 


16. 


.2613 


2389 


BRAWH3030772 


434 


470. 


. 865 


2390 


BRAWH3030810 


435 


2278. 


.2976 


2391 


BRAWH3030910 


436 


872. 


.1864 


2392 


BRAWH3031054 


437 


374. 


. 769 


2393 


BRAWH3031342 


438 


170. 


.1699 


2394 


BRAWH3031710 


439 


1326. 


.4424 


2395 


BRAWH3032298 


440 


114. 


.4013 


2396 


BRAWH3032340 


441 


254. 


.3775 


2397 


BRAWH3032571 


442 


1. 


.3678 


2398 


BRAWH3033117 


443 


479. 


.1165 


2399 


BRAWH3033293 


444 


308. 


.3097 


2400 


BRAWH3033448 


445 


352. 


.1584 


2401 


BRAWH3033513 


446 


660. 


.1061 


2402 


BRAWH3034097 


447 


1331. 


. 1711 


2403 


BRAWH3034114 


448 


230. 


. 727 


2404 


BRAWH3034134 


449 


211. 


. 555 


2405 


BRAWH3034668 


450 


1326. 


.3407 


2406 
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BRAWH3034743 451 

BRAWH3034775 452 

BRAWH3034890 453 

BRAWH3035403 454 

BRAWH3035904 455 

BRAWH3035914 456 

BRAWH3035936 457 

BRAWH3036077 458 

BRAWH3036247 459 

BRAWH3036270 460 

BRAWH3036334 461 

BRAWH3036561 462 

BRAWH3037265 463 

BRAWH3037394 464 

BRAWH3037428 465 

BRAWH3037533 466 

BRAWH3037979 467 

BRATO3038055 468 

BRAWH3038230 469 

BRAWH3038252 470 

BRAWH3038324 471 

BRAWH3038827 472 

BRAWH3039258 473 

BRAWH3039623 474 

BRAWH3040297 475 

BRAWH3040695 476 

BRAWH3040711 477 

BRAWH3040900 478 

BRAWH3041492 479 



2. 


.1855 


2407 


133. 


.2391 


2408 


123. 


.1124 


2409 


77. 


.1249 


2410 


49. 


.2673 


2411 


54. 


.1340 


2412 


703. 


.2760 


2413 


350. 


. 973 


2414 


282. 


.2219 


2415 


1844. 


.3085 


2416 


456. 


.2537 


2417 


136. 


. 579 


2418 


1658. 


. >4355 


2419 


15. 


. 485 


2420 


1010. 


.1558 


2421 


282. 


. 593 


2422 


249. 


. >4245 


2423 


1554. 


.5042 


2424 


29. 


. 364 


2425 


1. 


.2535 


2426 


925. 


.2925 


2427 


270. 


.2669 


2428 


1933. 


.4083 


2429 


2197. 


.2607 


2430 


198. 


. 686 


2431 


3041. 


.3466 


2432 


165. 


. 746 


2433 


567. 


.1043 


2434 


2501. 


.3106 


2435 
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BRAWH3041556 


480 


780. 


.3560 


2436 


BRAWH3041928 


481 


144. 


. 464 


2437 


BRAWH3042132 


482 


160. 


. 621 


2438 


BRAWH3042438 


483 


27. 


. 974 


2439 


BRAWH3042447 


484 


303. 


.2771 


2440 


BRAWH3042568 


485 


243. 


. 803 


2441 


BRAWH3042772 


486 


470. 


. 979 


2442 


BRAWH3042787 


487 


67. 


. 405 


2443 


BRAWH3042820 


488 


1311. 


.1778 


2444 


BRAWH3042996 


489 


349. 


. 744 


2445 


BRAWH3043034 


490 


84. 


.3068 


2446 


BRAWH3043295 


491 


547. 


. 945 


2447 


BRAWH3043498 


492 


28. 


. 375 


2448 


BRAWH3043623 


493 


236. 


. 832 


2449 


BRAWH3043944 


494 


128. 


. 796 


2450 


BRAWH3044122 


495 


106. 


.2874 


2451 


BRAWH3044151 


496 


1625. 


.2767 


2452 


BRAWH3044487 


497 


80. 


.1294 


2453 


BRAWH3044585 


498 


276. 


. 857 


2454 


BRAWH3044676 


499 


249. 


. 611 


2455 


BRAWH3044985 


500 


3188. 


.3493 


2456 


BRAWH3045118 


501 


5. 


.3106 


2457 


BRAWH3045229 


502 


315. 


.1136 


2458 


BRAWH3045625 


503 


71. 


. 388 


2459 


BRAWH3046196 


504 


45. 


. 584 


2460 


BRAWH3046209 


505 


4437. 


.4874 


2461 


BRAWH3046424 


506 


1763. 


.3661 


2462 


BRAWH3046802 


507 


155. 


. 478 


2463 


BRAWH3046959 


508 


1722. 


.2213 


2464 
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BRAWH3047063 


509 


94. 


. 483 


2465 


BRAWH3047539 


510 


126. 


. 455 


2466 


BRAWH3047565 


511 


335. 


. 952 


2467 


BRAWH3047644 


512 


1314. 


.4229 


2468 


BRAWH3047692 


513 


668. 


.2413 


2469 


BRAWH3047946 


514 


115. 


. 609 


2470 


BRAWH3048374 


515 


869. 


.3058 


2471 


BRAWH3048548 


516 


124. 


. 924 


2472 


BRAWH3048724 


517 


1708. 


.2232 


2473 


BRAWH3049068 


518 


234. 


. 626 


2474 


BRAWH3049544 


519 


102. 


.1913 


2475 


BRAWH3049726 


520 


49. 


. 468 


2476 


BRAWH3049858 


521 


161. 


. 643 


2477 


BRCAN2000923 


522 


125. 


. 685 


2478 


BRCAN2002662 


523 


1502. 


.1897 


2479 


BRCAN2002892 


524 


289. 


. 888 


2480 


BRCAN2003269 


525 


10. 


. 945 


2481 


BRCAN2003814 


526 


76. 


.1044 


2482 


BRCAN2006051 


527 


1. 


. 570 


2483 


BRCAN2006955 


528 


123. 


. 485 


2484 


BRCAN2007525 


529 


188. 


. 559 


2485 


BRCAN2008701 


530 


435. 


. 944 


2486 


BRCAN2009168 


531 


2594. 


. >3177 


2487 


BRCAN2010547 


532 


405. 


. 737 


2488 


BRCAN2010581 


533 


1674. 


.2045 


2489 


BRCAN2010665 


534 


193. 


.1851 


2490 


BRCAN2015402 


535 


1718. 


.2158 


2491 


BRCAN2015757 


536 


192. 


. 1175 


2492 


BRCAN2018269 


537 


131. 


. 751 


2493 



ttifHf 2004-3059661 
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BRCAN2018667 


538 


217. 


. 582 


2494 


BRCAN2019653 


539 


165. 


. 779 


2495 


BRCAN2019907 


540 


88. 


. 516 


2496 


BRCAN2019953 


541 


56. 


. 589 


2497 


BRCAN2020234 


542 


595. 


.1089 


2498 


BRCAN2020331 


543 


58. 


.1401 


2499 


BRCAN2020412 


544 


989. 


.1609 


2500 


BRCAN2020467 


545 


269. 


. 673 


2501 


BRCAN2020880 


546 


1036. 


.1623 


2502 


BRCAN2020972 


547 


651. 


.1016 


2503 


BRCAN2021325 


548 


163. 


.1428 


2504 


BRCAN2021452 


549 


1107. 


.1502 


2505 


BRCAN2021718 


550 


876. 


.1691 


2506 


BRCAN2022126 


551 


87. 


.3116 


2507 


BRCAN2025093 


552 


62. 


. 862 


2508 


BRCAN2027593 


553 


749. 


.1108 


2509 


BRCAN2028702 


554 


135. 


.1082 


2510 


BRC0C2001355 


555 


67. 


. 936 


2511 


BRCOC2002777 


556 


2206. 


.2814 


2512 


BRCOC2006164 


557 


325. 


.2700 


2513 


BRC0C2006639 


558 


188. 


.1027 


2514 


BRCOC2006942 


559 


116. 


. 643 


2515 


BRC0C2009638 


560 


244. 


. 726 


2516 


BRC0C2010115 


561 


204. 


. 569 


2517 


BRC0C2012386 


562 


224. 


.1543 


2518 


BRHIP2006819 


563 


21. 


. 557 


2519 


BRHIP2006921 


564 


80. 


. 517 


2520 


BRHIP2008756 


565 


924. 


.2273 


2521 


BRHIP2009177 


566 


101. 


. 541 


2522 
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BRHIP2011199 567 

BRHIP2013958 568 

BRHIP2015153 569 

BRHIP2016125 570 

BRHIP2017714 571 

BRHIP2020930 572 

BRHIP2021929 573 

BRHIP2023735 574 

BRHIP2024941 575 

BRHIP2026346 576 

BRHIP2027077 577 

BRHIP2027563 578 

BRHIP2029529 579 

BRHIP2029643 580 

BRHIP2029663 581 

BRHIP3000626 582 

BRHIP3000859 583 

BRHIP3001076 584 

BRHIP3001141 585 

BRHIP3001338 586 

BRHIP3001360 587 

BRHIP3001481 588 

BRHIP3001573 589 

BRHIP3001878 590 

BRHIP3002000 591 

BRHIP3002114 592 

BRHIP3002124 593 

BRHIP3002141 594 

BRHIP3002363 595 



44. 


. 694 


2523 


78. 


.3164 


2524 


1959. 


.2474 


2525 


930. 


.1538 


2526 


130. 


. 438 


2527 


285. 


.>602 


2528 


253. 


. 1413 


2529 


865. 


. 1191 


2530 


110. 


. 574 


2531 


10. 


.1791 


2532 


194. 


. 541 


2533 


14. 


.1234 


2534 


345. 


.1643 


2535 


1799. 


.2104 


2536 


72. 


.1607 


2537 


558. 


.1139 


2538 


30. 


. 536 


2539 


974. 


.2767 


2540 


402. 


. 893 


2541 


3819. 


.>4142 


2542 


689. 


.2866 


2543 


775. 


.2172 


2544 


1429. 


.3393 


2545 


3977. 


.4435 


2546 


44. 


.2758 


2547 


2654. 


.3442 


2548 


194. 


. 790 


2549 


1668. 


.2993 


2550 


1196. 


.1591 


2551 
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BRHIP3002691 


596 


56. 


. 757 


2552 


BRHIP3002920 


597 


265. 


. 906 


2553 


BRHIP3002931 


598 


2360. 


.2896 


2554 


BRHIP3003063 


599 


726. 


.3443 


2555 


BRHIP3003126 


600 


1121. 


.2608 


2556 


BRHIP3003306 


601 


1972. 


.3834 


2557 


BRHIP3003340 


602 


768. 


.1412 


2558 


BRHIP3003395 


603 


214. 


. 540 


2559 


BRHIP3003688 


604 


247. 


. 636 


2560 


BRHIP3003795 


605 


1693. 


.2085 


2561 


BRHIP3003845 


606 


1649. 


.2635 


2562 


BRHIP3003961 


607 


1163. 


.1738 


2563 


BRHIP3003984 


608 


987. 


.3938 


2564 


BRHIP3004215 


609 


1217. 


.3940 


2565 


BRHIP3004710 


610 


889. 


.3069 


2566 


BRHIP3004725 


611 


1741. 


.4032 


2567 


BRHIP3004774 


612 


23. 


. 412 


2568 


BRHIP3004786 


613 


18. 


. 434 


2569 


BRHIP3005037 


614 


671. 


.2284 


2570 


BRHIP3005142 


615 


1051. 


.4995 


2571 


BRHIP3005231 


616 


1519. 


.3309 


2572 


BRHIP3005307 


617 


2128. 


.3567 


2573 


BRHIP3005673 


618 


907. 


. 1515 


2574 


BRHIP3005801 


619 


483. 


. 926 


2575 


BRHIP3005944 


620 


1826. 


.2575 


2576 


BRHIP3006279 


621 


98. 


. 448 


2577 


BRHIP3006294 


622 


455. 


.3478 


2578 


BRHIP3006449 


623 


385. 


.2763 


2579 


BRHIP3006786 


624 


209. 


.1057 


2580 
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BRHIP3006950 625 

BRHIP3007172 626 

BRHIP3007195 627 

BRHIP3007223 628 

BRHIP3007291 629 

BRHIP3007409 630 

BRHIP3007424 631 

BRHIP3007609 632 

BRHIP3007960 633 

BRHIP3008082 634 

BRHIP3008320 635 

BRHIP3008714 636 

BRHIP3009672 637 

BRHIP3009753 638 

BRHIP3010289 639 

BRHIP3010916 640 

BRHIP3011082 641 

BRHIP3011269 642 

BRHIP3011460 643 

BRHIP3011567 644 

BRHIP30 11831 645 

BRHIP3012185 646 

BRHIP3012289 647 

BRHIP3012357 648 

BRHIP3012736 649 

BRHIP3012997 650 

BRHIP3013078 651 

BRHIP3013588 652 

BRHIP3013698 653 



139. 


. 546 


2581 


1426. 


.1815 


2582 


143. 


.3709 


2583 


764. 


.4627 


2584 


115. 


. 837 


2585 


2136. 


.4439 


2586 


93. 


. 1148 


2587 


2063. 


.4171 


2588 


3709. 


.4917 


2589 


254. 


. >3526 


2590 


75. 


.3710 


2591 


2704. 


.3252 


2592 


343. 


. 705 


2593 


188. 


.1006 


2594 


303. 


.4004 


2595 


602. 


.1054 


2596 


2495. 


.3835 


2597 


2043. 


.3173 


2598 


285. 


.2900 


2599 


1572. 


.2684 


2600 


2815. 


.3318 


2601 


409. 


. 792 


2602 


2691. 


.3719 


2603 


1095. 


.1799 


2604 


134. 


. 625 


2605 


243. 


. 617 


2606 


926. 


.1357 


2607 


2846. 


.3625 


2608 


271. 


. 801 


2609 
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BRHIP3014675 


654 


51. 


. 1976 


2610 


BRHIP3015854 


655 


227. 


. 616 


2611 


BRHIP3016032 


656 


260. 


.1984 


2612 


BRHIP3016421 


657 


335. 


.3670 


2613 


BRHIP3017109 


658 


185. 


. 637 


2614 


BRHIP3017146 


659 


306. 


. 929 


2615 


BRHIP3017256 


660 


3558. 


.3971 


2616 


BRHIP3017558 


661 


393. 


.1853 


2617 


BRHIP3017855 


662 


1719. 


.4223 


2618 


BRHIP3018784 


663 


37. 


. 345 


2619 


BRHIP3019643 


664 


1575. 


.2339 


2620 


BRHIP3019824 


665 


25. 


.4392 


2621 


BRHIP3019880 


666 


3145. 


. >3494 


2622 


BRHIP3019956 


667 


66. 


. 386 


2623 


BRHIP3020046 


668 


705. 


.1736 


2624 


BRHIP3020155 


669 


2852. 


.3238 


2625 


BRHIP3020733 


670 


728. 


.1399 


2626 


BRHIP3021019 


671 


1266. 


.2867 


2627 


BRHIP3021499 


672 


1425. 


.1760 


2628 


BRHIP3021987 


673 


30. 


. 401 


2629 


BRHIP3022656 


674 


403. 


. 735 


2630 


BRHIP3023922 


675 


993. 


.1409 


2631 


BRHIP3024703 


676 


1929. 


.2840 


2632 


BRHIP3024820 


677 


653. 


.1183 


2633 


BRHIP3025795 


678 


2311. 


.3708 


2634 


BRHIP3025844 


679 


172. 


. 702 


2635 


BRHIP3026231 


680 


50. 


. 652 


2636 


BRHIP3026651 


681 


30. 


. 341 


2637 


BRHIP3027160 


682 


569. 


.1048 


2638 
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BRHIP3027191 


683 


131. 


.3106 


2639 


BRHIP3027651 


684 


90. 


.2582 


2640 


BRHIP3027947 


685 


140. 


. 550 


2641 


BRHIP3028246 


686 


408. 


.4205 


2642 


BRHIP3028570 


687 


112. 


.4293 


2643 


BRHIP3028742 


688 


5. 


. 694 


2644 


BRHIP3029409 


689 


134. 


. 670 


2645 


BRHIP3029530 


690 


187. 


. 501 


2646 


BRHIP3029670 


691 


339. 


. 812 


2647 


BRHIP3029866 


692 


73. 


. 630 


2648 


BRHIP3030230 


693 


159. 


. 1457 


2649 


BRHIP3031733 


694 


53. 


. 361 


2650 


BRHIP3031890 


695 


2921. 


.3229 


2651 


BRHIP3032148 


696 


1862. 


.3133 


2652 


BRHIP3032311 


697 


27. 


. 887 


2653 


BRHIP3032374 


698 


2973. 


.4667 


2654 


BRHIP3033481 


699 


71. 


. 484 


2655 


BRHIP3033557 


700 


22. 


.2580 


2656 


BRHIP3033734 


701 


718. 


.1986 


2657 


BRHIP3033806 


702 


1241. 


.2221 


2658 


BRHIP3035006 


703 


2734. 


.3606 


2659 


BRHIP3035222 


704 


1658. 


.2143 


2660 


BRHIP3035754 


705 


301. 


. 615 


2661 


BRHIP3036371 


706 


3591. 


.4817 


2662 


BRHIP3036715 


707 


416. 


.1063 


2663 


BRHIP3036936 


708 


235. 


.3189 


2664 


BRHIP3037543 


709 


960. 


.1286 


2665 


BRHIP3037810 


710 


2158. 


.2556 


2666 


BRHIP3038030 


711 


1970. 


.3091 


2667 
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BRHIP3038735 712 

BRHIP3039430 713 

BRHIP3039509 714 

BRHIP3039592 715 

BRHIP3040878 716 

BRHIP3041587 717 

BRHIP3042817 718 

BRHIP3043012 719 

BRSSN2004303 720 

BRSSN2004710 721 

BRSSN2008464 722 

BRSSN2011843 723 

BRSSN2012157 724 

BRSSN2012198 725 

BRSSN2013696 726 

BRSSN2015497 727 

BRSSN2018218 728 

BRSTN2000312 729 

BRSTN2006466 730 

BRSTN2006638 731 

BRSTN2008475 732 

BRSTN2009247 733 

BRSTN2010089 734 

BRSTN2010416 735 

BRSTN2011688 736 

BRSTN2011899 737 

BRSTN2011961 738 

BRSTN2012069 739 

BRSTN2015699 740 



571. 


.2007 


2668 


190. 


. 702 


2669 


1145. 


.3061 


2670 


1. 


. 1914 


2671 


612. 


. 1046 


2672 


54. 


. 365 


2673 


117. 


. 473 


2674 


2292. 


.2714 


2675 


193. 


. 714 


2676 


1102. 


.1491 


2677 


774. 


.1076 


2678 


61. 


. 825 


2679 


28. 


. 546 


2680 


1877. 


.2182 


2681 


572. 


.1351 


2682 


251. 


.3196 


2683 


126. 


. 485 


2684 


270. 


.1166 


2685 


954. 


. >1515 


2686 


50. 


.1099 


2687 


2167. 


.2511 


2688 


319. 


.1197 


2689 


103. 


. 1464 


2690 


114. 


. 584 


2691 


288. 


. 719 


2692 


218. 


. 553 


2693 


415. 


. 972 


2694 


64. 


.1452 


2695 


720. 


.1250 


2696 
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BRSTN2015788 


741 


45. . 


401 


2697 


BRSTN2016892 


742 


10.. 


351 


2698 


BRSTN2016918 


743 


9.. 


1304 


2699 


BRSTN2016992 


744 


89. . 


523 


2700 


BRSTN2017104 


745 


237. . 


632 


2701 


BRSTN2017151 


746 


160. . 


486 


2702 


BRSTN2017184 


747 


157. . 


660 


2703 


BRSTN2018712 


748 


226.. 


744 


2704 


BRTHA2000969 


749 


199.. 


528 


2705 


BRTHA2001304 


750 


47. . 


886 


2706 


BRTHA2001953 


751 


175. . 


537 


2707 


BRTHA2002091 


752 


785. . 


1684 


2708 


BRTHA2003759 


753 


209.. 


601 


2709 


BRTHA2005448 


754 


310.. 


2469 


2710 


BRTHA2006720 


755 


278.. 


874 


2711 


BRTHA2008502 


756 


902.. 


1711 


2712 


BRTHA2008598 


757 


653.. 


976 


2713 


BRTHA2010672 


758 


2012. . 


2770 


2714 


BRTHA2012189 


759 


447. . 


818 


2715 


BRTHA2014647 


760 


1952. . 


2290 


2716 


BRTHA2018304 


761 


987.. 


1526 


2717 


BRTHA2019726 


762 


81. . 


1511 


2718 


BRTHA2019743 


763 


260.. 


616 


2719 


BRTHA2020400 


764 


38.. 


562 


2720 


BRTHA2020566 


765 


268.. 


615 


2721 


BRTHA2020642 


766 


235. . 


1155 


2722 


BRTHA2020695 


767 


83.. 


466 


2723 


BRTHA2020721 


768 


80.. 


1495 


2724 


BRTHA2020781 


769 


1138. . 


1563 


2725 
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BRTHA2020910 


770 


1901. 


.2815 


2726 


BRTHA2021212 


771 


209. 


. 583 


2727 


BRTHA2021440 


772 


216. 


. 911 


2728 


BRTHA2021450 


773 


158. 


. 550 


2729 


BRTHA2022074 


774 


248. 


. 556 


2730 


BRTHA2022914 


775 


315. 


. 704 


2731 


BRTHA2022968 


776 


621. 


.1133 


2732 


BRTHA2023402 


777 


69. 


. 578 


2733 


BRTHA2023437 


778 


106. 


. 438 


2734 


BRTHA2024177 


779 


448. 


. 813 


2735 


BRTHA2024354 


780 


123. 


. 1502 


2736 


BRTHA2024712 


781 


2765. 


.3208 


2737 


BRTHA2025869 


782 


98. 


.1429 


2738 


BRTHA2026071 


783 


1069. 


.1449 


2739 


BRTHA2026290 


784 


2508. 


.3953 


2740 


BRTHA2026311 


785 


339. 


. 1817 


2741 


BRTHA2027227 


786 


7. 


. 885 


2742 


BRTHA2027229 


787 


698. 


.1135 


2743 


BRTHA2027250 


788 


589. 


.2013 


2744 


BRTHA2028297 


789 


2669. 


.3112 


2745 


BRTHA2029969 


790 


238. 


. 543 


2746 


BRTHA2030036 


791 


254. 


.2149 


2747 


BRTHA2030213 


792 


27. 


. 389 


2748 


BRTHA2031517 


793 


94. 


. 426 


2749 


BRTHA2031917 


794 


1729. 


.2394 


2750 


BRTHA2032763 


795 


88. 


. 453 


2751 


BRTHA2033122 


796 


165. 


. 557 


2752 


BRTHA2033155 


797 


198. 


. 665 


2753 


BRTHA2033320 


798 


186. 


. 590 


2754 



iiiIiE#2 004-3059661 



&m 2003-102207 



BRTHA2033469 799 

BRTHA2033683 800 

BRTHA2034281 801 

BRTHA2034576 802 

BRTHA2035743 803 

BRTHA2036055 804 

BRTHA2036295 805 

BRTHA2037247 806 

BRTHA2038279 807 

BRTHA2038345 808 

BRTHA2038353 809 

BRTHA3000456 810 

BRTHA3002411 811 

BRTHA3003225 812 

BRTHA3003417 813 

BRTHA3003736 814 

BRTHA3005988 815 

BRTHA3006593 816 

BRTHA3007469 817 

BRTHA3007662 818 

BRTHA3009858 819 

BRTHA3010135 820 

BRTHA3010212 821 

BRTHA3010469 822 

BRTHA3010530 823 

BRTHA3010540 824 

BRTHA3010717 825 

BRTHA3011187 826 

BRTHA3011194 827 



140. 


. 514 


2755 


301. 


.1146 


2756 


9. 


. 533 


2757 


148. 


. 483 


2758 


127. 


.1824 


2759 


2274. 


.3482 


2760 


514. 


.2751 


2761 


2592. 


.3308 


2762 


1530. 


.2024 


2763 


1236. 


.2291 


2764 


397. 


. 798 


2765 


488. 


.1603 


2766 


557. 


.1996 


2767 


52. 


.1092 


2768 


3420. 


.3806 


2769 


2707. 


.4320 


2770 


220. 


. >3773 


2771 


4. 


. 516 


2772 


1400. 


.1732 


2773 


2834. 


.3355 


2774 


934. 


.1293 


2775 


121. 


.1947 


2776 


81. 


.1829 


2777 


2653. 


.3081 


2778 


251. 


.1171 


2779 


122. 


. 574 


2780 


208. 


. 915 


2781 


126. 


.3383 


2782 


309. 


. >2485 


2783 



m% 2003-102207 



BRTHA3011229 
BRTHA3011265 
BRTHA3011306 
BRTHA3011361 
BRTHA3011510 
BRTHA3011892 
BRTHA3011998 
BRTHA3012265 
BRTHA3013860 
BRTHA3013882 
BRTHA3014000 
BRTHA3014105 
BRTHA3014507 
BRTHA3014547 
BRTHA3014835 
BRTHA3014854 
BRTHA3014920 
BRTHA3016616 
BRTHA3017791 
BRTHA3018409 
BRTHA3018623 
BRTHA3019183 
BRTHA3020369 
BRTHA3020771 
BRTHA3021569 
BRTHA3021708 
BRTHA3021786 
BRTHA3021971 
BRTHA3022641 



828 205. 

829 174. 

830 356. 

831 1184. 

832 702. 

833 416. 

834 53. 

835 381. 

836 60. 

837 34. 

838 116. 

839 378. 

840 1901. 

841 52. 

842 300. 

843 185. 

844 336. 

845 293. 

846 12. 

847 13. 

848 207. 

849 2860. 

850 182. 

851 218. 

852 2914. 

853 1925. 

854 48. 

855 180. 

856 219. 



. 633 


2784 


. 569 


2785 


. 769 


2786 


.2929 


2787 


.1079 


2788 


. 784 


2789 


. 388 


2790 


. 1760 


2791 


. 527 


2792 


. 639 


2793 


.3646 


2794 


. 752 


2795 


.2767 


2796 


.4179 


2797 


. 743 


2798 


. 664 


2799 


. 662 


2800 


. 616 


2801 


.1109 


2802 


.2601 


2803 


. 701 


2804 


.3315 


2805 


. 574 


2806 


.1810 


2807 


.>3417 


2808 


.2560 


2809 


. 566 


2810 


.2975 


2811 


. 590 


2812 



&m 2003-102207 



BRTHA3023403 


857 


1461. 


.3743 


2813 


BRTHA3023590 


858 


3479. 


.3856 


2814 


BRTHA3023929 


859 


292. 


. 606 


2815 


BRTHA3024600 


860 


2490. 


.3026 


2816 


BRTHA3025073 


861 


234. 


.3422 


2817 


BRTHA3026161 


862 


290. 


. 601 


2818 


BRTHA3026180 


863 


35. 


. 475 


2819 


BRTHA3026556 


864 


1128. 


. 1478 


2820 


BRTHA3026916 


865 


84. 


.2825 


2821 


BRTHA3027171 


866 


412. 


. 864 


2822 


BRTHA3027318 


867 


166. 


. 489 


2823 


BRTHA3027638 


868 


1777. 


.2181 


2824 


BRTHA3027820 


869 


3477. 


.3821 


2825 


BRTHA3027879 


870 


123. 


. 701 


2826 


BRTHA3027957 


871 


20. 


. 1756 


2827 


BRTHA3028339 


872 


69. 


. 422 


2828 


BRTHA3028505 


873 


60. 


. 527 


2829 


CERVX2000812 


874 


186. 


. 686 


2830 


CERVX2000968 


875 


652. 


.1602 


2831 


CH0NS2000797 


876 


316. 


.1806 


2832 


CH0NS2001287 


877 


3. 


. 836 


2833 


CH0NS2001797 


878 


621. 


.1019 


2834 


CH0NS2001834 


879 


51. 


.1106 


2835 


CH0NS2002419 


880 


20. 


.1141 


2836 


CH0NS2002829 


881 


69. 


.2270 


2837 


C0L0N2001829 


882 


334. 


. 948 


2838 


C0L0N2001866 


883 


268. 


. 924 


2839 


C0L0N2004351 


884 


82. 


. 876 


2840 


C0L0N2004911 


885 


251. 


. 919 


2841 



mm 2003-102207 



C0L0N2005623 


886 


293. 


. 967 


2842 


C0L0N2005735 


887 


390. 


.1595 


2843 


CT0NG2001932 


888 


405. 


.2174 


2844 


CTONG2003517 


889 


138. 


.1211 


2845 


CT0NG2006235 


890 


21. 


.1673 


2846 


CT0NG2008989 


891 


172. 


. 843 


2847 


CT0NG2009033 


892 


412. 


. 720 


2848 


CT0NG2009570 


893 


1762. 


.3051 


2849 


CT0NG2010330 


894 


418. 


.1896 


2850 


CT0NG2010633 


895 


394. 


. 711 


2851 


CT0NG2011801 


896 


122. 


.2419 


2852 


CT0NG2012123 


897 


728. 


.1360 


2853 


CT0NG2014206 


898 


826. 


.1710 


2854 


CT0NG20 14959 


899 


154. 


.1101 


2855 


CT0NG2020582 


900 


27. 


.1754 


2856 


CT0NG2026987 


901 


384. 


.1031 


2857 


CT0NG2027150 


902 


300. 


. 731 


2858 


CT0NG2027591 


903 


1451. 


.2728 


2859 


CT0NG2027783 


904 


300. 


.2561 


2860 


CT0NG2027959 


905 


65. 


. 412 


2861 


CTONG3001605 


906 


321. 


. 896 


2862 


CTONG3002518 


907 


1943. 


.2269 


2863 


CTONG3002588 


908 


107. 


. 454 


2864 


CTONG3003669 


909 


258. 


.2015 


2865 


CTONG3008223 


910 


159. 


. 464 


2866 


D90ST2003106 


911 


737. 


. >2505 


2867 


D90ST2003989 


912 


239. 


. 658 


2868 


D90ST2004417 


913 


54. 


. 689 


2869 


DFNES2001829 


914 


105. 


. 758 


2870 



&M 2003-102207 



^-v: 43/ 



DFNES2011221 915 

ERLTF2001452 916 

ERLTF2001835 917 

ERLTF2002178 918 

ERLTF2002369 919 

FCBBF3001018 920 

FCBBF3002188 921 

FCBBF3005160 922 

FCBBF3012443 923 

0 FCBBF3020030 924 

FCBBF3021191 925 

FCBBF3024911 926 

FCBBF5000384 927 

FEBRA2000805 928 

FEBRA2002260 929 

FEBRA2012625 930 

FEBRA2013069 931 

FEBRA2013570 932 

FEBRA2017736 933 

• FEBRA2017811 934 

FEBRA2023498 935 

FEBRA2026582 936 

FEBRA2026977 937 

FEBRA2028222 938 

FEBRA2028457 939 

FEHRT2001482 940 

FEHRT2002708 941 

FEKID2001001 942 

FEKID2001201 943 



196. 


.3138 


2871 


836. 


.1321 


2872 


300. 


.1388 


2873 


127. 


.1683 


2874 


160. 


.1986 


2875 


133. 


.1026 


2876 


300. 


. 611 


2877 


263. 


. 658 


2878 


148. 


.1173 


2879 


1. 


.1650 


2880 


179. 


.1768 


2881 


1228. 


.>2188 


2882 


782. 


.2089 


2883 


65. 


. 568 


2884 


303. 


. 734 


2885 


393. 


. 821 


2886 


353. 


. 667 


2887 


128. 


.1567 


2888 


98. 


. 406 


2889 


458. 


.1705 


2890 


295. 


. 708 


2891 


22. 


. 348 


2892 


1950. 


.2378 


2893 


538. 


.2613 


2894 


149. 


.1960 


2895 


1257. 


. 1589 


2896 


332. 


.1078 


2897 


206. 


. >2002 


2898 


41. 


. >2361 


2899 



tHfE# 2004-3059661 



mm 2003-102207 



FEKID2002231 


944 


259. 


. 672 


2900 


FEKID2002493 


945 


54. 


.1043 


2901 


FEKID2002637 


946 


50. 


. 1291 


2902 


FELNG2000720 


947 


120. 


. 1037 


2903 


FELNG2001613 


948 


194. 


. 907 


2904 


FELNG2001706 


949 


306. 


. 821 


2905 


FELNG2001953 


950 


723. 


.1358 


2906 


HCASM2007773 


951 


1930. 


.2421 


2907 


HCASM2008154 


952 


38. 


.1852 


2908 


HCH0N2009766 


953 


264. 


. >2250 


2909 


HEART2002531 


954 


342. 


. 695 


2910 


HHDPC2008185 


955 


435. 


.2105 


2911 


HLUNG20 12600 


956 


30. 


. 380 


2912 


HSYRA2004550 


957 


35. 


.1408 


2913 


HSYRA2007338 


958 


91. 


. 1491 


2914 


JCMLC1000159 


959 


1312. 


.1782 


2915 


JCMLC2000273 


960 


522. 


.2198 


2916 


JCMLC2002095 


961 


159. 


.1178 


2917 


JCMLC2002751 


962 


291. 


. 1475 


2918 


KIDNE2004531 


963 


315. 


.1430 


2919 


KIDNE2010049 


964 


121. 


.1710 


2920 


KIDNE2014496 


965 


292. 


. 948 


2921 


KIDNE2015987 


966 


125. 


.1648 


2922 


KIDNE2016464 


967 


725. 


.1168 


2923 


KIDNE2017153 


968 


415. 


.1122 


2924 


KIDNE2018268 


969 


925. 


.2145 


2925 


LIVER2008465 


970 


71. 


. 898 


2926 


LYMPB1000158 


971 


87. 


.3215 


2927 


LYMPB2001387 


972 


302. 


. 622 


2928 



#SI 2003-102207 



LYMPB2002236 


973 


91. 


.1584 


2929 


LYMPB2002344 


974 


389. 


.1801 


2930 


LYMPB2002458 


975 


108. 


.1433 


2931 


LYMPB2002478 


976 


172. 


. 546 


2932 


MESAN2007032 


977 


122. 


. 922 


2933 


MESAN2009156 


978 


295. 


.2175 


2934 


MESAN2014624 


979 


957. 


. 1658 


2935 


MESAN2016304 


980 


1045. 


.1353 


2936 


MESAN2017133 


981 


35. 


. 733 


2937 


MESTC2000170 


982 


147. 


. 467 


2938 


N1ESE2000698 


983 


129. 


. 1844 


2939 


NETRP2000439 


984 


70. 


. 537 


2940 


NETRP2000961 


985 


644. 


.1870 


2941 


NETRP2002082 


986 


132. 


. 479 


2942 


NETRP2003103 


987 


84. 


. 566 


2943 


NETRP2003268 


988 


8. 


. 391 


2944 


NETRP2003448 


989 


176. 


. 859 


2945 


NETRP2003539 


990 


67. 


. 372 


2946 


NETRP2004017 


991 


679. 


.1584 


2947 


NETRP2004090 


992 


68. 


. 454 


2948 


NETRP2004434 


993 


95. 


.1516 


2949 


NETRP2005282 


994 


409. 


. 789 


2950 


NETRP2005849 


995 


254. 


. 580 


2951 


NETRP2005972 


996 


1023. 


.1370 


2952 


NETRP2006468 


997 


1740. 


. >2944 


2953 


NETRP2007945 


998 


225. 


. 554 


2954 


NETRP2008488 


999 


646. 


.1035 


2955 


NETRP2008582 


1000 


108. 


. 524 


2956 


N0VAR2000783 


1001 


387. 


.1364 


2957 



mm 2003-102207 



NT2NE2011107 


1002 


100. 


.1353 


2958 


NT2NE2016041 


1003 


594. 


.1358 


2959 


NT2RI2004818 


1004 


106. 


. >2988 


2960 


NT2RI2009233 


1005 


307. 


. 1119 


2961 


NT2RI2010795 


1006 


275. 


. 685 


2962 


NT2RI2012542 


1007 


689. 


.1072 


2963 


NT2RI2015533 


1008 


1023. 


.2843 


2964 


NT2RI2023671 


1009 


1124. 


.1486 


2965 


NT2RI2028537 


1010 


3. 


. 734 


2966 


NT2RI3001573 


1011 


947. 


.2095 


2967 


NT2RI3001967 


1012 


224. 


.2254 


2968 


NT2RI3005861 


1013 


135. 


. 509 


2969 


NT2RI3005923 


1014 


363. 


.4463 


2970 


NT2RI3007095 


1015 


115. 


.2856 


2971 


NT2RI3008179 


1016 


184. 


. >3991 


2972 


NT2RI3009480 


1017 


333. 


. 1463 


2973 


NT2RI3009524 


1018 


85. 


.3615 


2974 


NT2RP7003439 


1019 


63. 


. 548 


2975 


NT2RP7007387 


1020 


12. 


.3557 


2976 


NT2RP7014178 


1021 


922. 


.1752 


2977 


NT2RP7014778 


1022 


302. 


. 700 


2978 


NT2RP7016508 


1023 


587. 


. 1954 


2979 


NT2RP7017139 


1024 


50. 


. 1780 


2980 


NT2RP7019682 


1025 


386. 


.1180 


2981 


NT2RP7020343 


1026 


256. 


. 741 


2982 


NT2RP8000633 


1027 


31. 


. 348 


2983 


NT2RP8001363 


1028 


711. 


.2567 


2984 


NT2RP8001407 


1029 


162. 


. 854 


2985 


NT2RP8001584 


1030 


711. 


.2912 


2986 



mm 2003-102207 



NT2RP8001604 


1031 


223. 


.3726 


2987 


NT2RP8001605 


1032 


1254. 


. 1751 


2988 


NT2RP8003490 


1033 


384. 


. 1532 


2989 


NT2RP8003657 


1034 


325. 


. 804 


2990 


NT2RP8003787 


1035 


118. 


.1647 


2991 


NT2RP8005546 


1036 


1104. 


.3023 


2992 


NT2RP8006452 


1037 


55. 


.2667 


2993 


NT2RP8006521 


1038 


2089. 


.2691 


2994 


NT2RP8007416 


1039 


45. 


. 410 


2995 


NT2RP8007503 


1040 


199. 


. 564 


2996 


NT2RP8007920 


1041 


25. 


.3366 


2997 


NT2RP8008057 


1042 


103. 


.3591 


2998 


NT2RP8009119 


1043 


591. 


. 1307 


2999 


NT2RP8009248 


1044 


501. 


.1025 


3000 


NT0NG2002278 


1045 


536. 


. 886 


3001 


NTONG2003805 


1046 


1092. 


.2708 


3002 


NT0NG2004829 


1047 


756. 


.1412 


3003 


NT0NG2008483 


1048 


145. 


.2553 


3004 


NT0NG2009468 


1049 


13. 


. 717 


3005 


0CBBF2000831 


1050 


355. 


.2085 


3006 


0CBBF2003518 


1051 


271. 


.2073 


3007 


0CBBF2004478 


1052 


238. 


.1593 


3008 


0CBBF2007039 


1053 


139. 


.2925 


3009 


0CBBF2009536 


1054 


3. 


.1481 


3010 


0CBBF2014745 


1055 


6. 


.1388 


3011 


0CBBF2016928 


1056 


108. 


.1742 


3012 


0CBBF2018229 


1057 


223. 


. 711 


3013 


0CBBF2018618 


1058 


922. 


.1902 


3014 


0CBBF2019761 


1059 


332. 


. 691 


3015 



mm 2003-102207 



0CBBF2024589 1060 

0CBBF2024779 1061 

0CBBF2025631 1062 

0CBBF2030927 1063 

0CBBF2036019 1064 

0CBBF3000743 1065 

OCBBF3000830 1066 

0CBBF3001076 1067 

0CBBF3001202 1068 

0CBBF3001333 1069 

0CBBF3001616 1070 

0CBBF3003745 1071 

0CBBF3004487 1072 

0CBBF3004908 1073 

0CBBF3005330 1074 

0CBBF3005843 1075 

0CBBF3006986 1076 

0CBBF3007078 1077 

0CBBF3007704 1078 

0CBBF3008392 1079 

0CBBF3008835 1080 

0CBBF3009244 1081 

0CBBF3019269 1082 

0CBBF3020263 1083 

0CBBF3020414 1084 

0CBBF3021086 1085 

0CBBF3021166 1086 

0CBBF3021361 1087 

0CBBF3021502 1088 



103. 


.1821 


3016 


1734. 


.2081 


3017 


53. 


. 868 


3018 


158. 


.2335 


3019 


24. 


. 908 


3020 


8. 


. 355 


3021 


94. 


. 468 


3022 


861. 


.3401 


3023 


826. 


.2655 


3024 


36. 


.1466 


3025 


1795. 


.2349 


3026 


2. 


. 412 


3027 


1472. 


.2344 


3028 


134. 


. 532 


3029 


1168. 


. >4215 


3030 


241. 


. 750 


3031 


72. 


.4016 


3032 


1883. 


.2401 


3033 


2601. 


.2999 


3034 


83. 


.1657 


3035 


58. 


.2874 


3036 


89. 


. 988 


3037 


763. 


.1359 


3038 


353. 


.1633 


3039 


20. 


.1339 


3040 


137. 


. >3623 


3041 


2350. 


.2985 


3042 


783. 


. >3838 


3043 


1345. 


.1851 


3044 



#11 2003-102207 



OCBBF3021515 1089 

OCBBF3022123 1090 

0CBBF3022166 1091 

OCBBF3022576 1092 

OCBBF3022827 1093 

0CBBF3023175 1094 

OCBBF3023543 1095 

OCBBF3023913 1096 

OCBBF3023993 1097 

0CBBF3025127 1098 

0CBBF3025131 1099 

OCBBF3025475 1100 

OCBBF3025503 1101 

0CBBF3025630 1102 

0CBBF3025887 1103 

0CBBF3025901 1104 

0CBBF3026088 1105 

0CBBF3026361 1106 

0CBBF3026979 1107 

0CBBF3027969 1108 

0CBBF3028001 1109 

PEBLM2001803 1110 

PEBLM2003935 1111 

PEBLM2005615 1112 

PEBLM2006298 1113 

PERIC2003349 1114 

PLACE5000492 1115 

PLACE5000522 1116 

PLACE5000527 1117 



243. 


. 641 


3045 


276. 


. 677 


3046 


1848. 


.2273 


3047 


1966. 


.2424 


3048 


108. 


.2234 


3049 


50. 


.4726 


3050 


122. 


.3793 


3051 


230. 


.3364 


3052 


74. 


. 379 


3053 


1867. 


.2325 


3054 


585. 


. 944 


3055 


37. 


.1692 


3056 


425. 


.1837 


3057 


2380. 


.3138 


3058 


264. 


. 653 


3059 


273. 


. 605 


3060 


3651. 


.4004 


3061 


286. 


. >3475 


3062 


154. 


.2670 


3063 


623. 


.3430 


3064 


10. 


. 1581 


3065 


389. 


.1747 


3066 


78. 


. 998 


3067 


64. 


. 1200 


3068 


208. 


. >2264 


3069 


340. 


.2499 


3070 


653. 


.2305 


3071 


245. 


. 688 


3072 


2193. 


.2498 


3073 



mm 2003-102207 



^-v: 50/ 



PLACE6000012 


1118 


111. 


. 527 


3074 


PLACE6000055 


1119 


76. 


.>1552 


3075 


PLACE6001933 


1120 


875. 


.1192 


3076 


PLACE6003004 


1121 


39. 


.1463 


3077 


PLACE6008315 


1122 


161. 


. 691 


3078 


PLACE6010925 


1123 


828. 


.2033 


3079 


PLACE6010936 


1124 


494. 


.1585 


3080 


PLACE6016030 


1125 


224. 


. 679 


3081 


PLACE60 19542 


1126 


257. 


. 559 


3082 


PLACE60 19600 


1127 


307. 


. 633 


3083 


PLACE6019674 


1128 


333. 


. 956 


3084 


PLACE7000266 


1129 


153. 


.3767 


3085 


PLACE7000707 


1130 


728. 


.1117 


3086 


PLACE7001759 


1131 


227. 


.1069 


3087 


PLACE7002303 


1132 


1662. 


.2615 


3088 


PLACE7003639 


1133 


1309. 


.1881 


3089 


PLACE7003684 


1134 


16. 


. 579 


3090 


PLACE7003985 


1135 


3721. 


.4707 


3091 


PLACE7004103 


1136 


284. 


.2827 


3092 


PLACE7004961 


1137 


173. 


. 835 


3093 


PLACE7005169 


1138 


15. 


. >4050 


3094 


PLACE7005671 


1139 


796. 


.1185 


3095 


PLACE7005840 


1140 


912. 


.1418 


3096 


PLACE7006090 


1141 


3573. 


.3947 


3097 


PLACE7006240 


1142 


383. 


. 784 


3098 


PLACE7006268 


1143 


1746. 


.2198 


3099 


PLACE7006498 


1144 


330. 


.1298 


3100 


PLACE7006540 


1145 


204. 


. 536 


3101 


PLACE7007379 


1146 


2794. 


.3576 


3102 



mtE# 2004-3059661 



mm 2003-102207 



^-v: 51/ 



PLACE7007973 


1147 


227. 


.1678 


3103 


PLACE7008136 


1148 


277. 


. 666 


3104 


PLACE7008766 


1149 


296. 


. 772 


3105 


PLACE7009563 


1150 


1696. 


.2880 


3106 


PLACE7009757 


1151 


279. 


.1409 


3107 


PLACE7009936 


1152 


33. 


.1223 


3108 


PLACE7010567 


1153 


3473. 


.3841 


3109 


PLACE7011269 


1154 


70. 


. 678 


3110 


PLACE7011559 


1155 


1965. 


.2978 


3111 


PLACE7012111 


1156 


283. 


.2532 


3112 


PLACE7012127 


1157 


2243. 


.2848 


3113 


PLACE7013060 


1158 


189. 


. 539 


3114 


PLACE7014247 


1159 


3149. 


.3544 


3115 


PLACE7014396 


1160 


126. 


. 716 


3116 


PLACE7015238 


1161 


82. 


. 408 


3117 


PLACE7015647 


1162 


1172. 


.1882 


3118 


PLACE7016214 


1163 


1250. 


.1696 


3119 


PLACE7016321 


1164 


203. 


. 622 


3120 


PLACE7016454 


1165 


761. 


.1375 


3121 


PLACE7016526 


1166 


15. 


.2786 


3122 


PLACE7018304 


1167 


148. 


.4749 


3123 


PLACE7018349 


1168 


93. 


. 875 


3124 


PLACE7018452 


1169 


9. 


. 533 


3125 


PLACE7018479 


1170 


90. 


.3317 


3126 


PLACE7018512 


1171 


471. 


.3329 


3127 


PR0ST2002078 


1172 


269. 


. 898 


3128 


PR0ST2007444 


1173 


2286. 


.3500 


3129 


PR0ST2016566 


1174 


1009. 


.1482 


3130 


PR0ST2017578 


1175 


81. 


. 386 


3131 



tBIHf 2 004-3059661 



mm 2003-102207 



PR0ST2017729 


1176 


1759. 


.2088 


3132 


PR0ST2017749 


1177 


1422. 


.1799 


3133 


PR0ST2017910 


1178 


269. 


.2098 


3134 


PUAEN2000594 


1179 


1864. 


.2304 


3135 


PUAEN2000684 


1180 


180. 


.2591 


3136 


PUAEN2006639 


1181 


637. 


.1746 


3137 


RECTM2001519 


1182 


58. 


. 402 


3138 


SKMUS2008585 


1183 


444. 


.1319 


3139 


SKMUS2009479 


1184 


324. 


. 647 


3140 


SKMUS2009557 


1185 


323. 


. 661 


3141 


SKNMC2003639 


1186 


207. 


. 671 


3142 


SKNSH2007306 


1187 


164. 


.1570 


3143 


SMINT2003641 


1188 


87. 


. 578 


3144 


SMINT2009292 


1189 


72. 


.2024 


3145 


SMINT2009895 


1190 


914. 


.1420 


3146 


SMINT2010753 


1191 


73. 


.1950 


3147 


SMINT20 11406 


1192 


932. 


.1501 


3148 


SMINT2011509 


1193 


692. 


.1495 


3149 


SMINT2012040 


1194 


1068. 


.1541 


3150 


SMINT2012179 


1195 


1021. 


.1833 


3151 


SMINT2014166 


1196 


1300. 


.1740 


3152 


SMINT2014721 


1197 


202. 


.2124 


3153 


SMINT2017964 


1198 


328. 


.1419 


3154 


SMINT2019105 


1199 


179. 


. 733 


3155 


SPLEN2001227 


1200 


278. 


. 649 


3156 


SPLEN2007689 


1201 


263. 


. 931 


3157 


SPLEN2011252 


1202 


750. 


.1199 


3158 


SPLEN2012571 


1203 


121. 


.1770 


3159 


SPLEN2017999 


1204 


2270. 


.2677 


3160 



mm 2003-102207 



SPLEN2019092 


1205 


505. 


.1098 


3161 


SPLEN2019480 


1206 


1113. 


.1487 


3162 


SPLEN2021231 


1207 


15. 


. 578 


3163 


SPLEN2021991 


1208 


332. 


. 715 


3164 


SPLEN2022785 


1209 


104. 


. 511 


3165 


SPLEN2022920 


1210 


660. 


.1001 


3166 


SPLEN2024571 


1211 


1. 


. 690 


3167 


SPLEN2025012 


1212 


18. 


.1520 


3168 


SPLEN2027852 


1213 


129. 


. 482 


3169 


SPLEN2028417 


1214 


348. 


.1814 


3170 


SPLEN2028593 


1215 


323. 


. 655 


3171 


SPLEN2031004 


1216 


292. 


. 876 


3172 


SPLEN2032677 


1217 


46. 


.1452 


3173 


SPLEN2033996 


1218 


2306. 


.3064 


3174 


SPLEN2034551 


1219 


669. 


.1649 


3175 


SPLEN2034601 


1220 


6. 


. 317 


3176 


SPLEN2034934 


1221 


331. 


. 891 


3177 


SPLEN2035615 


1222 


170. 


. 475 


3178 


SPLEN2036608 


1223 


153. 


. 1118 


3179 


SPLEN2037077 


1224 


243. 


. 545 


3180 


SPLEN2042051 


1225 


343. 


. 807 


3181 


ST0MA2003894 


1226 


311. 


. 862 


3182 


STOMA2004663 


1227 


106. 


. 516 


3183 


SYN0V2003326 


1228 


191. 


. 595 


3184 


SYN0V2017179 


1229 


21. 


.1568 


3185 


SYN0V3000345 


1230 


148. 


.1356 


3186 


SYN0V4000598 


1231 


457. 


.2010 


3187 


SYN0V4003174 


1232 


273. 


.2282 


3188 


SYN0V4004210 


1233 


104. 


.2215 


3189 



# m 2003-102207 



SYN0V4009139 


1234 


2294. 


.3715 


3190 


SYN0V4009575 


1235 


262. 


.2406 


3191 


T1ESE2000609 


1236 


58. 


.1422 


3192 


T1ESE2000904 


1237 


265. 


.2259 


3193 


T1ESE2002665 


1238 


66. 


.2210 


3194 


TBAES2003917 


1239 


67. 


.2532 


3195 


TBAES2005361 


1240 


217. 


. 582 


3196 


TBAES2007428 


1241 


22. 


.1569 


3197 


TBAES2007548 


1242 


1037. 


.1381 


3198 


TBAES2007862 


1243 


195. 


. 641 


3199 


TES0P2002005 


1244 


315. 


. 665 


3200 


TES0P2003308 


1245 


1105. 


.1536 


3201 


TES0P2004110 


1246 


1562. 


.2053 


3202 


TES0P2008556 


1247 


344. 


. 685 


3203 


TESTI 1000459 


1248 


60. 


.2720 


3204 


TESTI2001364 


1249 


119. 


. 850 


3205 


TESTI2001915 


1250 


199. 


.1440 


3206 


TESTI2003768 


1251 


621. 


. 932 


3207 


TESTI2004452 


1252 


252. 


. 770 


3208 


TESTI2004601 


1253 


265. 


.1644 


3209 


TESTI2004971 


1254 


1095. 


.1637 


3210 


TESTI2005112 


1255 


958. 


. 1689 


3211 


TESTI2005153 


1256 


49. 


.1011 


3212 


TESTI2005564 


1257 


149. 


.1867 


3213 


TESTI2006543 


1258 


653. 


.1057 


3214 


TESTI2007490 


1259 


506. 


.2131 


3215 


TESTI2008636 


1260 


136. 


. 618 


3216 


TESTI2009497 


1261 


233. 


.2119 


3217 


TESTI2009739 


1262 


172. 


. >1871 


3218 



mm 2003-102207 



TESTI2011020 


1263 


986. 


.1432 


3219 


TESTI2011033 


1264 


265. 


. 567 


3220 


TESTI2018335 


1265 


413. 


. 1825 


3221 


TESTI2018687 


1266 


1233. 


.2936 


3222 


TESTI2018867 


1267 


53. 


.2755 


3223 


TESTI2021112 


1268 


310. 


. 732 


3224 


TESTI2021654 


1269 


212. 


.1123 


3225 


TESTI2022323 


1270 


710. 


.1660 


3226 


TESTI2023053 


1271 


333. 


. 647 


3227 


TESTI2023903 


1272 


7. 


.1899 


3228 


TESTI2024267 


1273 


177. 


.1673 


3229 


TESTI2026024 


1274 


321. 


.1124 


3230 


TESTI2026284 


1275 


867. 


.1322 


3231 


TESTI2028613 


1276 


683. 


. 1114 


3232 


TESTI2030519 


1277 


16. 


.1683 


3233 


TESTI2030901 


1278 


1407. 


. 1751 


3234 


TESTI2033905 


1279 


60. 


.2384 


3235 


TESTI2034913 


1280 


733. 


. 1326 


3236 


TESTI2035962 


1281 


774. 


. 1466 


3237 


TESTI2036285 


1282 


398. 


. 958 


3238 


TESTI2036822 


1283 


263. 


. 1474 


3239 


TESTI2037085 


1284 


325. 


. 771 


3240 


TESTI2037209 


1285 


266. 


.1063 


3241 


TESTI2037572 


1286 


285. 


. 983 


3242 


TESTI2037657 


1287 


73. 


. >1778 


3243 


TESTI2037877 


1288 


352. 


. 1500 


3244 


TESTI2038733 


1289 


945. 


.1352 


3245 


TESTI2039342 


1290 


26. 


. 433 


3246 


TESTI2039732 


1291 


307. 


. 999 


3247 
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TESTI2039738 


1292 


346. 


. 714 


3248 


TESTI2040372 


1293 


322. 


. 981 


3249 


TESTI2040377 


1294 


41. 


.1942 


3250 


TESTI2041362 


1295 


1041. 


.1484 


3251 


TESTI2041976 


1296 


849. 


.1208 


3252 


TESTI2046188 


1297 


42. 


. 569 


3253 


TESTI2049041 


1298 


175. 


. 1302 


3254 


TESTI2049062 


1299 


72. 


. 707 


3255 


TESTI2051742 


1300 


206. 


. 1120 


3256 


TESTI2052110 


1301 


446. 


.1354 


3257 


TESTI2052202 


1302 


273. 


. 602 


3258 


TESTI2052670 


1303 


172. 


.1959 


3259 


TESTI2052799 


1304 


526. 


.1260 


3260 


TESTI4000370 


1305 


994. 


.3684 


3261 


TESTI4000534 


1306 


5562. 


.5957 


3262 


TESTI4000600 


1307 


1693. 


.2196 


3263 


TESTI4000621 


1308 


386. 


. >7666 


3264 


TESTI4000703 


1309 


251. 


.4408 


3265 


TESTI4000957 


1310 


2650. 


.3012 


3266 


TESTI4001037 


1311 


1856. 


.2248 


3267 


TESTI4001348 


1312 


1443. 


.3488 


3268 


TESTI4001517 


1313 


800. 


.1201 


3269 


TESTI4001569 


1314 


205. 


.3540 


3270 


TESTI4001679 


1315 


1512. 


.2084 


3271 


TESTI4002003 


1316 


2189. 


.2623 


3272 


TESTI4002072 


1317 


246. 


. 983 


3273 


TESTI4002141 


1318 


1400. 


.3520 


3274 


TESTI4002195 


1319 


599. 


.1111 


3275 


TESTI4002520 


1320 


484. 


. 921 


3276 



&m 2003-102207 



TESTI4002774 1321 

TESTI4002799 1322 

TESTI4002868 1323 

TESTI4002889 1324 

TESTI4003179 1325 

TESTI4003279 1326 

TESTI4003319 1327 

TESTI4003404 1328 

TESTI4003565 1329 

TESTI4003574 1330 

TESTI4003579 1331 

TESTI4003602 1332 

TESTI4003703 1333 

TESTI4003733 1334 

TESTI4003796 1335 

TESTI4003944 1336 

TESTI4004031 1337 

TESTI4004210 1338 

TESTI4004539 1339 

TESTI4004653 1340 

TESTI4004695 1341 

TESTI4004917 1342 

TESTI4005013 1343 

TESTI4005322 1344 

TESTI4005399 1345 

TESTI4005470 1346 

TESTI4005653 1347 

TESTI4006441 1348 

TESTI4006539 1349 



447. 


.2672 


3277 


581. 


.3988 


3278 


229. 


.4074 


3279 


68. 


. 457 


3280 


18. 


. 335 


3281 


360. 


. 956 


3282 


187. 


. 495 


3283 


1290. 


.2780 


3284 


283. 


.5193 


3285 


312. 


. 638 


3286 


120. 


.2084 


3287 


2867. 


.3784 


3288 


68. 


.3613 


3289 


2180. 


.2773 


3290 


1947. 


.2933 


3291 


779. 


.4684 


3292 


267. 


.3998 


3293 


219. 


. 599 


3294 


591. 


. 1664 


3295 


588. 


.2351 


3296 


1400. 


.4468 


3297 


2286. 


.4751 


3298 


9. 


. 1967 


3299 


113. 


. 1600 


3300 


289. 


.1830 


3301 


194. 


.2185 


3302 


65. 


. >4403 


3303 


324. 


. 752 


3304 


1689. 


.2123 


3305 



2003-102207 



^-v: 58/ 



TESTI4007565 


1350 


1253. 


.1675 


3306 


TESTI4007671 


1351 


70. 


.1800 


3307 


TESTI4007965 


1352 


801. 


.3338 


3308 


TESTI4008086 


1353 


24. 


. 329 


3309 


TESTI4008305 


1354 


1977. 


.2687 


3310 


TESTI4009501 


1355 


53. 


. 730 


3311 


TESTI4010544 


1356 


254. 


.3787 


3312 


TESTI4010721 


1357 


380. 


.1459 


3313 


TESTI4010902 


1358 


1372. 


.3834 


3314 


TESTI4010979 


1359 


69. 


. 488 


3315 


TESTI4011616 


1360 


1096. 


.2172 


3316 


TESTI4011744 


1361 


270. 


.1058 


3317 


TESTI4011926 


1362 


2465. 


.2962 


3318 


TESTI4012258 


1363 


419. 


. 847 


3319 


TESTI4012382 


1364 


34. 


. 360 


3320 


TESTI4012623 


1365 


1027. 


.1653 


3321 


TESTI4012956 


1366 


185. 


. 544 


3322 


TESTI40 12960 


1367 


1588. 


. >4231 


3323 


TESTI4013474 


1368 


69. 


.3125 


3324 


TESTI4013742 


1369 


47. 


. >3602 


3325 


TESTI40 13774 


1370 


1239. 


.2138 


3326 


TESTI40 13960 


1371 


56. 


. 451 


3327 


TESTI4013962 


1372 


1170. 


.1946 


3328 


TESTI4014262 


1373 


189. 


. 623 


3329 


TESTI4014415 


1374 


424. 


.3798 


3330 


TESTI4014891 


1375 


318. 


. 1235 


3331 


TESTI4014908 


1376 


1459. 


.4134 


3332 


TESTI40 14932 


1377 


47. 


.4318 


3333 


TESTI4014977 


1378 


240. 


. 659 


3334 



m8E# 2004-3059661 
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TESTI4015129 


1379 


2023. 


.2352 


3335 


TESTI4015339 


1380 


2521. 


.2853 


3336 


TESTI4016848 


1381 


32. 


. 679 


3337 


TESTI4017229 


1382 


8. 


. 352 


3338 


TESTI4017382 


1383 


2725. 


.3801 


3339 


TESTI4017647 


1384 


861. 


.1187 


3340 


TESTI4017854 


1385 


1918. 


.2277 


3341 


TESTI4018436 


1386 


2379. 


.2828 


3342 


TESTI4018506 


1387 


930. 


.3350 


3343 


TESTI4019149 


1388 


69. 


. 374 


3344 


TESTI4020342 


1389 


116. 


.1918 


3345 


TESTI4020596 


1390 


187. 


.2229 


3346 


TESTI4020819 


1391 


3802. 


.4266 


3347 


TESTI4021129 


1392 


109. 


.3558 


3348 


TESTI4021197 


1393 


210. 


.3806 


3349 


TESTI4021377 


1394 


86. 


. 754 


3350 


TESTI4021569 


1395 


94. 


.1497 


3351 


TESTI4021713 


1396 


297. 


.1172 


3352 


TESTI4021821 


1397 


274. 


. 606 


3353 


TESTI4022158 


1398 


452. 


.3289 


3354 


TESTI4023096 


1399 


237. 


.3125 


3355 


TESTI4023172 


1400 


607. 


.1740 


3356 


TESTI4023654 


1401 


335. 


. 778 


3357 


TESTI4024240 


1402 


2136. 


.2660 


3358 


TESTI4024245 


1403 


96. 


.2003 


3359 


TESTI4024294 


1404 


95. 


.1024 


3360 


TESTI4024494 


1405 


162. 


.1736 


3361 


TESTI4025062 


1406 


1503. 


.2345 


3362 


TESTI4025401 


1407 


322. 


. 633 


3363 



2003-102207 



^-v: 60/ 



TESTI4025908 


1408 


1629. 


.2258 


3364 


TESTI4026080 


1409 


106. 


.3897 


3365 


TESTI4026680 


1410 


321. 


.1382 


3366 


TESTI4027139 


1411 


1. 


. 537 


3367 


TESTI4027170 


1412 


77. 


. 466 


3368 


TESTI4027262 


1413 


144. 


. 836 


3369 


TESTI4027660 


1414 


335. 


.1504 


3370 


TESTI4028042 


1415 


226. 


. >4276 


3371 


TESTI4028182 


1416 


399. 


.2429 


3372 


TESTI4029023 


1417 


2005. 


.2856 


3373 


TESTI4029297 


1418 


262. 


.3138 


3374 


TESTI4029651 


1419 


79. 


.1287 


3375 


TESTI4029676 


1420 


271. 


. 651 


3376 


TESTI4029731 


1421 


894. 


.2738 


3377 


TESTI4029743 


1422 


137. 


.2536 


3378 


TESTI4030319 


1423 


372. 


.1022 


3379 


TESTI4030673 


1424 


1273. 


.1584 


3380 


TESTI4030864 


1425 


5420. 


.6574 


3381 


TESTI4031066 


1426 


52. 


.2520 


3382 


TESTI4031173 


1427 


170. 


.2068 


3383 


TESTI4031818 


1428 


107. 


. 430 


3384 


TESTI4032128 


1429 


354. 


.2324 


3385 


TESTI4032270 


1430 


376. 


. 720 


3386 


TESTI4032375 


1431 


489. 


. 800 


3387 


TESTI4032834 


1432 


1268. 


. >3008 


3388 


TESTI4032856 


1433 


126. 


. 428 


3389 


TESTI4032913 


1434 


326. 


.2587 


3390 


TESTI4033177 


1435 


1606. 


.3528 


3391 


TESTI4034633 


1436 


293. 


. 643 


3392 



mtEiff 2 004-3059661 



mm 2003-102207 



TESTI4034973 


1437 


195. 


. 572 


3393 


TESTI4035770 


1438 


1828. 


.2241 


3394 


TESTI4035872 


1439 


258. 


. 599 


3395 


TESTI4035898 


1440 


141. 


. 737 


3396 


TESTI4035989 


1441 


590. 


.1066 


3397 


TESTI4036012 


1442 


2397. 


.2801 


3398 


TESTI4036048 


1443 


23. 


.1696 


3399 


TESTI4037228 


1444 


906. 


.2576 


3400 


TESTI4037949 


1445 


386. 


.2248 


3401 


TESTI4038047 


1446 


177. 


. 590 


3402 


TESTI4038758 


1447 


279. 


. 785 


3403 


TESTI4039451 


1448 


292. 


.3714 


3404 


TESTI4039575 


1449 


61. 


. 441 


3405 


TESTI4039744 


1450 


88. 


.1245 


3406 


TESTI4039904 


1451 


350. 


. 1588 


3407 


TESTI4040197 


1452 


40. 


. 624 


3408 


TESTI4040559 


1453 


225. 


.2219 


3409 


TESTI4040598 


1454 


277. 


.1899 


3410 


TESTI4040804 


1455 


1878. 


.2429 


3411 


TESTI4041049 


1456 


3669. 


.4301 


3412 


TESTI4041482 


1457 


141. 


.2540 


3413 


TESTI4041832 


1458 


1266. 


.2633 


3414 


TESTI4041984 


1459 


339. 


.2873 


3415 


TESTI4042420 


1460 


315. 


. 674 


3416 


TESTI4042846 


1461 


160. 


. 477 


3417 


TESTI4043067 


1462 


48. 


.4778 


3418 


TESTI4043166 


1463 


215. 


.3145 


3419 


TESTI4043223 


1464 


104. 


. 553 


3420 


TESTI4043371 


1465 


127. 


. 612 


3421 



mm 2003-102207 



TESTI4043378 1466 

TESTI4044076 1467 

TESTI4044291 1468 

TESTI4044770 1469 

TESTI4045168 1470 

TESTI4045330 1471 

TESTI4045470 1472 

TESTI4046073 1473 

TESTI4046090 1474 

TESTI4046245 1475 

TESTI4046328 1476 

TESTI4046450 1477 

TESTI4046873 1478 

TESTI4046962 1479 

TESTI4047119 1480 

TESTI4047305 1481 

TESTI4047328 1482 

TESTI4047437 1483 

TESTI4047569 1484 

TESTI4047746 1485 

TESTI4047808 1486 

TESTI4048232 1487 

TESTI4048296 1488 

TESTI4048545 1489 

TESTI4048619 1490 

TESTI4049110 1491 

TESTI4049552 1492 

TESTI4049562 1493 

TESTI4049677 1494 



286. 


. 687 


3422 


1421. 


.1996 


3423 


98. 


. 958 


3424 


1000. 


.1689 


3425 


363. 


. 674 


3426 


13. 


. 561 


3427 


772. 


.1218 


3428 


346. 


.1989 


3429 


1776. 


.2138 


3430 


321. 


.3464 


3431 


144. 


. 521 


3432 


173. 


. 544 


3433 


347. 


.2647 


3434 


18. 


. 887 


3435 


309. 


.2705 


3436 


2524. 


.3351 


3437 


285. 


.4811 


3438 


144. 


. 1694 


3439 


1785. 


.2396 


3440 


406. 


. 744 


3441 


4. 


. >3552 


3442 


926. 


.1276 


3443 


137. 


. 505 


3444 


951. 


.3350 


3445 


2964. 


.4142 


3446 


62. 


. 373 


3447 


307. 


. 624 


3448 


257. 


. 697 


3449 


313. 


.1092 


3450 



!&m 2003-102207 



TESTI4049786 1495 

TESTI4049863 1496 

TESTI4049899 1497 

TESTI4050293 1498 

TESTI4050954 1499 

TESTI4051015 1500 

TESTI4051054 1501 

TESTI4051388 1502 

TESTI4051424 1503 

TESTI4051504 1504 

TESTI4051747 1505 

TESTI4051858 1506 

TESTI4051865 1507 

TESTI4051952 1508 

TESTI4052132 1509 

TESTI4052217 1510 

TESTI4052219 1511 

TESTI4052430 1512 

TESTI4052598 1513 

TESTI4052775 1514 

THYMU2008207 1515 

THYMU2038199 1516 

THYMU3000390 1517 

THYMU3000776 1518 

THYMU3001082 1519 

THYMU3001593 1520 

THYMU3001776 1521 

THYMU3002825 1522 

THYMU3002887 1523 



390. 


.3248 


3451 


2520. 


.2981 


3452 


1599. 


.2156 


3453 


2539. 


.4578 


3454 


219. 


. 581 


3455 


335. 


. 787 


3456 


149. 


. 721 


3457 


364. 


.1224 


3458 


19. 


.3537 


3459 


1199. 


.1702 


3460 


156. 


. 821 


3461 


151. 


. 612 


3462 


157. 


.2943 


3463 


3884. 


. >4234 


3464 


253. 


. 861 


3465 


1058. 


. 1606 


3466 


324. 


.2528 


3467 


88. 


.1038 


3468 


129. 


. 827 


3469 


187. 


.1566 


3470 


735. 


.1469 


3471 


12. 


. 422 


3472 


3. 


. 587 


3473 


2139. 


.2495 


3474 


563. 


. 967 


3475 


1895. 


.2224 


3476 


603. 


.1142 


3477 


2232. 


.3350 


3478 


1159. 


.2085 


3479 



mm 2003-102207 



THYMU3003007 
THYMU3003350 
THYMU3003958 
THYMU3004628 
THYMU3004632 
THYMU3007308 
THYMU3007559 
THYMU3008105 
THYMU3008935 
THYMU3009643 
THYMU3009755 
THYMU3011012 
THYMU3011244 
THYMU3011360 
THYMU3011534 
THYMU3011556 
THYMU3011717 
THYMU30 12402 
THYMU3012907 
THYMU3012983 
THYMU3013114 
THYMU3013197 
THYMU3013241 
THYMU3013470 
THYMU3013785 
THYMU3013897 
THYMU30 14038 
THYMU3014173 
THYMU3014372 



1524 3153. 

1525 1815. 

1526 1970. 

1527 221. 

1528 303. 

1529 793. 

1530 1215. 

1531 1829. 

1532 274. 

1533 583. 

1534 147. 

1535 763. 

1536 44. 

1537 168. 

1538 318. 

1539 65. 

1540 39. 

1541 1422. 

1542 304. 

1543 4. 

1544 1724. 

1545 64. 

1546 294. 

1547 212. 

1548 1136. 

1549 1550. 

1550 140. 

1551 20. 

1552 58. 



.3662 


3480 


.2138 


3481 


.2416 


3482 


. 562 


3483 


. 899 


3484 


.1413 


3485 


. 1532 


3486 


.3454 


3487 


. 645 


3488 


. 948 


3489 


. 512 


3490 


.1230 


3491 


. 352 


3492 


. 572 


3493 


.3047 


3494 


. 430 


3495 


. 386 


3496 


.2435 


3497 


. 669 


3498 


.1542 


3499 


.2092 


3500 


. 486 


3501 


.1394 


3502 


. 736 


3503 


.2656 


3504 


. 1981 


3505 


. 571 


3506 


. 448 


3507 


.2484 


3508 



#fl 2003-102207 



THYMU3014620 
THYMU3014701 
THYMU3015042 
THYMU3015457 
THYMU3015571 
THYMU3015647 
THYMU3016518 
THYMU3016822 
THYMU3017761 
THYMU3018151 
THYMU3018896 
THYMU3019095 
THYMU3019476 
THYMU3019605 
THYMU3019916 
THYMU3020221 
THYMU3020869 
THYMU3020970 
THYMU3021404 
THYMU3021586 
THYMU3021755 
THYMU3021900 
THYMU3022211 
THYMU3022434 
THYMU3022528 
THYMU3022668 
THYMU3022982 
THYMU3023107 
THYMU3023394 



1553 217. 

1554 165. 

1555 731. 

1556 492. 

1557 593. 

1558 255. 

1559 38. 

1560 183. 

1561 711. 

1562 186. 

1563 49. 

1564 2331. 

1565 115. 

1566 243. 

1567 1539. 

1568 80. 

1569 29. 

1570 1659. 

1571 314. 

1572 466. 

1573 838. 

1574 2284. 

1575 36. 

1576 1094. 

1577 165. 

1578 2098. 

1579 282. 

1580 91. 

1581 3. 



.1077 


3509 


. 650 


3510 


.>1237 


3511 


. 854 


3512 


. 895 


3513 


.1841 


3514 


.1657 


3515 


. 611 


3516 


.1121 


3517 


. 518 


3518 


. 429 


3519 


.2666 


3520 


. 732 


3521 


. 716 


3522 


.1937 


3523 


.1513 


3524 


. 415 


3525 


.2924 


3526 


.2083 


3527 


.3147 


3528 


.1827 


3529 


.2676 


3530 


. 431 


3531 


. >3280 


3532 


. 518 


3533 


.2616 


3534 


. 626 


3535 


. 1113 


3536 


. 521 


3537 



#M 2003-102207 



THYMU3023400 


1582 


849. 


.2909 


3538 


THYMU3023797 


1583 


93. 


. 443 


3539 


THYMU3024164 


1584 


188. 


. 652 


3540 


THYMU3024339 


1585 


1334. 


. 1924 


3541 


THYMU3025118 


1586 


30. 


.1625 


3542 


THYMU3025313 


1587 


103. 


. 546 


3543 


THYMU3025642 


1588 


120. 


. 1124 


3544 


THYMU3025683 


1589 


125. 


.2854 


3545 


THYMU3025772 


1590 


91. 


. 921 


3546 


THYMU3026000 


1591 


218. 


.1642 


3547 


THYMU3026306 


1592 


2902. 


.4020 


3548 


THYMU3026350 


1593 


162. 


.- 488 


3549 


TOYMU3026479 


1594 


1530. 


.2747 


3550 


THYMU3026532 


1595 


83. 


.2368 


3551 


THYMU3026783 


1596 


3025. 


.3552 


3552 


THYMU3026869 


1597 


1884. 


.2414 


3553 


THYMU3027251 


1598 


2631. 


.3344 


3554 


THYMU3027540 


1599 


244. 


. 633 


3555 


THYMU3027655 


1600 


2018. 


.2356 


3556 


THYMU3027671 


1601 


2909. 


.3913 


3557 


THYMU3028075 


1602 


339. 


. 680 


3558 


THYMU3028461 


1603 


15. 


. 584 


3559 


THYMU3028702 


1604 


76. 


.4164 


3560 


THYMU3029188 


1605 


652. 


.1104 


3561 


THYMU3029318 


1606 


81. 


. 509 


3562 


THYMU3029421 


1607 


2123. 


.3187 


3563 


THYMU3029719 


1608 


2067. 


.2567 


3564 


THYMU3029774 


1609 


13. 


. 954 


3565 


THYMU3029795 


1610 


2128. 


.3012 


3566 



m m 2003-102207 



THYMU3030072 1611 

THYMU3030706 1612 

THYMU3030752 1613 

THYMU3031146 1614 

THYMU3031402 1615 

THYMU3031612 1616 

THYMU3031868 1617 

THYMU3031878 1618 

THYMU3032032 1619 

THYMU3032798 1620 

THYMU3032867 1621 

THYMU3033626 1622 

THYMU3033630 1623 

THYMU3033649 1624 

THYMU3033754 1625 

THYMU3033759 1626 

THYMU3034099 1627 

THYMU3034453 1628 

THYMU3034616 1629 

THYMU3034671 1630 

THYMU3034853 1631 

THYMU3034867 1632 

THYMU3034983 1633 

THYMU3036200 1634 

THYMU3036310 1635 

THYMU3036934 1636 

THYMU3036953 1637 

THYMU3037052 1638 

THYMU3037192 1639 



96. 


.2144 


3567 


237. 


. 581 


3568 


261. 


.1238 


3569 


182. 


. 688 


3570 


78. 


. 395 


3571 


836. 


.1360 


3572 


6. 


.1733 


3573 


43. 


. 930 


3574 


159. 


. 536 


3575 


349. 


.2139 


3576 


146. 


. 565 


3577 


2310. 


.2663 


3578 


6. 


. 428 


3579 


79. 


.1047 


3580 


439. 


.2073 


3581 


198. 


. >2907 


3582 


2025. 


.2519 


3583 


652. 


.1053 


3584 


1533. 


.1922 


3585 


737. 


.2014 


3586 


118. 


. 510 


3587 


287. 


. 619 


3588 


1151. 


.1942 


3589 


59. 


.3331 


3590 


262. 


. 702 


3591 


141. 


. 482 


3592 


77. 


. 502 


3593 


274. 


.1278 


3594 


1952. 


.2524 


3595 



%?m 2003-102207 



THYMU3037617 


1640 


1845. 


.3041 


3596 


THYMU3037772 


1641 


56. 


.1489 


3597 


THYMU3037827 


1642 


175. 


. 543 


3598 


THYMU3037856 


1643 


1766. 


.2281 


3599 


THYMU3037867 


1644 


85. 


. 606 


3600 


THYMU3037909 


1645 


115. 


. 645 


3601 


THYMU3037980 


1646 


2802. 


.3170 


3602 


THYMU3038158 


1647 


286. 


.1623 


3603 


THYMU3038167 


1648 


2621. 


.3073 


3604 


THYMU3038214 


1649 


1458. 


.2123 


3605 


THYMU3038266 


1650 


47. 


. 358 


3606 


THYMU3038347 


1651 


2641. 


.3315 


3607 


THYMU3038375 


1652 


1644. 


. >3418 


3608 


THYMU3038603 


1653 


568. 


.1041 


3609 


THYMU3038687 


1654 


1496. 


.2065 


3610 


THYMU3038759 


1655 


2993. 


. >3473 


3611 


THYMU3038879 


1656 


543. 


. 860 


3612 


THYMU3038970 


1657 


253. 


.1536 


3613 


THYMU3039807 


1658 


107. 


. 445 


3614 


THYMU3039846 


1659 


153. 


. 632 


3615 


THYMU3040068 


1660 


111. 


. 683 


3616 


THYMU3040126 


1661 


32. 


. 943 


3617 


THYMU3040146 


1662 


249. 


. 707 


3618 


THYMU3040168 


1663 


1088. 


.1630 


3619 


THYMU3040172 


1664 


187. 


.2136 


3620 


THYMU3040725 


1665 


33. 


. 359 


3621 


THYMU3040746 


1666 


41. 


.1666 


3622 


THYMU3040816 


1667 


1824. 


.2267 


3623 


THYMU3040829 


1668 


85. 


. 492 


3624 



&Bi 2003-102207 



THYMU3040830 


1669 


1770. 


.2087 


3625 


THYMU3041354 


1670 


108. 


. 419 


3626 


THYMU3041386 


1671 


109. 


. 420 


3627 


THYMU3041428 


1672 


81. 


.2483 


3628 


THYMU3041573 


1673 


88. 


. 951 


3629 


THYMU3041603 


1674 


2167. 


.2631 


3630 


THYMU3041736 


1675 


3246. 


.3650 


3631 


THYMU3041918 


1676 


2664. 


.2990 


3632 


THYMU3042075 


1677 


93. 


. 401 


3633 


THYMU3042321 


1678 


1382. 


.2146 


3634 


THYMU3042758 


1679 


201. 


. 557 


3635 


THYMU3043200 


1680 


955. 


.2460 


3636 


THYMU3043327 


1681 


1405. 


.2043 


3637 


THYMU3043482 


1682 


944. 


.1321 


3638 


THYMU3043688 


1683 


48. 


. 461 


3639 


THYMU3043779 


1684 


159. 


. 833 


3640 


THYMU3043883 


1685 


67. 


. 417 


3641 


THYMU3043993 


1686 


87. 


. 572 


3642 


THYMU3044075 


1687 


55. 


.1215 


3643 


THYMU3044188 


1688 


670. 


.1035 


3644 


THYMU3044441 


1689 


1014. 


.1415 


3645 


THYMU3044445 


1690 


153. 


. 500 


3646 


THYMU3045510 


1691 


1095. 


.2255 


3647 


THYMU3045673 


1692 


337. 


. 810 


3648 


THYMU3045692 


1693 


105. 


.1211 


3649 


THYMU3045704 


1694 


1040. 


. 1627 


3650 


THYMU3046140 


1695 


2273. 


.2683 


3651 


THYMU3046360 


1696 


22. 


.1254 


3652 


THYMU3047115 


1697 


199. 


.2808 


3653 



mm 2003-102207 



^-vl 70/ 



THYMU3047144 


1698 


84. 


. 701 


3654 


THYMU3047156 


1699 


152. 


. 544 


3655 


THYMU3047513 


1700 


1574. 


.2215 


3656 


THYMU3047542 


1701 


1008. 


.1358 


3657 


THYMU3047760 


1702 


2623. 


.3039 


3658 


THYMU3047891 


1703 


804. 


.1325 


3659 


TKIDN2000319 


1704 


13. 


. 720 


3660 


TKIDN2003396 


1705 


442. 


. 1374 


3661 


TKIDN2010602 


1706 


121. 


. 684 


3662 


TKIDN2011051 


1707 


274. 


. 1995 


3663 


TKIDN2011160 


1708 


322. 


.1305 


3664 


TLIVE2000142 


1709 


2934. 


.3287 


3665 


TLIVE2001616 


1710 


521. 


.2425 


3666 


TLIVE2007736 


1711 


653. 


.1261 


3667 


TLIVE2008797 


1712 


237. 


. 560 


3668 


TLUNG2000654 


1713 


55. 


. 1392 


3669 


TLUNG2001445 


1714 


80. 


.1558 


3670 


TLUNG2001600 


1715 


80. 


.1507 


3671 


TLUNG2001810 


1716 


190. 


. 567 


3672 


TLUNG2002055 


1717 


245. 


. 676 


3673 


TRACH2011057 


1718 


1660. 


.2277 


3674 


TRACH2013585 


1719 


395. 


. 1864 


3675 


TRACH2019080 


1720 


294. 


. 599 


3676 


TRACH2022113 


1721 


1206. 


. 1520 


3677 


TRACH2024730 


1722 


8. 


.2029 


3678 


TRACH3002188 


1723 


210. 


. 584 


3679 


TRACH3002293 


1724 


1633. 


.2253 


3680 


TRACH3002752 


1725 


1018. 


.3147 


3681 


TRACH3002890 


1726 


197. 


. 781 


3682 



2004-3059661 



mm 2003-102207 



TRACH3003037 1727 

TRACH3003357 1728 

TRACH3003458 1729 

TRACH3003872 1730 

TRACH3004113 1731 

TRACH3004288 1732 

TRACH3004412 1733 

TRACH3004424 1734 

TRACH3004596 1735 

TRACH3004747 1736 

TRACH3005173 1737 

TRACH3005191 1738 

TRACH3005274 1739 

TRACH3005699 1740 

TRACH3006379 1741 

TRACH3006397 1742 

TRACH3006717 1743 

TRACH3006800 1744 

TRACH3007274 1745 

TRACH3007625 1746 

TRACH3007689 1747 

TRACH3007995 1748 

TRACH3008042 1749 

TRACH3008508 1750 

TRACH3008632 1751 

TRACH3009008 1752 

TRACH3009061 1753 

TRACH3009701 1754 

TRACH3010079 1755 



233. 


.3394 


3683 


597. 


.2234 


3684 


267. 


.2207 


3685 


70. 


. 543 


3686 


692. 


.2758 


3687 


271. 


. 759 


3688 


1696. 


.3171 


3689 


75. 


.2810 


3690 


153. 


. 536 


3691 


16. 


.2190 


3692 


796. 


.1419 


3693 


2363. 


. >4128 


3694 


3430. 


.4416 


3695 


174. 


.4097 


3696 


52. 


. 810 


3697 


1332. 


.1634 


3698 


114. 


.1691 


3699 


112. 


.5055 


3700 


1276. 


.1635 


3701 


252. 


.1412 


3702 


1626. 


.3743 


3703 


2775. 


.3248 


3704 


543. 


.1694 


3705 


1594. 


.2829 


3706 


590. 


. 919 


3707 


63. 


.1808 


3708 


130. 


.2496 


3709 


34. 


.2739 


3710 


2516. 


.3328 


3711 



&m 2003-102207 



TRACH3010167 
TRACH3010342 
TRACH3010382 
TRACH3011082 
TRACH3011184 
TRACH3011282 
TRACH3011313 
TRACH3011454 
TRACH3011503 
TRACH3011538 
TRACH3012106 
TRACH3012460 
TRACH30 12659 
TRACH3012718 
TRACH30 12864 
TRACH3012891 
TRACH3013043 
TRACH3013072 
TRACH3013684 
TRACH3013900 
TRACH3014063 
TRACH3014183 
TRACH3014580 
TRACH3015136 
TRACH3015346 
TRACH3015354 
TRACH3015467 
TRACH3015951 
TRACH3016264 



1756 285. 

1757 3307. 

1758 222. 

1759 35. 

1760 33. 

1761 100. 

1762 155. 

1763 285. 

1764 237. 

1765 185. 

1766 405. 

1767 3. 

1768 80. 

1769 2096. 

1770 224. 

1771 236. 

1772 810. 

1773 92. 

1774 188. 

1775 296. 

1776 3143. 

1777 119. 

1778 1813. 

1779 832. 

1780 265. 

1781 776. 

1782 283. 

1783 49. 

1784 734. 



. 1580 


3712 


.3627 


3713 


. 608 


3714 


. 613 


3715 


. 425 


3716 


. 630 


3717 


. 1132 


3718 


. 839 


3719 


.1391 


3720 


.1324 


3721 


.2675 


3722 


. 605 


3723 


. 709 


3724 


. 2527 


3725 


. 850 


3726 


. 580 


3727 


.3005 


3728 


.1135 


3729 


. 565 


3730 


. 673 


3731 


.3523 


3732 


.4420 


3733 


.2325 


3734 


.1560 


3735 


.1728 


3736 


.2002 


3737 


. 678 


3738 


.1932 


3739 


.1672 


3740 



mm 2003-102207 



TRACH3016368 1785 

TRACH3016455 1786 

TRACH3016805 1787 

TRACH3016885 1788 

TRACH30 16992 1789 

TRACH3017409 1790 

TRACH3018108 1791 

TRACH3018191 1792 

TRACH3018240 1793 

TRACH3018261 1794 

TRACH3018519 1795 

TRACH3018524 1796 

TRACH3018606 1797 

TRACH3018783 1798 

TRACH3018907 1799 

TRACH3018943 1800 

TRACH3019058 1801 

TRACH3019370 1802 

TRACH3019621 1803 

TRACH3019807 1804 

TRACH3020137 1805 

TRACH3020563 1806 

TRACH3020605 1807 

TRACH3020769 1808 

TRACH3020930 1809 

TRACH3021023 1810 

TRACH3021335 1811 

TRACH3021373 1812 

TRACH3021544 1813 



384. 


. 806 


3741 


2059. 


.2943 


3742 


2373. 


.4172 


3743 


1228. 


.1644 


3744 


20. 


. 352 


3745 


22. 


.3924 


3746 


168. 


.1538 


3747 


2795. 


.3268 


3748 


5. 


. 337 


3749 


29. 


. 586 


3750 


98. 


. 406 


3751 


17. 


. >4237 


3752 


672. 


.1229 


3753 


273. 


. 617 


3754 


81. 


.1559 


3755 


113. 


. 451 


3756 


41. 


.1054 


3757 


206. 


.2761 


3758 


1553. 


.2779 


3759 


3915. 


.4550 


3760 


186. 


. 710 


3761 


2232. 


.3158 


3762 


1391. 


.3862 


3763 


62. 


. >3300 


3764 


40. 


.1773 


3765 


38. 


. 1618 


3766 


346. 


.2559 


3767 


1857. 


.4919 


3768 


1471. 


.3357 


3769 



mm 2003-102207 



TRACH3021778 1814 

TRACH3021834 1815 

TRACH3021883 1816 

TRACH3022109 1817 

TRACH3022198 1818 

TRACH3022296 1819 

TRACH3022732 1820 

TRACH3022758 1821 

TRACH3022960 1822 

TRACH3023063 1823 

TRACH3023203 1824 

TRACH3023242 1825 

TRACH3023373 1826 

TRACH3023516 1827 

TRACH3023752 1828 

TRACH3023945 1829 

TRACH3023960 1830 

TRACH3024020 1831 

TRACH3024081 1832 

TRACH3024342 1833 

TRACH3024423 1834 

TRACH3024428 1835 

TRACH3024512 1836 

TRACH3024671 1837 

TRACH3024823 1838 

TRACH3025316 1839 

TRACH3025346 1840 

TRACH3025520 1841 

TRACH3026283 1842 



989. 


.2113 


3770 


204. 


. 860 


3771 


1935. 


.2594 


3772 


14. 


.1000 


3773 


422. 


. 991 


3774 


45. 


. 431 


3775 


115. 


. 426 


3776 


274. 


.2112 


3777 


221. 


.3502 


3778 


300. 


. 671 


3779 


37. 


. 429 


3780 


830. 


.1333 


3781 


417. 


. >3334 


3782 


112. 


.1824 


3783 


90. 


. 998 


3784 


223. 


. 564 


3785 


1542. 


.3920 


3786 


709. 


.1401 


3787 


463. 


.1197 


3788 


97. 


. 726 


3789 


964. 


.1926 


3790 


96. 


. 488 


3791 


97. 


.2523 


3792 


903. 


.2780 


3793 


1468. 


.2226 


3794 


727. 


. 1662 


3795 


1687. 


.2352 


3796 


3112. 


.3417 


3797 


45. 


. 821 


3798 



#ES 2003-102207 



TRACH3026299 
TRACH3026303 
TRACH3026542 
TRACH3026650 
TRACH3026676 
TRACH3026949 
TRACH3027229 
TRACH3027681 
TRACH3027701 
TRACH3028164 
TRACH3028180 
TRACH3028441 
TRACH3028597 
TRACH3028837 
TRACH3028855 
TRACH3029139 
TRACH3029329 
TRACH3029462 
TRACH3029520 
TRACH3029592 
TRACH3029670 
TRACH3030176 
TRACH3030855 
TRACH3031316 
TRACH3031660 
TRACH3031678 
TRACH3032044 
TRACH3032150 
TRACH3032480 



1843 80. 

1844 155. 

1845 144. 

1846 56. 

1847 119. 

1848 410. 

1849 774. 

1850 64. 

1851 132. 

1852 63. 

1853 293. 

1854 81. 

1855 110. 

1856 1811. 

1857 202. 

1858 186. 

1859 108. 

1860 262. 

1861 839. 

1862 2928. 

1863 80. 

1864 17. 

1865 2600. 

1866 26. 

1867 25. 

1868 491. 

1869 2. 

1870 29. 

1871 97. 



.1675 


3799 


.1705 


3800 


. 545 


3801 


.4174 


3802 


. 754 


3803 


. 766 


3804 


. 1532 


3805 


. 474 


3806 


.1484 


3807 


. 467 


3808 


.2080 


3809 


.1685 


3810 


. 415 


3811 


.4627 


3812 


.2187 


3813 


. 506 


3814 


.1742 


3815 


.>4112 


3816 


.1219 


3817 


.3299 


3818 


.1696 


3819 


.3145 


3820 


.3463 


3821 


. 463 


3822 


.1242 


3823 


. 1723 


3824 


. 472 


3825 


.1042 


3826 


. 420 


3827 



mm 2003-102207 



TRACH3032570 1872 

TRACH3033535 1873 

TRACH3034680 1874 

TRACH3035451 1875 

TRACH3036004 1876 

TRACH3036103 1877 

TRACH3036278 1878 

TRACH3036750 1879 

TRACH3036792 1880 

TRACH3036897 1881 

TRACH3036932 1882 

TRACH3037505 1883 

TRACH3038399 1884 

TST0M2000235 1885 

TST0M2001571 1886 

TST0M2002611 1887 

TST0M2002682 1888 

TUTER1000014 1889 

TUTER2001433 1890 

UTERU2000300 1891 

UTERU2014998 1892 

UTERU2016464 1893 

UTERU2016669 1894 

UTERU2020226 1895 

UTERU2022955 1896 

UTERU2023941 1897 

UTERU2024042 1898 

UTERU2027369 1899 

UTERU2028377 1900 



1515. 


.2471 


3828 


7. 


. 492 


3829 


17. 


.1813 


3830 


17. 


. >5003 


3831 


996. 


.4160 


3832 


80. 


. 556 


3833 


40. 


. 492 


3834 


209. 


.1915 


3835 


110. 


. 457 


3836 


2016. 


.2777 


3837 


87. 


. 662 


3838 


81. 


.1694 


3839 


509. 


.3406 


3840 


17. 


.1378 


3841 


1784. 


.2608 


3842 


72. 


. 641 


3843 


97. 


. 480 


3844 


98. 


. 937 


3845 


80. 


.1579 • 


3846 


608. 


.1351 


3847 


876. 


.1379 


3848 


662. 


.1540 


3849 


111. 


. 758 


3850 


1256. 


.1747 


3851 


139. 


. 543 


3852 


121. 


. 687 


3853 


192. 


. 632 


3854 


161. 


. 697 


3855 


348. 


. 773 


3856 



#11 2003-102207 



UTERU2029660 


1901 


1766. 


.2335 


3857 


UTERU2035926 


1902 


187. 


. 552 


3858 


UTERU2037423 


1903 


1228. 


.2184 


3859 


UTERU3000670 


1904 


122. 


.5446 


3860 


UTERU3001029 


1905 


1074. 


.3416 


3861 


UTERU3001394 


1906 


76. 


. 651 


3862 


UTERU3001946 


1907 


133. 


.2736 


3863 


UTERU3004635 


1908 


3. 


.>5144 


3864 


UTERU3005264 


1909 


2519. 


.4000 


3865 


UTERU3005422 


1910 


51. 


. 962 


3866 


UTERU3006538 


1911 


2549. 


.3055 


3867 


UTERU3006720 


1912 


1643. 


.2821 


3868 


UTERU3007108 


1913 


343. 


. 783 


3869 


UTERU3009775 


1914 


1679. 


.2092 


3870 


UTERU3010029 


1915 


1769. 


.2287 


3871 


UTERU3010409 


1916 


2375. 


.2902 


3872 


UTERU3010604 


1917 


243. 


. 761 


3873 


UTERU30 10892 


1918 


2018. 


.2425 


3874 


UTERU3010919 


1919 


125. 


.1669 


3875 


UTERU3011092 


1920 


1978. 


.2853 


3876 


UTERU30 11398 


1921 


4299. 


.4982 


3877 


UTERU3011558 


1922 


1239. 


.3335 


3878 


UTERU3011579 


1923 


160. 


. 795 


3879 


UTERU30 11837 


1924 


836. 


. 1627 


3880 


UTERU3012293 


1925 


638. 


.2485 


3881 


UTERU3012414 


1926 


469. 


.1170 


3882 


UTERU3012476 


1927 


66. 


. 425 


3883 


UTERU3012599 


1928 


207. 


. 632 


3884 


UTERU3012999 


1929 


1. 


. 501 


3885 
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^-v: 78/ 



UTERU3013167 


1930 


2919. 


.3398 


3886 


UTERU3013302 


1931 


1461. 


.3221 


3887 


UTERU3014274 


1932 


58. 


. 540 


3888 


UTERU3014647 


1933 


199. 


. 558 


3889 


UTERU3014906 


1934 


5. 


. 625 


3890 


UTERU3015011 


1935 


1055. 


.2266 


3891 


UTERU3015299 


1936 


470. 


. 937 


3892 


UTERU3015647 


1937 


771. 


.1136 


3893 


UTERU3015844 


1938 


1871. 


.2188 


3894 


UTERU3016070 


1939 


138. 


.1613 


3895 


UTERU3016273 


1940 


135. 


. 776 


3896 


UTERU3016274 


1941 


226. 


.1458 


3897 


UTERU3016308 


1942 


220. 


.1974 


3898 


UTERU3017441 


1943 


616. 


.3621 


3899 


UTERU3017626 


1944 


2588. 


.3340 


3900 


UTERU3017995 


1945 


1796. 


.2227 


3901 


UTERU3018172 


1946 


2006. 


.2551 


3902 


UTERU3018255 


1947 


259. 


. 741 


3903 


UTERU3019708 


1948 


993. 


.2114 


3904 


UTERU3020090 


1949 


1828. 


.3153 


3905 


UTERU3021231 


1950 


172. 


. 576 


3906 


UTERU3021850 


1951 


665. 


. 1906 


3907 


UTERU3022168 


1952 


61. 


.3237 


3908 


UTERU3022588 


1953 


269. 


. 1717 


3909 


UTERU3022922 


1954 


66. 


. 368 


3910 


UTERU3023141 


1955 


93. 


. 947 


3911 


UTERU3023413 


1956 


164. 


. 490 


3912 



[0 0 17] 



mSE#2 004-3059661 
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^-v: 79/ 



Ji* 1 ; 3'dT-7°7^-7-^fflv^^ -7 o 9^-7-c0ft$(i, jilt, 15bp 

~100bp, Ui L < (il5bp~35bpOiIft^^ri-^>o Ifefcifc^SLA PCRKfflv*** 
25-35bpCO;ft£ -t^-el^c 
[0 0 1 8] 

~$~ Z>^- : (kl± / £; ! R\X&Z> (Current protocols in Molecular Biology edit. Ausub 
el et al. (1987) Publish. John Wiley & Sons Section 6.1-6.4) 0 5'f!|C0is. 

mm (5' utr) (DiRmum k x ta^-t & m& k i±, tmtzz cdnau*h- * 

[0 0 19] 

* LLA PCR(Long and Accurate PCR)^£^IJffl1-& - <h «fc t) N £ CO 

«t 7 t£^^M<n^m$»\ifcX$>Z>o Kv>DNAC0^j&tCfi, LA PCR^rflJffl"t"-5> co 
J& s ^IJ-C£>&o LA PCR-C(±, 3'— * P T-^£14£}#o fj#3fc&DNA 

tz *b . « v ^gfeBB^i) -e* o T *> M 4Stt&£»j£ £ M tt> & Z. t Z> <D X $> Z> 
o LA PCR^fiJffl1-tLti\ MZ L^mcjo^Tti, 2 0 kbJ^i^itipB^^i: $ 
*LTV**o (#M^> fS«felS¥SU# • PCRC0«fr»Jx #±*±, 1996) 
[0 0 2 0] 

co ^ Jt cDNA £ & & coliM & f i , ffi.* & «fc o T 

Lfc cDNA ? 4 ^7 V - £ f IJ ffl -T & £ t Z> o *5£W £ & (t Z> ^ScDNA * 
n - [1] * 'J * J: ^^ft^co##^i^v^cDNA^ >f y 9 'J - CO 

AUK, &&Xf[2\ 5'«ffllJC0@^iJ£T-tr>-7-^L, Z^&WzMj&Z fif z ? ? 
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^-v: 80/ 



[0 0 2 1 ] 

1-fc*>*>. &&<DJj&IZ£ ^xmUZtifzcWA? 4 y*7 &2>\,* Ultimo 

cDNA^ -i "fy } ) — (±, ^rSmRNA^^ o7t<^t ^v>^>(7)-e(i^< > -eo#J^^ 

?>^:ScDNA^n->^ii:^^^ 'J-->m^tliffli-e*-6o Ltf»U 
|t:J:o -Cffa^^ScDNAOtl^ie^iJ^ jMC $ £S*l*@£?'J# ?i ?-x. t> 

[0 0 2 2] 

^HW^JIcDNA^ n-><7)5'-^^^tfia«@^iJ^fiJffl1-ti(i\ *V A_t<7) 

(Nature, Vol.409, 814-823, 2001) o Sfcfc, 2003^ (± fc: h £ 

y A j: 19 * 4- v "7 h -CJSWrt & - t fi* £ $r BM ? t i> £ n 0 Lfr 

U ^§g<0^ftcDNA^ n->05'-^^#tfJta*@S^iJ^fflv^tL(i\ ^:ftcDNA05 
' -3*£-£trtttifeRy!l#> <b *V A IB^iJ±-eOmRNA$5¥W^ * # £ tz 

y A S:flJl»"t * £ * £ o 

[0 0 2 3] 



ffiaE#2 004-3059661 
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±*IBJI& tfA L , r'HS L S » £ »«-*- i 1 1 C J: WSn 

* St#* jft-& L £ T 7 * - -r 4 - ii 7 A *f Ijffl L ti^t & £ t tfX* # & ( 
Current Protocols in Molecular Biology edit. Ausubel et al. (1987) Publi 
sh. Jhon Wiley & Sons Section 16. 1-16. 19) 0 T7^r-f-ttli:fflv^|ji 

, >f >lf h n h 7 >X p-v a > (#!lxJ£\ TOn the fidelity of mPvNA transl 
at ion in the nuclease-treated rabbit reticulocyte lysate system. Dasso,M 
.C, Jackson, R.J. (1989) Nucleic Acids Res. 17:3129-3144 J #HB) %tlz£t) 

[0 0 2 4] 
[0 0 2 5] 

# (Current Protocols in Molecular Biology edit. Ausubel et 
al. (1987) Publish. Jhon Wi ley & Sons Sect ion 8. 1-8. 5) ) £flJfflLTp§£ 

[0 0 2 6] 

miiE# 2004-3059661 
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82/ 



%V\ftX&*)^ 1ft t L< fi£T5 y»05%JSJLrt, £fcJ±3%J^l*|-e&»K $ e> 

i*i-e*>*o v*ii*3&i» Lxmaor < ym^mzw 

am^ti^r^ ^iii, &&'R<rtBm<o%n<nWL&frb^ m&m<oT< swat 

iHtz&KZ^iir&T 5. SMX$>2>Zt mii Lv* 0 #ljx.(£\ Ala, Val, Leu, He 
, Pro, Met, Phe, Trpfi, # tester 5 ilhti*>, IvHlf/ttf 

h#x.^n^>o ^Wmt££LT(±, Gly, Ser, Thr, Cys, Tyr 

, Asn, Gln^tf £>*i& 0 IfcteT $ S Wit LX (±, AspiS «t tfCliM^f 

ti&o i&mtT ^ ymtLXlt, Lys, Arg, Hisrt ? Wb*i&o 

[0 0 2 7] 

ttz, ^mmM^&^xmfcztifcm&ntmmM^m^zm&nii. 

t i>nifeX0>2> o E|J*>, mm^X&tilS, y^-yg (Cu 

rrent Protocols in Molecular Biology edit. Ausubel et al. (1987) Publish 
. Jhon Wiley & Sons Section 6. 3-6.4) £ffiv*T#Hi&0!lKi3V*T |Sl5c£ titiM 
K-r4DNAOJfi*E^J (^1) £fcli*-<7>— £ CcntffiPItt 

£*rr&R*K K-r&DNA^wr 1 ; r-rx-t-^DNAtct 19 3 

[0 0 2 8] 

a ><7>£#i±, fftrfMfeft^ LTjlUt TlxSSC, 0.1% SDS, 37°CJ gJS"C* 0 , «t 
•j^Lv^frfc LT(± r0.5xSSC, 0.1% SDS, 42°CJ mmx$> 0 , 
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^hLtli rO.lxSSC, 0.1% SDS, 65°CJ gj£ h t5 ? T* # &o £>£v>fi 

ii^-e^^o y~41f- v a T6 x SSC, 40% *^A7< 

K\ 25 °CJ , Tl x SSC, 55 °CJ "Cff 0 - «5: ^"C § &o <fc 

^HLv^hL-cit r^Hf-v 3 >^ T6 x SSC. 40% *;^at 

^ K\ 37 °CJ . fc&Z T0.2 x SSC, 55 °CJ T^f o h fiho Zb\Z 

ftt L^mftt LTii. "/'J ^M-tf-v 3 T6 x SSC, 50 % *^7^ 
K\ 37 °CJ , Wfr* T0.1 x SSC, 62 °CJ T'tf ? ^Srffl^S £ fc**t?§ & 0 
^ >f r ^ >f -tf- > 3 > L < tt h JJ t J, /n - ?WJ ft^ffl|W|1££;£ 

1"£DNA<^iiMi£SW#Ld £o L^56*oT. M7''J^^-y3>liXf'J> 

^fti Ltli, ^fe^Tt^O^ii LTrt:*:*.** r0.5xSSC, 0.1% SDS, 421CJ 
@Jg€:^-t^t^-e§^o &&W±, M7'J^-tf-ya^!: T6 x SSC. 40 
% *)^7< K\ 37 °CJ > T0.2 x SSC, 55 °CJ T^T d^ftSr* h 'J > 

[0 0 2 9] 
[0 0 3 0] 

z#~?2> 0 ^mit, m^mi (a) tcfaao^ie?im#LTi«^isi-t££* 



tH,t£W2 004-3059661 
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w-r&r < smm^&trm&n. ifzii^y'^- v^^-r^o m^m-®.ti± 

. ^<H4 0 %Jil_h, fiL<l±60 %J^±> £ «b K«f i L < (± 7 0 %J£Lt 

±, ^)^VMi9 5%^±, H^i9 7%^±, L"C 9 9 %J^±0|W]— 143: H ^ 
o |W|H4li, BLASTS T^r/-; XA^ffl^t^t^it75 s -eHo 
[0 0 3 1 ] 

^BJU&tt&T^ y^I£^J^ia*@S^jOffil5]t4(i> Karlin and Altschul \Z 
J:^>T^n-';XABLAST (Proc. Natl. Acad. Sci. USA 90:5873-5877, 1993) K 
X^XfeTtir&ZttfX^Zx, ^WT^^JXACSd^t, blastn^blastx-h 
P^(ftL^7°n^ ^A^Pil&$tLTV^ (Altschul et al. J. Mol. Biol. 215:403- 
410, 1990) o BLASTlzm^^Xb\astnK±^Xi&mm*m%i-fZ>W;&l<Zl±^ 
7 -{ttztz. fiscore = 100, wordlength = \2tirZ>o ttz, BLASTS* 

cfv^Tblastxtc =t o TT ^ 7 mmZMtftir Zm^lZli^ sty J - 9 -\ttz t x. 
If score = 50, wordlength = 3t-f& 0 BLAST i: Gapped BLAST^n A 

?£<7) MfaK) & (± 2r£fl X $> 2> (ht tp : //www. neb i . n 1 m. n i h. gov. ) o 
[0 0 3 21 

MittVitymttWl (PCR) (Current protocols in Molecular Biology ed 
it. Ausubel et al. (1987) Publish. John Wiley & Sons Section 6.1-6.4) £ 

m^x, ^mMMiz&^^xmfczfrfzi&mm (mi) w-^ui:^^ 

- £ mi L , Z\ti<b DNAS^iJ t tz (i ^ <D ~U 1 f @ \s\ 14 O ^ v ^DNAKIfJt £ m«l L T , 

z\ti* i> t \z*nMmK&^xwifcztifzm&ntmmtzmi$%m&n*n2> 
z\ti>asmx$>& 0 

[0 0 3 3] 

itztez<Dffimmi<zmnM%ti&%mfrb%2>'j?%: < tus^^tf 
wb&£ 2^iiDNA<7)— ii<Dmz$^M$L-ft<Dm*ife-$-o ttz, rwwj t 
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< t &70% , «f S L < fi^fc < t &80% . <t 0*f i L < i±90% , 
?f>i:»l L < {±95% J^±<7)m»Se5 r iJ±Offl[W|tt^^ri-tL{^ Jiv^o ISE?iJoffi 
ffittli, #9!*BI» L fz T )V =f 'J XA iz£ *) &kfc-f Z>Z\h § £ 0 

d^ct -9 % 9 utr K(±. $PMef^3 - ki-&* o, i * * 

Kfcfcffl, ^-M.~f %>fz£><D~?u — ~fb. L T > #f&IB<DDM 

fi, 15bp-100bp, £p£ L < {±15bp~35bp<7)||S : Sr^i~-2)o 7n- 

£M<DW.m*^V, 'Ptz < t ^15bpO|Ift<7)DNA7) s fflv^tL^o 7'7^v-H 

■rffl v»4*^ 3' nuoii*ft(±ffl«w-c*&^s3&** & ^\ 5' iz nmmmmmm 

[0 0 3 4] 

5 J mm frhKZ SOUS & PPffiJ i" & #> O r > -b > * # V * 

5i^fe^-r^*tc % 4? a < t <>i5bp£Ji±, ^<hx(±50b P m±, #SL<(±ioob P 

S <bK$f £ L < (±500bpJ^±<7)§!:K£^U iHST. 3000bpJ^I*K «f i L < 
(±2000bpM<7>iI;fi£W-f &o ^<7)i 7 fcT^-feV^DNAKti. ^f§0J<OgS 

se^j#^- : i -mm^ : 1956 iztmv&mm) ommmzm^ 

^X^n-f-^-Ji— hvi (Stein, 1988 Physicochemical properties of phosphor 
othioate ol igodeoxynucleo tides. Nucleic Acids Res 16, 3209-21 (1988)) ta 

[0 0 3 5] 

~e&2>, 'J *&v>t±RNA interference (RNAi)^iC J: 0 
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tl&o 

0 i; ,-*Hf W A Jfi-t* T >XB£^lJ{±> m% } ) WW A<Z)tt«J.- y h O 

, &4n*C**o KM'; WW A (Rossi et al. (1991) P 

harmac. Ther. 50: 245-254) kf >M<7) 'j WW A (Hampel et al. (1990) 
Nucl. Acids Res. 18: 299-304, and U.S. Pat. No. 5,254,678)^ ia^IB^iJ# 

(a o -c$J»f -f h z. t &x § * o 

[0 0 3 61 

/N>T-^Ny KMU WW ACOge^Olff W V*±, G13U14C15£v> 
dBB^J<aC1503 , 1lfl££JBrt"&o KghJ WW AOMtttC(±U14fcA9 

OJ^^ff^^m^ t $ *U C15<7^tt> HA15t/j(iU15T^^J»f-ei^^<i: 
^^titi/^ (Koizumi M, et al: FEBS Lett 228: 228, 1988) 0 ^WfS^gR 

mmtt&&&&<nmism t mm&)% ww a fctm-tfu*, ii^rna^uc 
, uu£ fc(±uA^v^sB^ij^^m-r^$iji^^^^RNA^Bff'; ww ASrftm-r* 

■ ifc^-Ci-S (Koizumi M, et al : FEBS Lett 239: 285, 1988, /.Wftifcfc J: 
«?-: ? >^®fl^g£it 35: 2191, 1990, Koizumi M, et al: Nucl Acids 
Res 17: 7059, 1989) 0 Wlx.lt #f&^?>DNA (B£?iJ#-^ : lfrbtEmtt: 1 

9 5 6) mw^iow^aj^msfc^-r^o r xmnzmw. 

z t k x 9 , ^i§0^o^'; * * 1^*^ Koffi£<o&tt& »; ww atot-t 

[0 0 3 7] 

U W Afi, 4fiL< fiRNAtc «t o xm& Zti&o Z<D£7%V WW A ti 

ti>x£z 0 viik<7)it¥&%&tittmi£tox$>Zo bz^iz, ';wwa*3 

- K1~£DNA£RNA*° V ^ 9 -4f K <t o -CJjS^-f & ^fcCiot, U WW A 
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^t^CHTHo $s¥ i: J: o t 'J ^ A ^ 4i f ^, t: it 'JWA 
Ki"-i)DNA(i > RNA*°>; * ^ --tf^fgflTf £ y n -t- ? - (7)TvjfL^@ee £ ft 
&o RNA^>; p< 9~tf t LT(i. T7 RNA*°M ^ 7 --if^>SP6RNA*° 'J ^--tf£ffi 

[0 0 3 81 

^ * U^-f- K<7)H^£W]$IJ-t&siRNA(small interfer 
ing RNA) ^^-T^o siRNAti, mRNAh [WJ UiaS@E^J^^tf2^iIcORNA^\ ^IJun 
RNAt;^<MeK^^Pfl#i-^^ffl(Fire et al. (1998) Nature 391: 806-8 

id zmm tfz, mtt%mrmnm^$>2>o 2 ^iirnah «t hm^^mmm 

RNAi^t WftLtv^o siRNAHJ:^)«^T-|&iaWi{i> 
^-e*o7tC: ^^ibtt-CV^ (Zamore et al. (2000). Cell 101:25-33; Gur 
a (2000) Nature 404: 804-808) o oft), 2^ilRNAO»^<7)^A^ <fc o 
SfcT-M^tfJ CM^WJt & - t a* -c § o 

[0 0 3 9] 

siRNAOft$(i©JI^$tL^v^ 0 *fflJ&^;#A£ft£2*£I<7)RNA(i, *ffl]fel*]-e3' * 

sg^ f>2i-23b P ^ b%z>wxfr izmm&j K®m zti&o 2mmA*wm-r z> mma 

o^iaSS^'J^iSffeLTlS^L, ^ WTWasel I Ilt^ * WT--tff& 

-?XVJ&ft2tl2> (Hammond et al. (2000) Nature, 404: 293-298; Zamore 
et al. (2000). Cell 101: 25-33) o 
[0 0 4 0] 

WAmW:l l z£&mtt<D5&MM'M<7)fzfrlzi±, !fflJ&l*HCsiRNA£2||A1-&o siR 

* <L^^^^$tt^2^$lRNA^Iffl^l*l^2*A-ra^i:^-e§^)o T>^-t>X 
RNA-e^ttsiRNA-e^tt, ^ito&j&z ftfcmfcifflJI&K&A^&^g-Ktt, 
T-^lZ£&frf%ZffiCtz#>l l zmMLX&<Z£&-C&2> 0 fztz.lt, 
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[0 0 4 1 ] 

^it^Sio Jzy^mt T>?-*>;*fc7& f jittLTEtt$frTV>*Uf, ^ 
T fcf > ^ - y«it £ ^o2^iIRNA^ s Hm Zft&o *SVM±Hf4*44ynt- 

§£ c siRNAOllil^^^oyo^-^-h LT(i. U67°n^e- * - ft tit 
[0 0 4 2] 

■rsttifeEyijtt, E?y#-t : i -mm^r : 1 9 5 6 h^l^&^e^^k 

, *^vMisiRNA<7)Jtl^E^J^43V^T, flS^ffiHI**: f±, ii#9 0%J^±> £P3 
L < f± 9 5 %m±> <tO«F*L<{±98 %m_t, I^L<I±99 %J^±Offi 

[0 0 4 3] 

l&m^?P^ii-^§jtf5?-<7)il*E^J^»o'v^T, siRNA* T-'-f-T > 
t^:W ? tHo — J&lft&siRNAOT-'-r-f y<Dtzib(D^mt LT. /:i:x.iffi 
TO^^t^H^^o ii* 9-V-y hWimt LXlt. >k<D£ 

5 ' m h Z> v > Ji3' lig O #|£fl!Rtttt 

Uc^ot, t x. (i^ 9 - h n K y X *) i> Tffi.<D0KF<Dtp K 9 -V v V E#I 
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*K l9-2l*!*<03iM1-'i>mS@^iJ£'a-tf <fc -? (:t^)C0iH*t ; ^l.o i^siR 
NA<0 K (i 2 i&m CO * - y * - / \ > 7 **ft Jp $ *l -6 o ^ - ^ s - / n > ^* o ia^SE^iJ 
t Ltli, dTdT^UUfc^fflv^ti&o siRNA*«JS , t'64S3feBey!)OGC^*t±, 

[0 0 4 4] 
[0 0 4 5] 

j: -? & — m % t*?4 y -fife izx^xn&^t &x § & isaiK^j k pi^ $ *l 4 v, » 
o tittup \mwm^m^^m^m^%mtmxti:<x^, m 
m & ii*se^j *^irz> itfcT-^i&m l t & v ^jaiia k is v> r i± , g w t -t mfc 

immx&Zo 

[0 0 4 6] 

? — , 7f7 BUN* * >f fl'* ^ ^ * - * ^ <£> ^ >f s< 9 9 —*? # V - A & 
0V'()VXs<??-%:t**mRlLX^ ex vivo&^in vivo&& £*K <fc 
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[0 0 4 7] 

tfiL<li87^7i^±, «fc L< (±9 T ^ MK*f£L<ti 

& ® * it & ^ 7°^ r - -tf -C^JBf i" & - t IZX o T Uiat-t * £ £ * f -e § & o 
[0 0 4 8] 

fipBluescript^ * - (StratagenettliD & £** s #f 2 tv> 0 ;£#&IW®£®£3£ 

o #&3l^**-t±, IsUBMffrt, *JJ§Ml*k *&*»l*k £*»fl9#l*3T£&R*:5& 

T^?- (■/n^^ttji) > ^jjfS^&tUipET^? ^~ (InvitrogenfrSSO , 
±f**ffl^T^n(fpME18S-FL3^^ ^- (GenBank Accession No. AB009864) „ £ 
M#^&tU£pME18S^ (Mol Cell Biol. 8:466-472(1988)) & £ 'jTO 

'j Jf—-t?KJ&iiZ X tyfri Z ttf-^^Z) (Current protocols in Molecular Biolo 
gy edit. Ausubel et al. (1987) Publish. John Wiley & Sons. Section 11.4 
-11.11) o 
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[0 0 4 9] 

tfz. g 6 * g Ift L TtzHiJ^ ? * - ^flf IS H GATEWAY y7,fA ( ^ > 
If h nvi>$^£tt) tv^}£« ? *& (^E^ Vol. 18, No. 19 (12R^ 
), p2716-2717, 2000) 0 £ <D v X T" A (i 9 A r - & o2ft»Og|${£2f# £ 
Mi^f (BP* tLR^n^-Hf) i: *0#*W&&x.*Bft£.x > h 

o Tf§3E|^ ^ * - £■ t# £ & <7> -eab £ o 

#AL, ^:H>l<7)@^<^DNAif>t^#A$tL7t:i> MJ-^^^-irfXf ^ ^ 

l±, ^-4r«HStafi«I^Se««:l&a$-fr4iT?7-10BIBiejSo»iB 
7& ? <j^ t & £ #\ GATEWAYS (it>-f^ 3 - 4 H WCB W^Ifi RO|&a**nri6t- 
4- 19 . A^^-y-; h !&|&aitaRO«flg»*f**^a-C§ 4 (http://biotech 
.nikkeibp. co. jp/netl ink/ 1 to/gateway/) 0 
[0 0 5 0] 

Aztizm^mmt Lxi±mi~mmt% < . Etfii,zmcxm*<nm 

C0SIIJ&, CHOIfflJfe & £ #0^1- Z> Z. t &X § 4 „ 

(Current protocols in Molecular Biology edit. Ausubel et al. (198 
7) Publish. John Wiley & Sons. Section 9.1-9.9) , 'J#7x^ 5 (GI 
BC0-BRLf±®>) , vOn^yx^ys^ W^T&tMT d - £ fi^tfeXlb 

& o 

[0 0 5 1 ] 
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*° U * 7 - -tf StfilRJS (y/A DNA-PCR^RT-PCR) K «fc t) %i5£W <T)W 6 R £ 3 - 

^j±T*omRNA$£¥^^7& s ^^#^nr^^<^ - e, pcr^/w ^ -tf- v 3 
> <£>^& £ ffi v » T5' ±atof&aiW»^J**^ KSMf -r * - 1 § & o TO $ 

fifciHE^eii* K*t L T . RFLPflltfK SSCP, v - * J. > y > ^o^g ^ J: 0 , 
[0 0 5 2] 

o 

(Current protocols in Molecular Biology edit. Ausubel et al. (1987) 
Publish. John Wiley & Sons. Section 11.12-11.13) 0 — ^ ^J>7U--r 

~C^Z> (Current protocols in Molecular Biology edit. Ausubel et al. (198 
7) Publish. John Wiley & Sons. Section 11.4-11. 11) « 
[0 0 5 3] 
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LV\ htfrffcli, Sfe&^&fc h<7)&<7)£: AtL^X-^T^^ (#!]xJ2\ TFuncti 
onal transplant of megabase human immunoglobulin loci recapitulates huma 
n antibody response in mice, Mendez, M.J. et al. (1997) Nat. Genet. 15:146- 

i56j #hs) iiMn^tciiiiiinifc^i-So fcMfctfc#«i 

£ ^-C (Methods in Enzymology 203, 99-121 (1991) ) o 
[0 0 5 4] 

. • 5MfcMi*SeK, DNA • RNA^SfiS?, ATP • GTP^S6K^ «t -? « 

iS636*^«$*L-&seKoT5 yf6Ey"j-c*&o Lx<Dmmzw 

[0 0 5 5] 

m^Fi-^, *)>Wti£MtiL* &£FZinc finger 7, SH3 >f 

7. K^^ >*^OfllSJ±v><o^oseK^*aLrmm$tL&SP^E^J«ai 
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, & <7)£T^£^TPfam(http://www. sanger. ac. uk/Sof tware/Pfam 

/index, shtml ) <9 Vers ion 7 . 7 (2 0 0 2^1 2 R W&X(DWW\W) K&^^Xtt 
4 8 3 2ff» ? |0];E£*U 7*- J"*-* ffc£*L"t>** 0 
[0 0 5 6] 

Mffi.K&^Xfflmm±l<Z§£m.1r2>T: Cell ReceptorCO#ffl^I*lfI^^m^^m$tL/iI 
TAM (immunoreceptor tyros ine-based activation motif) <h n^(3ftl<5> ^ * — "7 
(Flaswinkel, H et.al. Semin Immunol 1995 Feb;7(l) :21-7) (iYXXL (fny 

>-ftto7^ yl-ttt^r? yi-n^fy» >7*-Mc&A,/ffli3t£ t 

o x & 19 , annana* ^ (Dim^ttmmx :oe-7©wny> >; 

>l«KM>^o« (LCK) i:iot'J >mit*0 U\ *(7>i)>m 
it* u v > {cZAP70t5 ? SH2 Y*4z/Zfr L L v ^/l/^TaEKfcjb & CI ?&* 

Wotv^ (Bu, JY et.al. Proc Natl Acad Sci U S A 1995 May 23;92(ll): 
5106-10, Neumeister, EN et.al. Mol Cell Biol 1995 Jun; 15(6) : 3171-8) 0 
[0 0 5 7] 

ZtilzmMLtzm%.liTMMfzlfX% < , ■"WWUft-Cfc ji.v>ffl £ tLXis *) (Che 
n, T et.al. J Biol Chem 1996 Oct ll;27l(4l) :25308-15) > TWW^r-, T Y 

[0 0 5 8] 

±1 E It —m X$>2> i)K &m iz fE* LtzZfitzlKD SJS IZiS^Xi) ITAM, SH2 K 
£ 0 £^XZZXtmLtz% t &KfcfzlfX%<, ^i^iMli*^^ 

-XA-cmm-t&wt, &mLtz*=*-7, K*>r 
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[0 0 5 91 
'[0 0 6 01 

m&w i> t u±is<7) x n %m%fzftd - 1 -emm^m&nimx&ztiK cdnao 
E^i^^fi^Eyij-c* < -c i>ufrM%mmmm z l < {i3ooi&sj^_t)^&*L 

L & v , ii>ti<zL fzmitm (DlZotimtL^V)^^ 

[0 0 6 ll 

m&m<7)£ n^feMJimt LT, fflim4f£m<7)it^fiGenBank, Swiss-Prot 
, UniGene, nr. RefSeqt V>o iz&T- 9 £*fa^BLAST^FASTA& 

^E^K MSSfl^i^M&'bt^PSORT [K. Nakai & M. Kanehisa, Genomics, 1 
4: 897-911 (1992)]^S0SUI [T.Hirokawa et. al. Bioimformat ics, 14, 378-379 
(1998)] (H#1fM3§^£?f±lk7c) , MEMSAT [D.T.Jones, W.R.Taylor & J.M 
.Thornton, Biochemistry, 33, 3038-3049 (1994)] & t\ Z tz^- V *? 
<i ^^i^iJ&^JiKam^PROSITE (ht tp : //www. expasy . ch/pros i te/) ^t-^Lt 
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[0 0 6 2] 

:«^t:LT, ^HH^co^l^ge^J^^^^^ojt^ 1 9 5 6 ^n-> 
COV^t, GenBank, Swiss-Prot, nr, RefSeq <£>#r'- ? ^- 7, 1*114 

m¥M<v&M*ft itz (^W!I5#bb) o -m^is^^, r/f->3>^ 

36* £ L£^ig«J (Swiss-Prot<7) \z y h f - * "CabtLtf 7 - K£#JS-*-& 
o nr. RefSeqOfc-y h r'- * -C**UiDef inition^Referenceffi#£#BS-r 4) 
, ^=t«S0RFtcMi-^PS0RT^fflv^7^v^-t-^v-^^>X^f? N S0SUI£ffi 

Zft^tZo 9 7 3 ? n-Xiov^-CtiJ^Tco^f-^-t; -HJR-f&SSKS: 

[0 0 6 3] 

5Hfc • §1^6® (5 5 1 *n-» 
ffS3M«3K (1 1 4 ?u-» 
v^^MSitKilSa® (7 1 ^n->) 
^¥M^SSfiK ( 1 0 6 ?n-» 
^BMiSSSK (3 9 1 ?n-» 

**-ft»Mases (i64^n-» 

fiBfl&^S-iiSIMjtSeSt (2 7^n->) 

Sfc£ • 5MfcH$MBK (16?n->) 
DNA • RNA|S^®e® (1 1 9 * n - >) 
ATP • GTPIS-^SSS (68^n-» 
[0 0 6 4] 
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3NB692004045, ADIPS2000069, ADRGL2010315, ASTR02015162, BLADE2001031, BL 
ADE2002744, BLADE2007744, BRACE2003628, BRACE2012528, BRACE2013126, BRAC 
E2017397, BRACE2017580, BRACE2017992, BRACE2023633, BRACE2030039, BRACE2 
035191, BRACE3001403, BRACE3001973, BRACE3002264, BRACE3002756, 
BRACE3004767, BRACE3004981, BRACE3007869, BRACE3009392, BRACE3013874, BR 
ACE3013986, BRACE3014523, BRACE3015898, BRACE3018083, BRACE3021517, BRAC 
E3021805, BRACE3022051, BRACE3024379, BRACE3024444, BRACE3024497, BRACE3 
024879, BRACE3026345, BRACE3026456, BRACE3026802, BRACE3028360, 
BRACE3029021, BRACE3030538, BRACE3031372, BRACE3031579, BRACE3031728, BR 
ACE3032385, BRACE3032537, BRACE3032980, BRACE3033525, BRACE3034964, BRAC 
E3034993, BRACE3037637, BRACE3037803, BRACE3038570, BRACE3039358, BRACE3 
039378, BRACE3040644, BRACE3040863, BRACE3042326, BRACE3042409, 
BRACE3042432, BRACE3044090, BRACE3046049, BRACE3046466, BRACE3048565, BR 
ACE3050504, BRACE3051144, BRACE3051621, BRACE3052486, BRALZ2010842, BRAL 
Z2011337, BRALZ2013690, BRAMY2015516, BRAMY2021098, BRAMY2025495, BRAMY2 
037609, BRAMY2041507, BRAMY2044686, BRAMY2046537, BRAMY3002886, 
BRAMY3004126, BRAMY3007449, BRAMY3009556, BRAMY3009904, BRAMY3010654, BR 
AMY3010902, BRAMY3015549, BRAMY3016829, BRAMY3018248, BRAWH2000256, BRAW 
H2010364, BRAWH2011812, BRAWH2011958, BRAWH2012866, BRAWH20 14053, BRAWH2 
016209, BRAWH2016305, BRAWH3001053, BRAWH3001783, BRAWH3001833, 
BRAWH3003573, BRAWH3005892, BRAWH3008867, BRAWH3010461, BRAWH3010657, BR 
AWH3011907, BRAWH3012005, BRAWH3012662, BRAWH3012779, BRAWH3013049, BRAW 
H3014609, BRAWH3015175, BRAWH3016123, BRAWH3017259, BRAWH3018063, BRAWH3 
018548, BRAWH3018969, BRAWH3019529, BRAWH3019820, BRAWH3020200, 
BRAWH3020884, BRAWH3021012, BRAWH3021641, BRAWH3022347, BRAWH3023156, BR 
AWH3023274, BRAWH3023415, BRAWH3023421, BRAWH3024186, BRAWH3024242, BRAW 
H3027574, BRAWH3027880, BRAWH3028223, BRAWH3028754, BRAWH3029806, BRAWH3 
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030810, BRAWH3032298, BRAWH3034114, BRAWH3034134, BRAWH3035914, 
BRAWH3036270, BRAWH3038055, BRAWH3038324, BRAWH3040711, BRAWH3040900, BR 
AWH3042132, BRAWH3042772, BRAWH3042996, BRAWH3043498, BRAWH3043623, BRAW 
H3044151, BRAWH3044676, BRAWH3046196, BRAWH3047063, BRAWH3048374, BRAWH3 
048724, BRAWH3049068, BRAWH3049544, BRCAN2002662, BRCAN2003269, 
BRCAN2003814, BRCAN2006051, BRCAN2006955, BRCAN2015402, BRCAN2018269, BR 
CAN2019653, BRCAN2019907, BRCAN2020234, BRCAN2020412, BRCAN2020972, BRCA 
N2021325, BRCAN2022126, BRC0C2006164, BRC0C2006639, BRC0C2009638, BRHIP2 
006921, BRHIP2020930, BRHIP2021929, BRHIP3000859, BRHIP3001878, 
BRHIP3002000, BRHIP3002124, BRHIP3003063, BRHIP3003306, BRHIP3003395, BR 
HIP3004774, BRHIP3005801, BRHIP3005944, BRHIP3006950, BRHIP3007195, BRHI 
P3007424, BRHIP3007960, BRHIP3008320, BRHIP3010289, BRHIP3011269, BRHIP3 
011831, BRHIP3012185, BRHIP3012357, BRHIP3012997, BRHIP3013078, 
BRHIP3016032, BRHIP3017146, BRHIP3017558, BRHIP3019956, BRHIP3020733, BR 
HIP3021019, BRHIP3025795, BRHIP3025844, BRHIP3027160, BRHIP3027191, BRHI 
P3028742, BRHIP3029530, BRHIP3030230, BRHIP3031733, BRHIP3035222, BRHIP3 
035754, BRHIP3036715, BRHIP3036936, BRHIP3037810, BRHIP3039430, 
BRHIP3039509, BRSSN2004710, BRSSN2018218, BRSTN2010089, BRSTN2011688, BR 
STN2011899, BRSTN2011961, BRTHA2000969, BRTHA2003759, BRTHA2012189, BRTH 
A2014647, BRTHA2018304, BRTHA2019726, BRTHA2019743, BRTHA2020400, BRTHA2 
020566, BRTHA2020721, BRTHA2020781, BRTHA2021212, BRTHA2021440, 
BRTHA2021450, BRTHA2022914, BRTHA2022968, BRTHA2023437, BRTHA2026311, BR 
THA2027250, BRTHA2030036, BRTHA2031917, BRTHA2033155, BRTHA2033320, BRTH 
A2033469, BRTHA2033683, BRTHA2036055, BRTHA2036295, BRTHA3003225, BRTHA3 
006593, BRTHA3010135, BRTHA3010540, BRTHA3010717, BRTHA3011194, 
BRTHA3011998, BRTHA3012265, BRTHA3013882, BRTHA3014835, BRTHA3016616, BR 
THA3018623, BRTHA3026161, BRTHA3027820, BRTHA3028505, CHONS2001287, CHON 
S2001797, CH0NS2002419, C0L0N2004351, COLON2005623, C0L0N2005735, CT0NG2 
008989, CT0NG2020582, CT0NG2027150, CT0NG3001605, CTONG3002588, 
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CT0NG3008223, FCBBF3012443, FEBRA2023498, FEBRA2026977, FEHRT2002708, FE 
KID2002231, FEKID2002493, FELNG2000720, FELNG2001706, HCH0N2009766, HSYR 
A2004550, JCMLC1000159, JCMLC2000273, JCMLC2002095, JCMLC2002751, KIDNE2 
004531, KIDNE2015987, KIDNE2017153, LYMPB1000158, LYMPB2002236, 
LYMPB2002458, LYMPB2002478, MESAN2014624, NETRP2004090, NETRP2004434, NE 
TRP2005282, NETRP2005849, NETRP2008582, NT2RI3001967, NT2RI3005861, NT2R 
13005923, NT2RI3009524, NT2RP7019682, NT2RP8001605, NT2RP8003787, NT2RP8 
008057, 0CBBF2000831, 0CBBF2004478, 0CBBF2007039, 0CBBF2009536, 
0CBBF2018229, 0CBBF2018618, 0CBBF2036019, 0CBBF3003745, 0CBBF3007704, 0C 
BBF3021502, OCBBF3022123, 0CBBF3022576, 0CBBF3023175, OCBBF3023993, OCBB 
F3025475, 0CBBF3025887, 0CBBF3026979, OCBBF3028001 , PEBLM2003935, PEBLM2 
005615, PLACE5000522, PLACE6000012, PLACE6010936, PLACE6019674, 
PLACE7000266, PLACE7000707, PLACE7001759, PLACE7003639, PLACE7006090, PL 
ACE7006498, PLACE7008136, PLACE7011269, PLACE7012111, PLACE7016321, PLAC 
E7016454, PUAEN2000684, SMINT2003641, SPLEN2011252, SPLEN2025012, SPLEN2 
031004, SPLEN2034551, SPLEN2035615, SPLEN2042051, ST0MA2004663, 
SYN0V4009139, T1ESE2002665, TBAES2005361, TBAES2007428, TES0P2008556, TE 
STI2003768, TESTI2007490, TESTI2018335, TESTI2022323, TESTI2024267, TEST 
12028613, TESTI2036822, TESTI2037085, TESTI2037657, TESTI2037877, TESTI2 
046188, TESTI2049041, TESTI2052670, TESTI4001037, TESTI4002072, 
TESTI4002889, TESTI4003602, TESTI4004539, TESTI4004653, TESTI4005399, TE 
STI4007671, TESTI4010544, TESTI4010721, TESTI4013774, TESTI4014415, TEST 
14014932, TESTI4014977, TESTI4017647, TESTI4017854, TESTI4019149, TESTI4 
021197, TESTI4021377, TESTI4021569, TESTI4022158, TESTI4023096, 
TESTI4023654, TESTI4024494, TESTI4026680, TESTI4027170, TESTI4028042, TE 
STI4031173, TESTI4031818, TESTI4032128, TESTI4034973, TESTI4035872, TEST 
14035989, TESTI4036012, TESTI4037949, TESTI4038047, TESTI4040559, TESTI4 
041049, TESTI4043067, TESTI4043371, TESTI4045168, TESTI4046450, 
TESTI4047119, TESTI4048296, TESTI4048545, TESTI4051015, TESTI4051858, TE 
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STI4052219, TESTI4052430, TESTI4052598, THYMU3002825, THYMU3003007, THYM 
U3003350, THYMU3008935, THYMU3009755, THYMU3011360, THYMU3013197, THYMU3 
014173, THYMU3015457, THYMU3015647, THYMU3016518, THYMU3018151, 
THYMU3019605, THYMU3021404, THYMU3022211, THYMU3022528, THYMU3022668, TH 
YMU3023107, THYMU3023400, THYMU3025118, THYMU3025313, THYMU3025642, THYM 
U3026306, THYMU3026532, THYMU3026869, THYMU3027540, THYMU3028461, THYMU3 
029795, THYMU3031878, THYMU3032032, THYMU3033649, THYMU3033754, 
THYMU3034099, THYMU3034616, THYMU3036310, THYMU3036934, THYMU3036953, TH 
YMU3037192, THYMU3037772, THYMU3038158, THYMU3038167, THYMU3040068, THYM 
U3040126, THYMU3040146, THYMU3040172, THYMU3040746, THYMU3040816, THYMU3 
041918, THYMU3042321, THYMU3043688, THYMU3043779, THYMU3044188, 
THYMU3045510, THYMU3047115, THYMU3047156, THYMU3047542, THYMU3047760, TK 
IDN2011160, TLIVE2008797, TRACH3003872, TRACH3004747, TRACH3005274, TRAC 
H3005699, TRACH3007274, TRACH3007625, TRACH3009008, TRACH3009061, TRACH3 
010382, TRACH3011082, TRACH3011184, TRACH3012659, TRACH3012891, 
TRACH3013900, TRACH3014063, TRACH3014580, TRACH3015136, TRACH3015346, TR 
ACH3016368, TRACH3016885, TRACH3016992, TRACH3017409, TRACH3018191, TRAC 
H3018240, TRACH3018524, TRACH3018943, TRACH3019058, TRACH3019370, TRACH3 
019621, TRACH3019807, TRACH3020930, TRACH3021023, TRACH3021544, 
TRACH3022758, TRACH3023063, TRACH3023203, TRACH3023516, TRACH3023945, TR 
ACH3024081, TRACH3024671, TRACH3025346, TRACH3026542, TRACH3027681, TRAC 
H3029670, TRACH3031316, TRACH3031678, TRACH3032480, TRACH3034680, TRACH3 
036103, TRACH3036278, TSTOM2002682, UTERU3005422, UTERU3010029, 
UTERU3011092, UTERU3011398, UTERU3011837, UTERU3012414, UTERU3015647, UT 
ERU3016273, UTERU3017626, UTERU3021850, UTERU3022168, UTERU3022922, UTER 
U3023413 

[0 0 6 5] 
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3NB692004045, ADIPS2000069, BRACE2017397, BRACE3001403, BRACE3001973, BR 
ACE3002264, BRACE3009392, BRACE3026345, BRACE3032385, BRACE3039358, BRAC 
E3039378, BRACE3042432, BRACE3046466, BRACE3051621, BRAMY3004126, BRAWH2 
012866, BRAWH3001783, BRAWH3003573, BRAWH3014609, BRAWH3023156, 
BRAWH3024186, BRAWH3029806, BRAWH3040900, BRAWH3043623, BRAWH3044151, BR 
AWH3049544, BRCAN2003269, BRCAN2021325, BRHIP3005944, BRHIP3007424, BRHI 
P3010289, BRHIP3011269, BRHIP3011567, BRHIP3030230, BRHIP3036715, BRHIP3 
036936, BRHIP3039509, BRTHA2019726, BRTHA2020721, BRTHA2022968, 
BRTHA2025869, BRTHA2027250, BRTHA2031917, BRTHA2033155, BRTHA2033683, BR 
THA3010135, CH0NS2001287, C0L0N2004351, FEKID2002493, FELNG2000720, JCML 
C1000159, JCMLC2000273, JCMLC2002095, JCMLC2002751, KIDNE2015987, LYMPB2 
002458, NT2RI3005923, NT2RI3009524, 0CBBF2000831, 0CBBF2004478, 
0CBBF2007039, OCBBF2018618, 0CBBF3026979, PEBLM2005615, PLACE6001933, PL 
ACE6010936, PLACE7006090, PLACE7012111, SPLEN2025012, ST0MA2004663, TIES 
E2002665, TESTI2007490, TESTI2022323, TESTI2037657, TESTI2052670, TESTI4 
001517, TESTI4014932, TESTI4031173, THYMU3014173, THYMU3015647, 
THYMU3016518, THYMU3020221, THYMU3025118, THYMU3026532, THYMU3032032, TH 
YMU3037772, THYMU3040172, TKIDN2011160, TLUNG2001445, TRACH3005274, TRAC 
H3009061, TRACH3015136, TRACH3018524, TRACH3018907, TRACH3019058, TRACH3 
019370, TRACH3019621, TRACH3019807, TRACH3020930, TRACH3021023, 
TRACH3023516, TRACH3025346, TRACH3026299, TRACH3028441, TRACH3029670, TR 
ACH3031678, TRACH3034680, TRACH3037505, TRACH3038399, TUTER2001433, UTER 
U3011398, UTERU3011837, UTERU3015647, UTERU3021850 
[0 0 6 6] 

BRACE3002344, BRACE3017253, BRACE3031315, BRACE3036283, BRACE3042046, BR 
ACE3044172, BRACE3046491, BRACE3046609, BRAMY3009491, BRAMY3015547, BRAM 
Y3017920, BRAWH3017180, BRAWH3019026, BRAWH3027806, BRAWH3032340, BRAWH3 
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042438, BRAWH3047644, BRCAN2010665, BRHIP3006294, BRHIP3011460, 
BRHIP3011567, BRHIP3033557, BRHIP3037543, BRHIP3041587, BRTHA2026290, BR 
THA2035743, BRTHA3011187, BRTHA3021708, BRTHA3025073, BRTHA3026916, KIDN 
E2010049, N1ESE2000698, 0CBBF3005330, 0CBBF3006986, 0CBBF3009244, 0CBBF3 
025630, PLACE6000055, PLACE6001933, PLACE7009936, PLACE7011559, 
PLACE7014247, PUAEN2006639, SKMUS2008585, SPLEN2007689, TESTI2021654, TE 
STI2040377, TESTI4010902, TESTI4013474, TESTI4046073, TESTI4049786, TEST 
14051865, THYMU3013785, THYMU3025683, THYMU3032798, TRACH3003037, TRACH3 
003357, TRACH3005173, TRACH3018519, TRACH3018606, TRACH3024020, 
TRACH3026650, TRACH3027701, TRACH3029462, TRACH3030176, TRACH3038399, TS 
T0M2001571, TST0M2002611, UTERU2024042, UTERU3001029, UTERU3010919, UTER 
U3021231 

[0 0 6 7] 
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ASTR02016114, BEAST2000981, BRACE2012947, BRACE2019348, BRACE3025719, BR 
ACE3026844, BRACE3034183, BRACE3041162, BRACE3046152, BRAMY2040915, BRAM 
Y3000692, BRAMY3007078, BRAMY3011581, BRAMY3014027, BRAMY3018754, BRAWH3 
000446, BRAWH3005886, BRAWH3011577, BRAWH3013009, BRAWH3013264, 
BRAWH3017477, BRAWH3023172, BRAWH3028796, BRAWH3031342, BRAWH3032571, BR 
AWH3035936, BRAWH3036247, BRAWH3036334, BRAWH3038827, BRC0C2012386, BRHI 
P2023735, BRHIP2027077, BRHIP2029529, BRHIP3004725, BRHIP3027651, BRHIP3 
028246, BRTHA2024712, BRTHA3000456, BRTHA3003736, BRTHA3010212, 
BRTHA3014000, BRTHA3028339, CH0NS2000797, CHONS2002829, CT0NG2001932, CT 
0NG2011801, D90ST2003106, FCBBF3020030, FCBBF5000384, HCASM2008154, NETR 
P2004017, NT2RI3008179, NT2RI3009480, NT2RP8003490, NTONG2003805, NT0NG2 
008483, 0CBBF2016928, OCBBF3005330, OCBBF3008392, OCBBF3020263, 
0CBBF3021361, 0CBBF3022166, PLACE7002303, PLACE7005169, PLACE7009757, SP 
LEN2012571, SPLEN2028417, SYN0V2003326, T1ESE2000904, TESTI2040377, TEST 
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14001679, TESTI4002799, TESTI4002868, TESTI4003796, TESTI4003944, TESTI4 
005322, TESTI4005470, TESTI4039904, TESTI4052775, THYMU3008105, 
THYMU3012983, THYMU3014372, THYMU3020869, THYMU3021586, THYMU3022434, TH 
YMU3026000, THYMU3030072, THYMU3037052, THYMU3043200, TLIVE2001616, TRAC 
H3003037, TRACH3003458, TRACH3004424, TRACH3010079, TRACH3010167, TRACH3 
010342, TRACH3015951, TRACH3021883, TRACH3022109, TRACH3028180, 
TRACH3036750, UTERU2037423, UTERU3012293, UTERU3016070, UTERU3019708, UT 
ERU3022588 

[0 0 6 8] 
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ADIPS2000069, ASTR02015162, ASTR02016114, ASTR03000154, BLADE2000256, BR 
ACE1000475, BRACE2012838, BRACE2012947, BRACE2013009, BRACE2016896, BRAC 
E2017397, BRACE2023744, BRACE2027382, BRACE3001403, BRACE3001973, BRACE3 
002756, BRACE3004767, BRACE3009392, BRACE3013418, BRACE3018083, 
BRACE3019941, BRACE3020669, BRACE3025719, BRACE3026345, BRACE3026802, BR 
ACE3028998, BRACE3036283, BRACE3039378, BRACE3040644, BRACE3041059, BRAC 
E3041162, BRACE3042046, BRACE3042432, BRACE3043597, BRACE3044172, BRACE3 
046152, BRACE3046466, BRACE3046609, BRACE3051621, BRACE3052321, 
BRALZ2010842, BRALZ2013621, BRAMY2041384, BRAMY3000692, BRAMY3004126, BR 
AMY3007078, BRAMY3009491, BRAMY3011501, BRAMY3011581, BRAMY3014027, BRAM 
Y3015086, BRAMY3017920, BRAMY3018248, BRAWH2002333, BRAWH2012866, BRAWH2 
014053, BRAWH3001638, BRAWH3001783, BRAWH3004335, BRAWH3010602, 
BRAWH3011577, BRAWH3011623, BRAWH3017180, BRAWH3017259, BRAWH3018548, BR 
AWH3019026, BRAWH3021580, BRAWH3023156, BRAWH3023172, BRAWH3023415, BRAW 
H3024186, BRAWH3029385, BRAWH3029538, BRAWH3031342, BRAWH3032298, BRAWH3 
032571, BRAWH3033513, BRAWH3034668, BRAWH3034775, BRAWH3034890, 
BRAWH3036334, BRAWH3038324, BRAWH3038827, BRAWH3040900, BRAWH3041492, BR 
AWH3041556, BRAWH3042438, BRAWH3042447, BRAWH3042772, BRAWH3043295, BRAW 
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H3043623, BRAWH3044151, BRAWH3046424, BRAWH3047565, BRAWH3047644, BRAWH3 
049544, BRCAN2003269, BRCAN2006051, BRCAN2010665, BRCAN2020331, 
BRCAN2021325, BRC0C2012386, BRHIP2008756, BRHIP2023735, BRHIP2029529, BR 
HIP3001076, BRHIP3001481, BRHIP3003984, BRHIP3004215, BRHIP3004725, BRHI 
P3005037, BRHIP3005307, BRHIP3005673, BRHIP3005801, BRHIP3006449, BRHIP3 
007609, BRHIP3010289, BRHIP3011567, BRHIP3017146, BRHIP3017855, 
BRHIP3021019, BRHIP3023922, BRHIP3025795, BRHIP3027191, BRHIP3027651, BR 
HIP3028742, BRHIP3029409, BRHIP3030230, BRHIP3032374, BRHIP3035006, BRHI 
P3036715, BRHIP3037543, BRHIP3039509, BRSSN2004710, BRSTN2006466, BRSTN2 
008475, BRSTN2011961, BRSTN2012069, BRSTN2016918, BRTHA2019726, 
BRTHA2020721, BRTHA2020910, BRTHA2024712, BRTHA2025869, BRTHA2026071, BR 
THA2026290, BRTHA2031917, BRTHA2033155, BRTHA2033683, BRTHA3003736, BRTH 
A3010135, BRTHA3010212, BRTHA3011187, BRTHA3011998, BRTHA3012265, BRTHA3 
014547, BRTHA3021708, BRTHA3021971, BRTHA3023403, BRTHA3026916, 
BRTHA3027957, CH0NS2001287, CH0NS2002829, COL0N2001829, COLON2004911, CO 
L0N2005735, CT0NG2001932, CT0NG2010330, CT0NG2011801, CTONG2014206, D90S 
T2004417, FCBBF3020030, FCBBF3021191, FCBBF3024911, FCBBF5000384, FEBRA2 
013570, FEBRA2026582, FEBRA2028457, FEKID2002637, FELNG2000720, 
FELNG2001953, HCASM2008154, JCMLC1000159, JCMLC2000273, JCMLC2002095, KI 
DNE2015987, N1ESE2000698, NETRP2000961, NETRP2003448, NETRP2004017, NETR 
P2008582, NT2RI3008179, NT2RI3009480, NT2RI3009524, NT2RP8003787, NT2RP8 
008057, NT0NG2003805, 0CBBF2004478, OCBBF2007039, 0CBBF2018618, 
0CBBF2024589, 0CBBF2030927, 0CBBF2036019, 0CBBF3001202, 0CBBF3004487, OC 
BBF3008392, OCBBF3020263, OCBBF3022166, 0CBBF3025475, OCBBF3025503, OCBB 
F3025630, OCBBF3026979, PEBLM2005615, PLACE5000492, PLACE6001933, PLACE6 
016030, PLACE7000266, PLACE7001759, PLACE7002303, PLACE7003985, 
PLACE7004103, PLACE7006090, PLACE7006268, PLACE7006498, PLACE7007379, PL 
ACE7009563, PLACE7009757, PLACE7009936, PLACE7011559, PLACE7012111, PLAC 
E7014247, PLACE7016526, PUAEN2000594, SKNSH2007306, SMINT2011406, SMINT2 
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011509, SMINT2014721, SPLEN2007689, SPLEN2012571, SPLEN2025012, 
SPLEN2028417, SPLEN2033996, SYN0V2003326, SYN0V4009139, T1ESE2000609, TE 
STI2005112, TESTI2007490, TESTI2009739, TESTI2023903, TESTI2030901, TEST 
12034913, TESTI2052670, TESTI4001517, TESTI4001679, TESTI4002868, TESTI4 
003796, TESTI4003944, TESTI4004653, TESTI4005322, TESTI4005653, 
TESTI4007965, TESTI4017382, TESTI4017647, TESTI4018436, TESTI4020596, TE 
STI4021197, TESTI4021569, TESTI4021713, TESTI4023096, TESTI4026080, TEST 
14028182, TESTI4031173, TESTI4032128, TESTI4032834, TESTI4032913, TESTI4 
033177, TESTI4036048, TESTI4039575, TESTI4039904, TESTI4041984, 
TESTI4046073, TESTI4047119, TESTI4049786, TESTI4049899, TESTI4051015, TE 
STI4052775, THYMU3002825, THYMU3008105, THYMU3012402, THYMU3012983, THYM 
U3013785, THYMU3014173, THYMU3014372, THYMU3014620, THYMU3016518, THYMU3 
020221, THYMU3020869, THYMU3021586, THYMU3021755, THYMU3022434, 
THYMU3023400, THYMU3025118, THYMU3026306, THYMU3026532, THYMU3027671, TH 
YMU3032032, THYMU3032798, THYMU3033649, THYMU3033759, THYMU3037052, THYM 
U3037772, THYMU3038158, THYMU3038375, THYMU3040172, THYMU3040746, THYMU3 
040816, THYMU3040829, THYMU3043200, THYMU3047115, THYMU3047760, 
TKIDN2011160, TLIVE2007736, TLUNG2000654, TLUNG2001445, TLUNG2001600, TR 
ACH2024730, TRACH3004424, TRACH3005173, TRACH3005191, TRACH3005699, TRAC 
H3006379, TRACH3006800, TRACH3008042, TRACH3009008, TRACH3009701, TRACH3 
010079, TRACH3010167, TRACH3010342, TRACH3011282, TRACH3011313, 
TRACH3011503, TRACH3012891, TRACH3015951, TRACH3016455, TRACH3016805, TR 
ACH3018524, TRACH3018907, TRACH3019058, TRACH3019621, TRACH3020769, TRAC 
H3020930, TRACH3021023, TRACH3021373, TRACH3021778, TRACH3021883, TRACH3 
023373, TRACH3023960, TRACH3024081, TRACH3024671, TRACH3025346, 
TRACH3026283, TRACH3026299, TRACH3028441, TRACH3028597, TRACH3028837, TR 
ACH3029670, TRACH3030855, TRACH3031660, TRACH3031678, TRACH3032570, TRAC 
H3034680, TRACH3036750, TRACH3037505, TRACH3038399, TUTER2001433, UTERU2 
024042, UTERU2037423, UTERU3001946, UTERU3004635, UTERU3011398, 
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UTERU3012293, UTERU3012414, UTERU3012999, UTERU3015011, UTERU3015299, UT 
ERU3016308, UTERU3017441, UTERU3017626, UTERU3019708, UTERU3021850, UTER 
U3022588 

[0 0 6 91 

Z<7) -7 *>, Swiss-Prot t y h 7*- * „ Stfnr, RefSeqt: -y h r*- * tfO 
itfSi^t^B^T*- ^^-^ "Cab ^Online Mendelian Inheritance in Man (OMI 

£>o£ n->^(7)f^^(7)^ y nrtJi^^fc^o/cOMIM Number) 0 
ADIPS2000069( 146900), ASTR02015162 (606106), ASTR02016114 (603899) , ASTR03 
000154 (601594) , BLADE2000256 (140750) , BRACE1000475 (600696) , BRACE2012838 
(605032), BRACE2012947 (140580), BRACE2013009 (605888) , BRACE2016896 (60142 

1) , BRACE2017397( 115437), BRACE2023744 (600763) , BRACE2027382 (606019) , BR 
ACE3001403 (126141), BRACE3001973 (600976) , BRACE3002756 (603143) , BRACE300 
4767(182790), BRACE3009392 (600229) , BRACE301341 8 (182900), BRACE3018083 (6 
05268) , 

BRACE3019941 (600595) , BRACE3020669 (603917) , BRACE3025719 (605493) , BRACE3 
026345 (147470) , BRACE3026802 (605784) , BRACE3028998 (603063) , BRACE3036283 
(602052), BRACE3039378 (604100), BRACE3040644 (603159), BRACE304 1059 (60348 
6), BRACE304 1162 (194556), BRACE3042046 (311030), BRACE3042432 (192321) , BR 
ACE3043597 (603704), BRACE3044172 (601231) , BRACE3046152 (604950), BRACE304 
6466 (604210 ; 600105) , BRACE3046609 (606457) , BRACE3051621 (601313; 173900) , 
BRACE305232 1(603050), 

BRALZ2010842 (212138), BRALZ2013621 (600712) , BRAMY2041384 (1 14070) , BRAMY3 
000692(603971), BRAMY3004126 (603071) , BRAMY3007078 (602410) , BRAMY3009491 
(600286), BRAMY301 1501 (602869), BRAMY301 1581 (601243) , BRAMY3014027 (19454 

2) , BRAMY3015086 (602879), BRAMY3017920 (600365), BRAMY3018248 (605464) , BR 
AWH2002333 (171891), BRAWH2012866 (185605) , BRAWH2014053 (604581), BRAWH300 
1638 (605003) , BRAWH3001783 (605514) , BRAWH3004335 (603244) , BRAWH3010602 (6 
03216), 



ttlfiE# 2004-3059661 



#fl 2003-102207 



^-v: 107/ 



BRAWH301 1577 (601 139), BRAWH301 1623 ( 164020) , BRAWH3017180 (601441) , BRAWH3 
017259(603143), BRAWH3018548 ( 193065) , BRAWH3019026 (602033) , BRAWH3021580 
(179838), BRAWH3023156( 137190), BRAWH3023172 (603755) , BRAWH30234 15 (60434 
6), BRAWH3024186 (179590), BRAWH3029385 (602378) , BRA1H3029538 (600948) , BR 
AWH3031342 (603971 ) , BRAWH3032298 (601995) , BRAWH3032571 (603277) , BRAWH303 
3513(604054;261510), BRAWH3034668 (603486) , BRAWH3034775 (605800) , BRAWH30 
34890(606265), 

BRAWH3036334 (603971), BRAWH3038324 (604249) , BRAWH3038827 (600574) , BRAWH3 
040900(604265), BRAWH3041492 (130500) , BRAWH3041556 (172460) , BRAWH3042438 
(125855), BRAWH3042447 (606323), BRAWH3042772 (602878) , BRAWH3043295 (17903 
0), BRAWH3043623 (600976), BRAWH3044151 (605421) , BRAWH3046424 (300272) , BR 
AWH3047565 (606277) , BRAWH3047644 (605216) , BRAWH3049544 (602273) , BRCAN200 
3269(171060:602347), BRCAN2006051 (604581) , BRCAN2010665 (603583) , BRCAN20 
20331(604851), 

BRCAN2021325 (114855), BRC0C2012386 (602277) , BRHIP2008756 (605819) , BRHIP2 
023735(601670), BRHIP2029529 (189972) , BRHIP3001076 (604673) , BRHIP3001481 
(176889) , BRHIP3003984 (603722 ; 223900) , BRHIP3004215 (603294) , BRHIP300472 
5 (602075) , BRHIP3005037 (603526) , BRHIP3005307 (603197) , BRHIP3005673 (1383 
85), BRHIP3005801 (605704) , BRHIP3006449 (604275) , BRHIP3007609 (426000) , B 
RHIP3010289 (603130), BRHIP3011567 (114207) , BRHIP3017146 (602878) , BRHIP30 
17855(606406), 

BRHIP302 101 9 ( 1 76879) , BRHIP3023922 ( 1 56570 ; 250940) , BRHIP3025795 (603877) , 
BRHIP3027191 (601746) , BRHIP3027651 (604589) , BRHIP3028742 (602076) , BRHIP 
3029409(604156), BRHIP3030230 (602367) , BRHIP3032374 (603197) , BRHIP303500 
6 (604402) , BRHIP3036715 ( 142800) , BRHIP3037543 (602052) , BRHIP3039509 (6013 
28), BRSSN2004710 (600127), BRSTN2006466 (138275) , BRSTN2008475 (605178), B 
RSTN2011961 (176790), BRSTN2012069 (130590) , BRSTN2016918 (137780) , BRTHA20 
19726(147100), 

BRTHA2020721 (147100), BRTHA2020910 (602661) , BRTHA2024712 (600747) , BRTHA2 
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025869(162280), BRTHA2026071 (605297) , BRTHA2026290 (602306) , BRTHA2031917 
(118946), BRTHA2033155 (601873), BRTHA2033683(111000) , BRTHA3003736 ( 13351 
0; 234050), BRTHA3010135 (179590), BRTHA3010212 (603971) , BRTHA301 1187 (6058 
37), BRTHA301 1998 (603264), BRTHA3012265 (605646) , BRTHA3014547 ( 182900) , B 
RTHA302 1708 (602654), BRTHA3021971 (605609) , BRTHA3023403 (600597) , BRTHA30 
26916(601619), 

BRTHA3027957 (606078), CH0NS2001287 (146732) , CH0NS2002829 (602981) , C0L0N2 
001829(604399) , COLON2004911 (603937; 180100) , COLON2005735 (111690; 111700) 
, CT0NG2001932 (605683), CT0NG2010330 (606088), CT0NG20 11 801 (603971), CTON 
G2014206 (605609), D90ST2004417 (1 13703) , FCBBF3020030 (603406) , FCBBF30211 
91(605119), FCBBF5000384 (601737), FEBRA2013570 (248600) , FEBRA2026582 (300 
252) , FEBRA2028457 (164035) , FEKID2002637 (176875) , FELNG2000720 (601662) , 
FELNG2001953 (603597), 

HCASM2008154 (133450) , JCMLC1000159 (107470; 209950) , JCMLC2000273 ( 120980) , 
JCMLC2002095 (600738), KIDNE2015987 (191845) , N1ESE2000698 (604734) , NETRP 
2000961(600417), NETRP2003448 ( 179551 ) , NETRP2004017 (605344) , NETRP200858 
2(103195), NT2RI3008179 (603808), NT2RI3009480 (601804) , NT2RI3009524 (6042 
10; 600105), NT2RP8003787 (605427), NT2RP8008057 (603489) , NT0NG2003805 (601 
781) , 0CBBF2004478 (604265) , 0CBBF2007039 (605009) , OCBBF2018618 (102775) , 
OCBBF2024589 (602462), 

OCBBF2030927 (603897) , 0CBBF2036019 (601825 ; 256000) , 0CBBF3001202 ( 140750) , 
0CBBF3004487 ( 142560) , 0CBBF3008392 (605682) , OCBBF3020263 (604077) , OCBBF 
3022166(600848), 0CBBF3025475 (604148) , 0CBBF3025503 (601653; 113650) , OCBB 
F3025630 (604141), 0CBBF3026979 (602319) , PEBLM2005615 (600242), PLACE50004 
92(602142), PLACE6001933 (131550), PLACE6016030 (605442), PLACE7000266(188 
840), PLACE7001759 (600338), PLACE7002303 (601542; 180500; 137600:604229) , P 
LACE7003985 (109684) , PLACE7004103 (142695) , 

PLACE7006090( 154360), PLACE7006268 (603053) , PLACE7006498 (604394) , PLACE7 
007379(603105), PLACE7009563 (300344) , PLACE7009757 (601804) , PLACE7009936 
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(600365), PLACE701 1559 (600831), PLACE70121 11 (602714) , PLACE7014247 (60123 
2), PLACE7016526 (605490), PUAEN2000594 (604679) , SKNSH2007306 (118990) , SM 
INT201 1406 (147890), SMINT2011509 (606343) , SMINT20 14721 (606090) , SPLEN200 
7689(233700), SPLEN2012571 (603430) , SPLEN2025012 (146900) , SPLEN2028417Q 
42995) , 

SPLEN2033996 (603853) , SYNOV2003326 (602960) , SYN0V4009139 (603551 ) , T1ESE2 
000609(182465), TESTI20051 12 (603846) , TESTI2007490 (601291) , TESTI2009739 
(160745), TESTI2023903 (605046), TESTI2030901 (600436) , TESTI2034913( 14806 
0), TESTI2052670( 142461), TESTI4001517(148070) , TESTI4001679 (602850) , TE 
STI4002868 (601863; 209920), TESTI4003796 (603132) , TESTI4003944 (603971 ) , T 
ESTI4004653 (606106), TESTI4005322 (603899), TESTI4005653 (182465) , TESTI40 
07965(603533), 

TESTI40 17382 (605689), TESTI4017647 (60321 1) , TESTI4018436 (601754) , TESTI4 
020596 (602537) , TESTI4021197 (602189) , TESTI4021569 (605464) , TESTI4021713 
(604105), TESTI4023096 (604878), TESTI4026080 (605575) , TESTI4028 182 (60389 
2), TESTI4031 173 (190197), TESTI4032128 (104776) , TESTI4032834 (300188) , TE 
STI4032913 (106410) , TESTI4033177 (602038) , TESTI4036048 (601272) , TESTI403 
9575(600951), TESTI4039904 (603899) , TESTI4041984 (604710), TESTI4046073 (3 
00118:309801), 

TESTI40471 19 (606202), TESTI4049786 (142600; 235700) , TESTI4049899 (601969) , 
TESTI4051015 (602974), TESTI4052775 (165250) , THYMU3002825 (604346) , THYMU 
3008105(194548), THYMU3012402 (600686) , THYMU3012983 (194556), THYMU301378 
5(604722), THYMU3014173( 143010), THYMU3014372 (1 16945) , THYMU30 14620 (6056 
57), THYMU3016518( 147100), THYMU3020221 (147100) , THYMU3020869 (602550) , T 
HYMU3021586 (184756), THYMU3021755 (605024) , THYMU3022434 (601408) , THYMU30 
23400(605180), 

THYMU30251 18 (155735), THYMU3026306 (604346) , THYMU3026532 (600065; 116920) , 
THYMU3027671 (604143), THYMU3032032 (604463) , THYMU3032798 (601212) , THYMU 
3033649(186780), THYMU3033759 (600495) , THYMU3037052 (300346) , THYMU303777 
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2(147100), THYMU3038158 (603033; 603034), THYMU3038375 (181590) , THYMU30401 
72(186720), THYMU3040746(147110), THYMU3040816 (605704) , THYMU3040829 (602 
649), THYMU3043200 (605596), THYMU30471 15 (108730), THYMU3047760 (604783) , 
TKIDN2011160 (605011), 

TLIVE2007736 (604990) , TLUNG2000654 ( 148059) , TLUNG2001445 ( 146900) , TLUNG2 
001600(147130), TRACH2024730 (605611), TRACH3004424 (603971) , TRACH3005173 
(151410), TRACH3005191 (605333) , TRACH3005699 (606154) , TRACH3006379 ( 14805 
9), TRACH3006800 (606154), TRACH3008042 (166945) , TRACH3009008(601112) , TR 
ACH3009701 (603330) , TRACH3010079 (604850) , TRACH3010167 (601804) , TRACH301 
0342(602943), TRACH301 1282 (601833), TRACH301 1313(1 13520) , TRACH3011503(6 
02862) , 

TRACH3012891 (602397) , TRACH3015951 (604084) , TRACH3016455 (605286) , TRACH3 
016805(106410), TRACH3018524 (176882) , TRACH3018907 (146900) , TRACH3019058 
(147170), TRACH3019621 (191350), TRACH3020769 (160776) , TRACH3020930 ( 14710 
0), TRACH3021023 (147170), TRACH3021373 (606030) , TRACH3021778 (164035) , TR 
ACH3021883 (603347) , TRACH3023373 (159350) , TRACH3023960 (603337) , TRACH302 
4081 (605867) , TRACH3024671 (605942) , TRACH3025346 (603377 ; 212140) , TRACH30 
26283(601517), 

TRACH3026299( 147170), TRACH3028441 (147170), TRACH3028597 (604310) , TRACH3 
028837 (602127) , TRACH3029670 (147170) , TRACH3030855 (173321) , TRACH3031660 
(176912), TRACH3031678 (600523), TRACH3032570 (602217) , TRACH3034680 (14717 
0), TRACH3036750 (604077), TRACH3037505 (147170) , TRACH3038399 (604032 ; 2269 
80), TUTER200 1433 (146900), UTERU2024042 (602214) , UTERU2037423 (604077) , U 
TERU3001946 (606154), UTERU3004635 (103390) , UTERU30 11 398 (120240; 158810; 25 
4090) , UTERU3012293 ( 194556) , 

UTERU3012414 (604394) , UTERU3012999 (605567) , UTERU3015011 (602505) , UTERU3 
015299 (601825 ; 256000) , UTERU3016308 (602127) , UTERU3017441 (604276) , UTERU 
3017626(603788), UTERU3019708 (601430) , UTERU3021850 (605009) , UTERU302258 
8(123811) 
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[0 0 7 0] 

mm - immmM&n<7>jj-T=fv -izm-r^tm^ntz^rn-y^ &t<?) 

1 6 4 ? u-yT&^tzo 

ASTR02008972, BRACE1000475, BRACE2013132, BRACE2016896, BRACE2035120, BR 
ACE3017253, BRACE3021805, BRACE3028998, BRACE3031315, BRACE3036283, BRAC 
E3041059, BRACE3042409, BRACE3044172, BRACE3046609, BRAMY3009491, BRAMY3 
011581, BRAWH2002333, BRAWH2014053, BRAWH3001638, BRAWH3004335, 
BRAWH3011331, BRAWH3017180, BRAWH3020928, BRAWH3023415, BRAWH3023421, BR 
AWH3024186, BRAWH3024506, BRAWH3029385, BRAWH3029806, BRAWH3032571, BRAW 
H3033513, BRAWH3034668, BRAWH3037428, BRAWH3037979, BRAWH3041556, BRAWH3 
042438, BRAWH3043295, BRAWH3044151, BRAWH3046424, BRAWH3047692, 
BRAWH3049544, BRCAN2003814, BRCAN2006051, BRCAN2015402, BRCAN2021325, BR 
HIP3001481, BRHIP3003126, BRHIP3005307, BRHIP3005673, BRHIP3007195, BRHI 
P3007223, BRHIP3011082, BRHIP3011269, BRHIP3021019, BRHIP3023922, BRHIP3 
032374, BRHIP3035006, BRHIP3037543, BRHIP3041587, BRSSN2004710, 
BRSTN2006466, BRSTN2011961, BRTHA2005448, BRTHA2010672, BRTHA2025869, BR 
THA2026311, BRTHA2033155, BRTHA2035743, BRTHA3003736, BRTHA3010135, BRTH 
A3010469, BRTHA3023403, CH0NS2002829, C0L0N2004351, CT0NG2010330, CT0NG2 
020582, CT0NG3001605, FCBBF3001018, FCBBF3021191, FCBBF5000384, 
FEBRA2013570, FEBRA2026582, FEKID2002637, HSYRA2004550, KIDNE2010049, NE 
TRP2000961, NT2RI2004818, NT2RP7016508, 0CBBF2007039, 0CBBF2024589, OCBB 
F2036019, 0CBBF3004487, 0CBBF3005330, 0CBBF3009244, PLACE5000492, PLACE6 
001933, PLACE7001759, PUCE7003985, PLACE7004103, PLACE7004961, 
PLACE7006090, PLACE7006268, PLACE7007379, PLACE7011559, PLACE7012111, PL 
ACE7014247, PLACE7016526, SKMUS2008585, SMINT2011509, SMINT2012179, SMIN 
T2014721, SPLEN2007689, SYN0V4009139, TBAES2007428, TESTI2005112, TESTI2 
007490, TESTI2021654, TESTI2040377, TESTI2049062, TESTI4000621, 
TESTI4002799, TESTI4007671, TESTI4020596, TESTI4033177, TESTI4049786, TE 
STI4052219, THYMU3002825, THYMU3026306, THYMU3032798, THYMU3034671, THYM 
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U3036953, THYMU3041428, THYMU3047115, THYMU3047891, TKIDN2011160, TRACH3 
005173, TRACH3005274, TRACH3009008, TRACH3011313, TRACH3011503, 
TRACH3012891, TRACH3015136, TRACH3016455, TRACH3018108, TRACH3018261, TR 
ACH3018524, TRACH3019621, TRACH3021544, TRACH3022758, TRACH3023516, TRAC 
H3024020, TRACH3024081, TRACH3027229, TRACH3027701, TRACH3032150, TRACH3 
038399, TST0M2001571, TSTOM2002611, UTERU2024042, UTERU3010604, 
UTERU3010919, UTERU3015299, UTERU3019708, UTERU3021850 
[0 0 7 1] 

TO 2 7 * n-y-e^o^o 

BLADE2000256, BRACE2002392, BRACE3030538, BRACE3036283, BRACE3044495, BR 
AMY3002886,- BRAMY3009556, BRAWH2016209, BRAWH3004350, BRAWH3027574, BRCA 
N2019907, BRHIP3001076, BRHIP3029409, BRSTN2008475, BRTHA3011265, FEKID2 
002637, NT2RP8005546, 0CBBF3001202, PLACE7011559, SPLEN2033996, 
TESTI2023903, TESTI4020819, TESTI4049899, THYMU3014372, THYMU3021586, UT 
ERU3010919, UTERU3012999 
[0 0 7 2] 

0 ? n- y-^h-otzo 

BRACE3004767, BRACE3013418, BRACE3051819, BRAMY3005184, BRAMY3015086, BR 
AMY4000915, BRAMY4001652, BRAWH3001783, BRAWH3015175, BRAWH3018548, BRAW 
H3019026, BRAWH3021580, BRAWH3021724, BRAWH3027440, BRAWH3027806, BRAWH3 
029385, BRAWH3040900, BRAWH3041492, BRCAN2020467, BRHIP3003063, 
BRHIP3003340, BRSTN2016918, BRTHA2020910, BRTHA2025869, BRTHA3014547, BR 
THA3025073, CERVX2000968, JCMLC2000273, N1ESE2000698, NT2RI3005923, OCBB 
F2003518, 0CBBF2004478, 0CBBF3027969, PLACE7000266, PLACE7004961, SMINT2 
010753, SPLEN2034934, SYNOV4003174, TESTI2001915, TESTI2009739, 
TESTI2034913, TESTI4001517, TESTI4004917, TESTI4010902, TESTI4032913, TE 
STI4051424, THYMU3026532, TLUNG2000654, TRACH3006379, TRACH3016805, TRAC 
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H3020769, TRACH3022960, TRACH3026650, TRACH3028837, TRACH3029462, TRACH3 
032570, UTERU3000670, UTERU3001029, UTERU3015011, UTERU3016308 
[0 0 7 3] 

, J^T<7)4 0 ^n->t*o/: 0 

ASTR03000154, BRACE3014714, BRACE3036283, BRALZ2013621, BRAMY3009556, BR 
AMY3011501, BRAWH3011623, BRAWH3017180, BRAWH3022651, BRAWH3038252, BRAW 
H3040695, BRAWH3046424, BRHIP3004215, BRHIP3007223, BRHIP3020046, BRTHA3 
010530, CT0NG2006235, FEBRA2028457, NT2RP7016508, 0CBBF3001333, 
0CBBF3004487, PLACE7004103, PLACE7006268, TESTI2036285, TESTI2037657, TE 
STI4014932, TESTI4028182, TESTI4032128, TESTI4033177, TESTI4039575, THYM 
U3012402, THYMU3040829, THYMU3041428, TRACH3002752, TRACH3018108, TRACH3 
021778, UTERU3004635, UTERU3010409, UTERU3010919, UTERU3013302 
[0 0 7 4] 

V\T<V5 0 ^n->t^of: 0 

BRACE2016896, BRACE2023744, BRACE3020669, BRACE3030538, BRACE3041059, BR 
ACE3043597, BRAWH2014053, BRAWH3001638, BRAWH3010602, BRAWH3024506, BRAW 
H3026349, BRAWH3034668, BRAWH3037979, BRAWH3041556, BRAWH3044151, BRAWH3 
047692, BRCAN2000923, BRCAN2002892, BRCAN2006051, BRCAN2021325, 
BRHIP3007223, BRSTN2012069, BRTHA2005448, BRTHA2010672, CHONS2002829, CT 
0NG3001605, D90ST2004417, 0CBBF2000831, 0CBBF2007039, PLACE6019600, PLAC 
E7007379, PLACE7012111, PLACE7016526, TESTI4018436, TESTI4020596, TESTI4 
032128, TESTI4036048, THYMU3012402, THYMU3033759, THYMU3036953, 
THYMU3046360, TKIDN2011160, TRACH3016455, TRACH3018519, TRACH3021544, TR 
ACH3025316, TRACH3030855, TRACH3038399, UTERU3014647, UTERU3021850 
[0 0 7 5] 
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BRACE2012947, BRHIP2029529, BRTHA3003736, THYMU3015571, TRACH3022296 
[0 0 7 6] 

1 6 ? n— >-e&o£ 0 

ASTR03000154, BRACE3034964, BRAWH3004350, BRAWH3029538, BRAWH3038252, BR 
HIP3007424, BRTHA2024712, BRTHA3011265, FEKID2002493, NT2RP8003490, NT2R 
P8006452, OCBBF3025503, PLACE7002303, TESTI2026024, TRACH3028180, UTERU3 
016070 

[0 0 7 7] 

dna • mA^M^m<Dijr-=f) -^m-r^tm^.^fitz^u~>it^ vxr<o i 

1 9 ? n — >-C£)o£ 0 

ASTR02016114, BEAST2000981, BRACE2012947, BRACE2019348, BRACE3020669, BR 
ACE3025719, BRACE3026844, BRACE3031743, BRACE3034183, BRACE3041162, BRAC 
E3046152, BRALZ2013621, BRAMY2040915, BRAMY2046537, BRAMY3000692, BRAMY3 
007078, BRAMY3011501, BRAMY3011581, BRAMY3014027, BRAMY3018754, 
BRAMY4000962, BRAWH3000446, BRAWH3011577, BRAWH3011623, BRAWH3013009, BR 
AWH3013264, BRAWH3017477, BRAWH3028796, BRAWH3031342, BRAWH3032571, BRAW 
H3034775, BRAWH3035936, BRAWH3036247, BRAWH3036334, BRAWH3038827, BRCAN2 
020331, BRC0C2012386, BRHIP2027077, BRHIP3004725, BRHIP3028246, 
BRSSN2015497, BRTHA2024712, BRTHA3000456, BRTHA3003736, BRTHA3010212, BR 
THA3014000, BRTHA3028339, CH0NS2000797, CH0NS2002829, CT0NG2001932, CTON 
G2011801, D90ST2003106, FCBBF3020030, FCBBF5000384, FEBRA2028457, HCASM2 
008154, NETRP2004017, NT2RI3008179, NT2RI3009480, NT2RP7016508, 
NT2RP8003490, NTONG2003805, NTONG2008483, 0CBBF2016928, 0CBBF3004487, OC 
BBF3008392, OCBBF3020263, 0CBBF3021361, 0CBBF3022166, PLACE7002303, PLAC 
E7004103, PLACE7005169, PLACE7009757, PR0ST2002078, PUAEN2000594, SMINT2 
011509, SPLEN2012571, SPLEN2028417, T1ESE2000609, T1ESE2000904, 
TESTI4002868, TESTI4003796, TESTI4003944, TESTI4005322, TESTI4005470, TE 
STI4005653, TESTI4032128, TESTI4039575, TESTI4039904, TESTI4052775, THYM 
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U3008105, THYMU3012983, THYMU3014372, THYMU3020869, THYMU3021586, THYMU3 
026000, THYMU3030072, THYMU3033759, THYMU3037052, THYMU3040829, 
TLIVE2001616, TRACH3003458, TRACH3004424, TRACH3005191, TRACH3008508, TR 
ACH3010079, TRACH3010167, TRACH3010342, TRACH3015951, TRACH3021778, TRAC 
H3021883, TRACH3022109, TRACH3028180, TRACH3036750, UTERU2037423, UTERU3 
012293, UTERU3013302, UTERU3016070, UTERU3022588 
[0 0 7 8] 

ATP • GTPI^gfi %(D ii -f =f>) - izm~t h t 3§5e £ *l£ * n - > (±, &T<D 6 

BRACE2013009, BRACE2016896, BRACE3002344, BRACE3014714, BRACE3017253, BR 
ACE3036283, BRACE3051819, BRAMY3011501, BRAMY3018248, BRAWH2014053, BRAW 
H3015175, BRAWH3024506, BRAWH3029385, BRAWH3032571, BRAWH3037428, BRAWH3 
041556, BRAWH3047692, BRCAN2000923, BRCAN2002892, BRCAN2003269, 
BRCAN2006051, BRHIP3007195, BRHIP3027191, BRHIP3041587, BRSTN2012069, BR 
THA2020910, BRTHA3003736, HSYRA2004550, KIDNE2010049, NETRP2003448, NT2R 
P7016508, 0CBBF2003518, 0CBBF3004487, PLACE6001933, PLACE6019600, PLACE7 
004961, PLACE7006498, PLACE7011559, PLACE7016526, PUAEN2006639, 
SMINT2011406, TESTI2009739, TESTI2040377, TESTI4004917, TESTI4013474, TE 
STI4021569, TESTI4028182, TESTI4049786, TESTI4052219, THYMU3014372, THYM 
U3032798, THYMU3041428, THYMU3047115, TRACH3005191, TRACH3009061, TRACH3 
009701, TRACH3012891, TRACH3019370, TRACH3020769, TRACH3022960, 
TRACH3023960, TRACH3024081, TRACH3038399, TST0M2001571, UTERU2024042, UT 
ERU3010919, UTERU3012414, UTERU3019708 
[0 0 7 91 
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BLADE2002310//SH3-domain binding protein 1 [Homo sapiens] 
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BLADE2007799//Hepatocellular carcinoma-associated antigen 66. 
BRACE2017359//Mus musculus suppressor of Ty 6 homolog (S. cerevisiae) (S 
upt6h) 

BRACE2017872//nuclear receptor-binding SET-domain protein 1 [Mus musculu 
s] 

BRACE3009416//testis specific ankyrin-like protein 1 [Homo sapiens] 
BRACE3016020//SBBI31 protein [Homo sapiens] 
BRACE3019570//SNAP-25- interacting protein [Rattus norvegicus] 
BRACE3022303//Pax transcription activation domain interacting protein [M 
us musculus] 

BRACE3022340//SNAP-25- interacting protein [Rattus norvegicus] 
BRACE3026290//Homo sapiens lethal giant larvae homolog 2 [Homo sapiens] 
BRACE3032631//F-box protein FBX13 [Mus musculus]. 
BRACE3040239//Deltex3 [Mus musculus] 

BRACE3047482//tri partite motif-containing 9 [Homo sapiens] 
BRACE30497 14//NYD-TSPG protein [Homo sapiens] 
BRACE3052410//IDN3 protein [Homo sapiens] 
BRACE3052595//Nim2 [Rattus norvegicus] 
BRALZ2014054//cenexin 2 [Rattus norvegicus]. 

BRAMY3007471//gene trap locus F3b; transcript expressed during hematopoi 
esis 2 [Mus musculus] 

BRAMY3010321//MRIP-1 protein [Homo sapiens] 
BRAMY3014613//SH3-domain binding protein 1 [Homo sapiens] 
BRAMY4001863//Mus musculus enabled homolog (Drosophila) (Enah), mRNA 
BRAWH2011796//S-100 protein, alpha chain. 

BRAWH3008167//CUB and Sushi multiple domains 1 [Homo sapiens] 
BRAWH3009961//Nim2 [Rattus norvegicus] 

BRAWH3010726//phosphat idyl inositol transfer protein, membrane-associated 
; Drosophila retinal degeneration B [Homo sapiens] 
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BRAWH3015017//axonemal dynein light chain p33. 
BRAWH3024231//Tetratricopeptide repeat protein 4. 

BRAWH3026938//semaF cytoplasmic domain associated protein 3; semaphorin 
cytoplasmic domain-associated protein 3A [Mus musculus] 
BRAWH3027533//rap2 interacting protein x [Homo sapiens]. 
BRAWH3030910//Sec23- interacting protein pl25 [Homo sapiens] 
BRAWH3031710//sero logical ly defined colon cancer antigen 33 [Homo sapien 
s] 

BRAWH3033293//synaptopodin [Homo sapiens] 

BRAWH3042568//ventral anterior homeobox containing gene 1 [Mus musculus] 
BRAWH3043034//Mus musculus neuregulin 1 (Nrgl) 
BRAWH3044122//Muncl3-1 [Rattus norvegicus] 

BRHIP2026346// lymphocyte specific formin related protein; formin-related 

gene in leukocytes [Mus musculus] 
BRHIP2027563//host cell factor homolog [Homo sapiens] 
BRHIP3002114//rTS beta protein [Homo sapiens] 

BRHIP3003795//cytochrome P450 retinoid metabolizing protein [Homo sapien 
s] 

BRHIP3006786//peptidylprolyl isomerase (cyclophi 1 in)-l ike 2; cyclophilin 
-like protein CyP-60 [Homo sapiens] 
BRHIP3017109//Socs-5 [Mus musculus] 

BRHIP3019643//Homo sapiens gamma tubulin ring complex protein (76p gene) 
(76P), mRNA 

BRHIP3032148//brain-enriched guanylate kinase-associated [Rattus norvegi 
cus] 

BRSTN2006638//synaptotagmin interacting protein 1 [Rattus norvegicus] 
BRSTN2016892//BUP protein [Homo sapiens] 
BRSTN2016992//DRR1 protein (TU3A protein). 

BRSTN2017151//C0P9 (constitutive photomorphogenic) , subunit 7a (Arabidop 
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sis); C0P9 complex S7a [Mus musculus] 
BRTHA2020642//DRR1 protein (TU3A protein). 

BRTHA3018409//synaptotagmin-l ike 4; granuphi 1 in-a; granuphi 1 in-b; granup 
hi 1 in 

BRTHA3019183//<Ca2+>dependent activator protein for secretion; Ca2+-depe 
ndent activator protein for secretion [Mus musculus] 
CH0NS2001834//tumor endothelial marker 7 precursor [Homo sapiens] 
CT0NG2009570//rabll binding protein [Bos taurus]. 

CT0NG2012123//Mus musculus enabled homolog (Drosophila) (Enah), mRNA 
CT0NG2027591//Mus musculus pecanex homolog (Drosophila) (Pcnx), mRNA. 
CT0NG3003669//high-glucose-regulated protein 8 [Homo sapiens] 
ERLTF2002178//Kelch-like protein X. 
HHDPC2008185// jerky [Mus musculus] 
NT2RI3001573//F-box protein FBL10 [Mus musculus]. 
NT2RI3007095//Mus musculus neuregulin 1 (Nrgl), mRNA. 
NT2RP8001363//signal peptide, CUB domain, EGF-like 1 [Mus musculus] 
NT2RP8001584//alpha integrin binding protein 63 [Homo sapiens] 
NT2RP8001604//CUB and Sushi multiple domains 1 [Homo sapiens] 
0CBBF3019269//Homo sapiens Dvl-binding protein IDAX (inhibition of the D 
vl and Axin complex) (IDAX) 

0CBBF3022827//putative Rab5 GDP/GTP exchange factor homologue [Homo sapi 
ens] 

0CBBF3023913//Mus musculus protein phosphatase 1, regulatory (inhibitor) 

subunit 1C (Ppplrlc) 
PLACE6003004//rTS beta protein [Homo sapiens] 

PLACE6008315//similar to ALPHA-ACTININ, SARCOMERIC (F-ACTIN CROSS LINKIN 
G PROTEIN) (D. melanogaster) [Homo sapiens]. 
PLACE6010925//NY-REN-50 antigen [Homo sapiens] 
PLACE7012127//AAA-ATPase T0B3 [Homo sapiens] 
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PR0ST2016566//erythroblast macrophage protein [Mus musculus] 
SYNOV2017179//EBP50-PDZ interactor of 64 kD [Homo sapiens] 
SYNOV3000345//upregulated by 1, 25-dihydroxyvitamin D-3 [Homo sapiens] 
TBAES2003917//NG28 protein [Mus musculus] 
TESTI2001364//lactate dehydrogenase A -like [Homo sapiens] 
TESTI2004601//NYD-TSPG protein [Homo sapiens] 
TESTI2009497//GPI-anchored protein pl37 (pl37GPI). 
TESTI4002774//oxysterol binding protein 2 [Mus musculus] 
TESTI4003579//FH1/FH2 domains-containing protein (Formin homolog overexp 
ressed in spleen) (FHOS). 

TESTI4003703//retinoblastoma-associated protein RAP140 [Homo sapiens] 
TESTI4013742//antigen identified by monoclonal antibody 2A8 [Mus musculu 
s] 

TESTI4014908//dedicator of cyto-kinesis 2 [Mus musculus] 
TESTI4018506//tomosyn [Rattus norvegicus] 
TESTI4020342//H326 [Homo sapiens] 

TESTI4024294//WW domain binding protein 2 [Mus musculus] 
TESTI4039451//B29 protein [Homo sapiens] 

TESTI4041482//Rattus norvegicus SEC15 homolog (S. cerevisiae) (Secl5), m 
RNA 

TESTI4043 166// lymphocyte specific formin related protein; formin-related 

gene in leukocytes [Mus musculus] . 
TESTT4047328//otogelin [Mus musculus] 

THYMU3011717//exocyst component protein 70 kDa homolog (S. cerevisiae) 
THYMU3016822//ery throb last macrophage protein [Mus musculus] 
THYMU3026479//secretory pathway component Sec31B-l [Homo sapiens] 
THYMU3028702//chromosome condensation-related SMC-associated protein 1; 
chromosome condensation-related SMC-associated protein 1; KIAA0159 gene 
product [Homo sapiens] 
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THYMU3029719//AAA-ATPase T0B3 [Homo sapiens] 

THYMU3038347//tumor stroma and activated macrophage protein DLM-1 [Homo 
sapiens] 

THYMU3038603//WW domain binding protein 2 [Mus musculus] 
THYMU3040830//AD-012 protein [Homo sapiens] 
THYMU3041603//gamma-tubul in complex protein 2 [Homo sapiens] 
TKIDN2003396//Homo sapiens paternally expressed 10 (PEG10), mRNA 
TRACH2011057//D-type cycl in-interacting protein 1; MAID protein [Homo sa 
pi ens] 

TRACH3004412//clusterin-l ike 1 (retinal); unknown prepropept ide specific 

to rod photoreceptor [Homo sapiens] 
TRACH3012106//erythrocyte protein band 4. 1-1 ike 3 [Mus musculus] 
UTERU3009775//PAPIN [Rattus norvegicus] 

UTERU3010892//adaptor-related protein complex 3, delta 1 subunit; adapt i 
n, delta [Homo sapiens] 
UTERU3017995//p47 [Homo sapiens] 
[0 0 8 0] 
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3NB692004045, BRACE3002264, BRACE3009392, BRACE3013418, BRACE3024879, BR 
ACE3032385, BRACE3039378, BRACE3042432, BRACE3050504, BRACE3051621, BRAM 
Y2046537, BRAMY3004126, BRAWH2000256, BRAWH2011812, BRAWH3023156, BRAWH3 
025157, BRAWH3027880, BRAWH3036270, BRAWH3037265, BRAWH3042772, 
BRCAN2003269, BRCAN2022126, BRC0C2006164, BRHIP3002000, BRHIP3005944, BR 
HIP3008320, BRHIP3011567, BRHIP3014675, BRHIP3016032, BRHIP3017558, BRHI 
P3025795, BRHIP3033557, BRHIP3039509, BRSTN2010089, BRTHA2031917, BRTHA3 
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011194, BRTHA3012265, BRTHA3014547, C0L0N2005735, JCMLC2000273, 
KIDNE2004531, LYMPB2002236, NT2RP7019682, NT2RP8001363, NT2RP8003787, 0C 
BBF2003518, OCBBF2004478, 0CBBF2009536, 0CBBF2018618, 0CBBF3004487, OCBB 
F3025475, 0CBBF3028001, PEBLM2005615, PLACE6010936, PLACE7004103, PLACE7 
011559, PLACE7018304, TESTI2018335, TESTI2022323, TESTI2024267, 
TESTI2036822, TESTI4003602, TESTI4004539, TESTI4005399, TESTI4008305, TE 
STI4010544, TESTI4014415, TESTI4021569, TESTI4023096, TESTI4026080, TEST 
14040559, TESTI4049899, THYMU3015647, THYMU3021404, THYMU3023400, THYMU3 
026532, THYMU3030752, THYMU3040172, THYMU3044075, TRACH3003357, 
TRACH3004113, TRACH3004747, TRACH3005699, TRACH3006800, TRACH3009061, TR 
ACH3019370, TRACH3023373, TRACH3031678, TRACH3032150, UTERU3001946, UTER 
U3016273, UTERU3017626 
[0 0 8 4] 

3NB692004045, ADIPS2000069, BRACE2017397, BRACE3013874, BRACE3017253, BR 
ACE3039358, BRAMY2040915, BRAMY3015549, BRAWH3009961, BRAWH3023415, BRAW 
H3049544, BRHIP3017558, BRHIP3025795, BRHIP3036371, BRHIP3036715, BRHIP3 
038735, BRTHA2019726, BRTHA2020400, BRTHA2020721, BRTHA3017791, 
CERVX2000968, FELNG2000720, JCMLC2000273, KIDNE2004531, NT2RP8008057, 0C 
BBF2000831, 0CBBF2004478, 0CBBF2030927, PEBLM2005615, PLACE7006090, SPLE 
N2025012, ST0MA2004663, TESTI2021654, TESTI2052670, TESTI4008305, TESTI4 
022158, TESTI4031173, TESTI4032128, TESTI4037949, TESTI4051424, 
THYMU3002825, THYMU3014173, THYMU3016518, THYMU3020221, THYMU3025118, TH 
YMU3026306, THYMU3026532, THYMU3037772, THYMU3040746, TLUNG2001445, TLUN 
G2001600, TRACH3003357, TRACH3004113, TRACH3004412, TRACH3005274, TRACH3 
005699, TRACH3006800, TRACH3011082, TRACH3011184, TRACH3012659, 
TRACH3015354, TRACH3018261, TRACH3018907, TRACH3019058, TRACH3019621, TR 
ACH3019807, TRACH3020930, TRACH3021023, TRACH3024512, TRACH3026299, TRAC 
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H3028441, TRACH3029670, TRACH3031316, TRACH3034680, TRACH3036103, TRACH3 
037505, TUTER2001433, UTERU3001946, UTERU3010409, UTERU3011398, 
UTERU3015647 

[0 0 8 5] 

— >"T&o /: Q 

BLADE2002310, BLADE2008809, BRACE2047975, BRACE3002344, BRACE3003866, BR 
ACE3004767, BRACE3013418, BRACE3015898, BRACE3017253, BRACE3042046, BRAC 
E3044172, BRACE3045424, BRACE3046491, BRACE3051621, BRACE3052321, BRACE3 
052595, BRAMY3005184, BRAMY3009491, BRAMY3010321, BRAMY3014613, 
BRAMY3015547, BRAMY3017920, BRAWH2012866, BRAWH3009961, BRAWH3017180, BR 
AWH3018063, BRAWH3019026, BRAWH3022431, BRAWH3024186, BRAWH3026349, BRAW 
H3027574, BRAWH3027806, BRAWH3029385, BRAWH3031342, BRAWH3032340, BRAWH3 
035914, BRAWH3037428, BRAWH3044122, BRAWH3047692, BRCAN2000923, 
BRCAN2002892, BRC0C2001355, BRHIP3003306, BRHIP3006294, BRHIP3006786, BR 
HIP3011460, BRHIP3017109, BRHIP3021019, BRHIP3028570, BRHIP3037543, BRHI 
P3041587, BRTHA2026290, BRTHA2027250, BRTHA3014547, BRTHA3020771, BRTHA3 
021708, BRTHA3023403, BRTHA3026916, CTONG2009570, ERLTF2002369, 
FEKID2001001, FEKID2002637, FELNG2001953, KIDNE2010049, LYMPB2002344, Nl 
ESE2000698, NETRP2003448,- NT2RI2004818, NT0NG2008483, 0CBBF3006986, OCBB 
F3021086, 0CBBF3021502, 0CBBF3023175, PUCE5000492, PLACE6000055, PLACE6 
019600, PLACE7009936, PUCE7014247, PLACE7016526, PUAEN2006639, 
SKMUS2008585, SKMUS2009557, SMINT2017964, SPLEN2007689, SYN0V2017179, SY 
NOV4009575, TESTI4002774, TESTI4004695, TESTI4010902, TESTI4012960, TEST 
14013474, TESTI4020342, TESTI4020596, TESTI4021197, TESTI4022158, TESTI4 
028042, TESTI4029731, TESTI4033177, TESTI4036048, TESTI4046073, 
TESTI4047808, TESTI4049786, TESTI4051865, THYMU3013785, THYMU3025683, TH 
YMU3032798, TRACH2024730, TRACH3003037, TRACH3003357, TRACH3005173, TRAC 
H3011538, TRACH3018519, TRACH3020605, TRACH3024020, TRACH3030176, TRACH3 
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031660, TRACH3036750, TRACH3038399, TST0M2001571, UTERU2024042, 
UTERU3001029, UTERU3006720, UTERU3010919, UTERU3021231, UTERU3022168 
[0 0 8 6] 

ASTR02016114, BEAST2000981, BRACE2019348, BRACE3025719, BRACE3026844, BR 
ACE3026947, BRACE3029021, BRACE3034183, BRACE3040239, BRACE3041162, BRAC 
E3047482, BRAMY2041347, BRAMY3000692, BRAMY3007078, BRAMY3011581, BRAMY3 
014027, BRAMY4002575, BRAWH2000256, BRAWH2014053, BRAWH2016209, 
BRAWH3000446, BRAWH3005886, BRAWH3009961, BRAWH3013009, BRAWH3013264, BR 
AWH3015175, BRAWH3015610, BRAWH3017477, BRAWH3021580, BRAWH3022651, BRAW 
H3027533, BRAWH3027880, BRAWH3028796, BRAWH3031342, BRAWH3031710, BRAWH3 
032571, BRAWH3035936, BRAWH3036247, BRAWH3036334, BRAWH3042787, 
BRAWH3044122, BRAWH3046424, BRCAN2021452, BRCOC2012386, BRHIP2027077, BR 
HIP2029663, BRHIP3005037,- BRHIP3007609, BRHIP3017256, BRHIP3019824, BRHI 
P3027651, BRHIP3028246, BRHIP3039592, BRSSN2011843, BRSTN2012069, BRTHA3 
000456, BRTHA3003225, BRTHA3010212, BRTHA3014000, BRTHA3028339, 
CHONS2000797, CT0NG2006235, CT0NG2011801, FCBBF3020030, FEBRA2002260, HC 
ASM2008154, KIDNE2018268, NETRP2003103, NETRP2004017, NT2RI3009480, NTON 
G2003805, NT0NG2008483, 0CBBF2014745, 0CBBF2016928, 0CBBF3001333, 0CBBF3 
008392, 0CBBF3019269, 0CBBF3020263, 0CBBF3022827, 0CBBF3025503, 
0CBBF3026361, PLACE7005169, PLACE7007973, PLACE7009757, PLACE7018512, SM 
INT2014721, SPLEN2012571, SPLEN2036608, T1ESE2000904, TESTI2036822, TEST 
12040377, TESTI4000370, TESTI4000621, TESTI4001679, TESTI4002799, TESTI4 
003796, TESTI4003944, TESTI4005322, TESTI4005470, TESTI4024494, 
TESTI4028182, TESTI4032913, TESTI4039904, TESTI4051054, TESTI4052775, TH 
YMU2008207, THYMU2038199, THYMU3008105, THYMU3012983, THYMU3014372, THYM 
U3021586, THYMU3022434, THYMU3026000, THYMU3030072, THYMU3034671, THYMU3 
037617, THYMU3043200, THYMU3045704, TKIDN2003396, TLIVE2001616, 
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TLUNG2000654, TRACH3002752, TRACH3003037, TRACH3003458, TRACH3004113, TR 
ACH3004412, TRACH3004424, TRACH3005274, TRACH3010079, TRACH3010167, TRAC 
H3015951, TRACH3022109, TRACH3026303, TRACH3028180, TRACH3036750, UTERU2 
037423, UTERU3012293, UTERU3015011, UTERU3016070, UTERU3018172, 
UTERU3022588 

[0 0 8 7] 

BRAWH3041928, BRHIP3000859, BRTHA3018409, THYMU3025642 
[0 0 8 8] 
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BRACE1000475, BRACE2003628, BRACE2012528, BRACE2013132, BRACE2016896, BR 
ACE2035120, BRACE2042541, BRACE2047975, BRACE3002344, BRACE3009392, BRAC 
E3013418, BRACE3015898, BRACE3017253, BRACE3019941, BRACE3024444, BRACE3 
031315, BRACE3031372, BRACE3032537, BRACE3033525, BRACE3034183, 
BRACE3034964, BRACE3039288, BRACE3039454, BRACE3041059, BRACE3042409, BR 
ACE3044172, BRACE3046491, BRACE3049714, BRACE3050270, BRACE3051819, BRAC 
E3052410, BRACE3052595, BRAMY3007078, BRAMY3009491, BRAMY3011581, BRAMY3 
014613, BRAMY4000915, BRAWH2000256, BRAWH2002333, BRAWH2012866, 
BRAWH2014053, BRAWH2016785, BRAWH3009961, BRAWH3010657, BRAWH3013264, BR 
AWH3015175, BRAWH3017180, BRAWH3017259, BRAWH3019026, BRAWH3021724, BRAW 
H3022431, BRAWH3023415, BRAWH3024186, BRAWH3028796, BRAWH3029385, BRAWH3 
029806, BRAWH3032571, BRAWH3033513, BRAWH3034668, BRAWH3034743, 
BRAWH3037979, BRAWH3041556, BRAWH3043295, BRAWH3044122, BRAWH3044985, BR 
AWH3046424, BRAWH3047692, BRAWH3048724, BRAWH3049544, BRCAN2003814, BRCA 
N2006051, BRCAN2015402, BRCAN2021325, BRCOC2001355, BRC0C2006164, BRHIP2 
029663, BRHIP3001481, BRHIP3002000, BRHIP3002114, BRHIP3002141, 
BRHIP3003063, BRHIP3003126, BRHIP3003795, BRHIP3004725, BRHIP3005307, BR 
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HIP3005673, BRHIP3007195, BRHIP3007223, BRHIP30 11082, BRHIP3012289, BRHI 
P3016032, BRHIP3019643, BRHIP3021019, BRHIP3032374, BRHIP3033557, BRHIP3 
035006, BRHIP3037543, BRHIP3038030, BRHIP3041587, BRSSN2004710, 
BRSSN2011843, BRSTN2011961, BRSTN2016918, BRTHA2001304, BRTHA2005448, BR 
THA2026290, BRTHA2026311, BRTHA2027250, BRTHA2030036, BRTHA2033683, BRTH 
A2035743, BRTHA2036295, BRTHA2037247, BRTHA3003736, BRTHA3010135, BRTHA3 
014547, BRTHA3021786, BRTHA3023403, BRTHA3026916, CH0NS2002829, 
C0L0N2004351, CT0NG2010330, CT0NG2020582, CT0NG2026987, FCBBF3001018, FC 
BBF3021191, FEBRA2013570, FEBRA2026582, FEHRT2002708, FEKID2002637, HHDP 
C2008185, HSYRA2004550, KIDNE2004531, KIDNE2010049, LYMPB2002236, NT2RI2 
004818, NT2RI3001967, NT2RP7016508, NT2RP8003490, NT2RP8003787, 
NT2RP8005546, 0CBBF2000831, OCBBF2007039, 0CBBF2024589, OCBBF3001616, 0C 
BBF3004487, OCBBF3021086, OCBBF3023175, OCBBF3025503, 0CBBF3026088, OCBB 
F3026361, PLACE5000492, PLACE6003004, PLACE7003985, PLACE7004103, PLACE7 
004961, PLACE7006090, PLACE7007379, PLACE7008136, PLACE7012111, 
PLACE7014247, PLACE7016526, SKMUS2008585, SKMUS2009557, SMINT2011406, SM 
INT2011509, SYN0V2017179, SYN0V4003174, SYN0V4009139, T1ESE2000609, TIES 
E2002665, TESTI2001364, TESTI2005112, TESTI2007490, TESTI2018335, TESTI2 
021112, TESTI2021654, TESTI2030901, TESTI2037877, TESTI2049062, 
TESTI4000621, TESTI4002774, TESTI4002799, TESTI4003404, TESTI4003565, TE 
STI4003602, TESTI4003703, TESTI4005399, TESTI4007671, TESTI4010544, TEST 
14010721, TESTI4012960, TESTI4017854, TESTI4020342, TESTI4020596, TESTI4 
020819, TESTI4021129, TESTI4021197, TESTI4023096, TESTI4024494, 
TESTI4026080, TESTI4028182, TESTI4031066, TESTI4033177, TESTI4040598, TE 
STI4041482, TESTI4046073, TESTI4047808, TESTI4049786, TESTI4051424, TEST 
14051865, TESTI4052219, THYMU3000390, THYMU3002825, THYMU3014372, THYMU3 
023400, THYMU3025683, THYMU3026306, THYMU3026479, THYMU3031878, 
THYMU3032798, THYMU3034671, THYMU3036953, THYMU3041428, THYMU3047115, TH 
YMU3047891, TRACH2022113, TRACH2024730, TRACH3003037, TRACH3005274, TRAC 
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H3006800, TRACH3009008, TRACH3009061, TRACH3011313, TRACH3016455, TRACH3 
017409, TRACH3018108, TRACH3018261, TRACH3019621, TRACH3021544, 
TRACH3023516, TRACH3024020, TRACH3024081, TRACH3024342, TRACH3024512, TR 
ACH3025316, TRACH3026303, TRACH3026650, TRACH3027229, TRACH3027701, TRAC 
H3029329, TRACH3032150, TRACH3036750, TRACH3038399, TST0M2001571, UTERU2 
024042, UTERU3001946, UTERU3010604, UTERU3010919, UTERU3015299, 
UTERU3017441, UTERU3019708, UTERU3020090, UTERU3022168 
[0 0 8 9] 

mmfrm • mmm&m&nnjj ^ =rv - izmir %> tM^ztifz? u - > & 

~F<D 1 3 — vcfcofco 

BRACE3022303, BRAWH3017260, BRHIP2008756, BRHIP3028570, BRSTN2006638, NT 
2RI2004818, PLACE7009563, PLACE7016526, SMINT2014721, THYMU3025642, THYM 
U3033626, TRACH3029329, UTERU3010919 
[0 0 9 0] 

«#m«iSS & %<F> * t rf U - KJRi" Z> t Wife £ Htz 9 n - J^TW 5 
1 ? n->-tr^o7t:o 

BRACE2046976, BRACE3013874, BRACE3047482, BRACE3051819, BRAMY3015549, BR 
AWH3015175, BRAWH3018548, BRAWH3021580, BRAWH3024186, BRAWH3024506, BRAW 
H3029385, BRAWH3032298, BRAWH3049544, BRHIP3003340, BRHIP3012736, BRHIP3 
036936, BRSTN2016918, BRTHA2020910, BRTHA2025869, BRTHA2031917, 
BRTHA3011361, BRTHA3025073, CT0NG2008989, HSYRA2007338, LYMPB2002458, OC 
BBF3008835, 0CBBF3027969, PEBLM2006298, PLACE7000266, PLACE7004103, PLAC 
E7004961, SMINT2011406, SYN0V4003174, TESTI2006543, TESTI2034913, TESTI4 
001517, TESTI4005653, TESTI4008305, TESTI4041049, TESTI4051424, 
TESTI4051865, THYMU3020221, THYMU3038158, TLUNG2000654, TRACH3002890, TR 
ACH3006379, TRACH3012460, TRACH3018524, TRACH3020769, TRACH3028837, UTER 
U3011837 

[0 0 9 1 ] 

mm e % • RNA^raii^ a % <r> *> -r^v-izm-r&t mm z n/z ? o - > & 
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, ]>XT<D2 9 ^n->-cabo7to 

BRACE2016896, BRACE3032537, BRACE3034183, BRACE3039288, BRAWH3013264, BR 
AWH3032571, BRC0C2006164, BRHIP3004725, BRSSN2011843, BRTHA2026290, BRTH 
A3003736, BRTHA3014547, NT2RP7016508, NT2RP8005546, 0CBBF3004487, 0CBBF3 
021086, 0CBBF3026361, PLACE5000492, TESTI4000621, TESTI4002799, 
TESTI4010721, TESTI4012960, THYMU3014372, THYMU3033626, THYMU3041428, TR 
ACH3017409, TRACH3029462, UTERU3010919, UTERU3019708 
[0 0 9 2] 

mro 5 o ^ n->-e^o7ti 0 

BRACE3033525, BRACE3041059, BRAMY4001652, BRAWH3010657, BRAWH3013264, BR 
AWH3034668, BRAWH3036247, BRAWH3037428, BRAWH3037979, BRCAN2000923, BRCA 
N2002892, BRCAN2006051, BRCAN2021325, BRCAN2021718, BRHIP2029663, BRHIP3 
002000, BRHIP3003126, BRHIP3007223, BRHIP3011082, BRSTN2010089, 
BRTHA2036295, BRTHA3012265, CH0NS2002829, D90ST2004417, HHDPC2008185, NE 
TRP2003448, OCBBF2007039, 0CBBF3021086, PLACE6003004, PLACE6010925, PLAC 
E7006498, PLACE7007379, PLACE7012111, PLACE7016526, TESTI2023903, TESTI2 
036285, TESTI4003602, TESTI4012960, TESTI4014415, TESTI4030864, 
TESTI4051865, THYMU3036953, THYMU3047891, TRACH3004113, TRACH3006800, TR 
ACH3009061, TRACH3021544, TRACH3026650, UTERU3001946, UTERU3012414 
[0 0 9 3] 

ffiM^IIgfo * f- =n; - KJR-T & tm^titz 9 n - > ti, J^JLT^ 4 

BRHIP3027191, SYNOV4009575, TESTI2023903, TRACH3029462 
[0 0 9 4] 

1 n — y~C $) ~? fzo 
CH0NS2000797 

[0 0 9 5] 
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DNA • RNAfif^SSK^^-r -HiR-f* fc*£5£S*ifc * n- >ti, J^T<0 1 
8 5 t7U — yQtbr>tzo 

ASTR02016114, BEAST2000981, BRACE2012625, BRACE2016896, BRACE2019348, BR 
ACE3019941, BRACE3025719, BRACE3026844, BRACE3026947, BRACE3029021, BRAC 
E3031743, BRACE3032537, BRACE3034183, BRACE3039288, BRACE3040239, BRACE3 
041162, BRACE3047482, BRACE3050270, BRALZ2013621, BRAMY2041347, 
BRAMY3000692, BRAMY3007078, BRAMY3011581, BRAMY3014027, BRAMY4002575, BR 
AWH2000256, BRAWH2014053, BRAWH2016209, BRAWH3000446, BRAWH3005886, BRAW 
H3009961, BRAWH3011623, BRAWH3013009, BRAWH3013264, BRAWH3015175, BRAWH3 
015610, BRAWH3017477, BRAWH3021580, BRAWH3022651, BRAWH3027533, 
BRAWH3027607, BRAWH3027880, BRAWH3028796, BRAWH3031342, BRAWH3031710, BR 
AWH3032571, BRAWH3035403, BRAWH3035936, BRAWH3036247, BRAWH3036334, BRAW 
H3038055, BRAWH3042787, BRAWH3044122, BRCAN2020331, BRCAN2021452, BRC0C2 
006164, BRC0C2012386, BRHIP2027077, BRHIP2029663, BRHIP3002141, 
BRHIP3004725, BRHIP3005037, BRHIP3007609, BRHIP3017256, BRHIP3019824, BR 
HIP3027651, BRHIP3028246, BRHIP3039592, BRSSN2011843, BRSTN2012069, BRTH 
A2026290, BRTHA2037247, BRTHA3000456, BRTHA3003225, BRTHA3003736, BRTHA3 
010212, BRTHA3014000, BRTHA3014547, BRTHA3028339, CH0NS2000797, 
CT0NG2003517, CT0NG2006235, CT0NG2011801, CT0NG2026987, D90ST2003106, FC 
BBF3020030, FEBRA2002260, FEBRA2028457, FEHRT2002708, HCASM2008154, KIDN 
E2018268, NETRP2003103, NETRP2004017, NT2RI3009480, NT2RP7016508, NT2RP8 
005546, NTONG2003805, NTONG2008483, 0CBBF2014745, 0CBBF2016928, 
0CBBF3001333, 0CBBF3001616, 0CBBF3004487, 0CBBF3008392, 0CBBF3019269, 0C 
BBF3020263, 0CBBF3021086, 0CBBF3021361, 0CBBF3022827, 0CBBF3025503, OCBB 
F3026361, PLACE5000492, PLACE7004103, PLACE7005169, PLACE7007973, PLACE7 
008136, PLACE7009757, PLACE7018512, PR0ST2002078, SMINT2011509, 
SMINT2014721, SPLEN2012571, SPLEN2036608, T1ESE2000609, T1ESE2000904, TE 
STI2036822, TESTI2040377, TESTI4000370, TESTI4000621, TESTI4001679, TEST 
14002799, TESTI4003796, TESTI4003944, TESTI4005322, TESTI4005470, TESTI4 
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012960, TESTI4024494, TESTI4028182, TESTI4032913, TESTI4039904, 
TESTI4051054, TESTI4052775, THYMU2008207, THYMU2038199, THYMU3008105, TH 
YMU3012983, THYMU3014372, THYMU3021586, THYMU3022434, THYMU3023400, THYM 
U3026000, THYMU3030072, THYMU3037617, THYMU3040829, THYMU3041428, THYMU3 
043200, THYMU3045704, TKIDN2003396, TLIVE2001616, TLUNG2000654, 
TRACH3002752, TRACH3003037, TRACH3003458, TRACH3004113, TRACH3004412, TR 
ACH3004424, TRACH3005274, TRACH3010079, TRACH3010167, TRACH3015951, TRAC 
H3017409, TRACH3021778, TRACH3022109, TRACH3026303, TRACH3028180, TRACH3 
036750, UTERU2037423, UTERU3012293, UTERU3015011, UTERU3016070, UTERU301 
9708, UTERU3020090, UTERU3022168, UTERU3022588, UTERU3023141 
[0 0 9 6] 

atp • gtpis^sk^^x^'; -tzm-fz tm^ztifz? n-xt vxtcda 

1 ^n->t^of: 0 

BRACE3042409, BRAWH2002333, BRAWH2014053, BRAWH3015175, BRAWH3029385, BR 
AWH3029806, BRAWH3034743, BRAWH3037428, BRAWH3047692, BRCAN2000923, BRCA 
N2002892, BRCAN2022126, BRC0C2001355, BRC0C2006164, BRHIP3007195, BRSSN2 
004710, BRTHA2026290, BRTHA2033683, BRTHA3026916, CTONG2020582, 
HSYRA2004550, NETRP2003448, PLACE6019600, PLACE7004961, PLACE7006498, PL 
ACE7016526, SMINT2011406, TESTI4010544, TESTI4014415, TESTI4028182, TEST 
14029731, TESTI4040559, TESTI4041482, TESTI4052219, THYMU3013785, THYMU3 
047115, TRACH2024730, TRACH3024081, TRACH3029329, TRACH3031660, 
UTERU3012414 

[0 0 9 7] 

J^TCOI 7 2^n->[:o^tli, Pfam-CH-7 5 fitfr 

^tzi><Dco^ ±f£<7)^-f tico^r-rf'J -Kmir^^Mh^-V^^^ n->t?*o 

j: t) mm Km® $ ti, ±u<D ij t =f »; - £ z>mm&$> & 0 

BLADE2001031, BRACE2010336, BRACE2013009, BRACE2017872, BRACE2023744, BR 
ACE2034434, BRACE3001973, BRACE3002756, BRACE3005903, BRACE3014523, BRAC 



tttf£#2 004-3059661 



iffSI 2003-102207 



131/ 



E3019570, BRACE3022340, BRACE3026345, BRACE3036283, BRACE3040644, BRACE3 
043597, BRACE3046466, BRACE3048615, BRALZ2010842, BRAMY2031516, 
BRAMY2041384, BRAMY3002886, BRAMY3011501, BRAMY3015086, BRAMY3018754, BR 
AMY4000962, BRAWH2011796, BRAWH2016223, BRAWH3001783, BRAWH3003573, BRAW 
H3008167, BRAWH3011331, BRAWH3011577, BRAWH3014609, BRAWH3021574, BRAWH3 
022347, BRAWH3022719, BRAWH3024231, BRAWH3026938, BRAWH3027440, 
BRAWH3030772, BRAWH3030910, BRAWH3033448, BRAWH3034775, BRAWH3038252, BR 
AWH3038324, BRAWH3038827, BRAWH3042438, BRAWH3042568, BRAWH3044151, BRAW 
H3045118, BRAWH3048374, BRCAN2010665, BRCAN2019907, BRCAN2020234, BRCAN2 
025093, BRC0C2006639, BRHIP2013958, BRHIP2026346, BRHIP2027563, 
BRHIP3001878, BRHIP3004710, BRHIP3005142, BRHIP3005231, BRHIP3006449, BR 
HIP3007424, BRHIP3009753, BRHIP3010289, BRHIP3020733, BRHIP3029409, BRHI 
P3030230, BRHIP3033734, BRSSN2015497, BRTHA2038345, BRTHA3011187, BRTHA3 
021971, BRTHA3026161, BRTHA3027171, BRTHA3027638, CH0NS2001287, 
CHONS2001834, DFNES2011221, ERLTF2002178, FCBBF3012443, FCBBF3024911, FC 
BBF5000384, FEBRA2000805, FEBRA2023498, FEKID2002493, HCH0N2009766, JCML 
C2002751, KIDNE2015987, NT2RI3001573, NT2RI3005923, NT2RI3009524, NT2RP7 
007387, NT2RP7020343, NT2RP8000633, NT2RP8001604, NT2RP8006452, 
NT2RP8007920, NT2RP8009119, 0CBBF3001202, 0CBBF3005330, 0CBBF3023913, 0C 
BBF3026979, PEBLM2001803, PLACE6001933, PLACE7002303, PUAEN2000594, PUAE 
N2000684, SMINT2010753, SPLEN2022785, SPLEN2028417, SYNOV2003326, TBAES2 
003917, TBAES2007428, TES0P2002005, TESTI2005564, TESTI2009739, 
TESTI2011020, TESTI2018867, TESTI2049041, TESTI4001569, TESTI4002141, TE 
STI4002868, TESTI4004031, TESTI4007965, TESTI4011926, TESTI4013742, TEST 
14024294, TESTI4035898, TESTI4039451, TESTI4041984, TESTI4043166, TESTI4 
046873, TESTI4047328, TESTI4047569, TESTI4051015, TESTI4052598, 
THYMU3003007, THYMU3012402, THYMU3015042, THYMU3015571, THYMU3017761, TH 
YMU3019476, THYMU3021755, THYMU3033649, THYMU3040126, THYMU3046360, TKID 
N2011051, TKIDN2011160, TLIVE2007736, TRACH3007689, TRACH3012106, TRACH3 
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015346, TRACH3016805, TRACH3018606, TRACH3022296, TRACH3022758, 
TRACH3023203, TRACH3028855, TRACH3030855, TRACH3032570, UTERU2016669, UT 
ERU3001394, UTERU3009775, UTERU3011558, UTERU3011579, UTERU3017995, UTER 
U3018255, UTERU3021850 
[0 0 9 8] 

co & \z m -r z> t> 1 1 -en & v * tz tb , v > -? ti -cf m $ ti $it £ # t- =r - u & & ^ -t- 

& PTt£1£7$ ? & £ o £ - ft «b KPf am-C My h T- 9 rt» o £5$ 0 O * o - 

»; - 5Hrc # * pit £ o 

[0 0 9 9] 
[0100] 

|The Practical Approach SeriesJ (IRL PRESStt)<7> Hon ChannelsJ (R.H.A 
shleyil, 1995), 

[Growth FactorsJ (I. McKay, I.LeighH, 1993), FExtracel lular MatrixJ 
(M.A.Haralson, J.R. Hassellil, 1995) 

l~The Practical Approach SeriesJ (IRL PRESStt)c9 TGlycobiologyJ (M.Fuk 
uda, A.KobataH, 1993), 
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TMethod in Molecular BiologyJ (Humana Presstt) v 'J — X<7) fGlycoprotei 
n Analysis in BiomedicineJ (El izabeth F. Hounsel lUS, 1993), 

[The Practical Approach SeriesJ (IRL PRESStt)^ [Signal Transduction 
J (G.Milliganif, 1992), 

[Protein Phosphoryl at ionj (D. G. HardieU, 1993), itzll [Method in Mol 
ecular BiologyJ (Humana Presstt) v V — X<7) [Signal Transduction Protocol 
sj (David A. Kendall, Stephen J.HilliiL 1995), 

|~The Practical Approach SeriesJ (IRL PRESStt) <£> [Gene Transcription] 
(B.D.Hames, S. J. HigginsH, 1993), 

[Transcription FactorsJ (D. S. LatchmanM, 1993), 

mm • ftwiwases : 

|~The Practical Approach SeriesJ (IRL PRESStt)^ [Enzyme AssaysJ (ROBE 
RT EISENTHAL and MICHAEL J. DANSONH, 1992), 

[The Practical Approach SeriesJ (IRL PRESStt) <D [Cell Growth, Differe 
ntiation and SenescenceJ (GEORGE STUDZINSKIfl, 2000), 

Plhe Practical Approach SeriesJ (IRL PRESStt)<7> [Cytoskeleton: Signal 
ling and Cell Regulation] (KERMIT L. CARRAWAY and CAR0LIE A. CAROTHERS C 
ARRAWAYH, 2000), 

TMethod in Molecular BiologyJ (Humana Presstt) v V — [Cytoskeleto 
n Methods and Protocols] (Gavin, Ray H. li, 2000), 

|The Practical Approach SeriesJ (IRL PRESStt)<7) [Nuclear Receptors] ( 
DIDIER PICAM, 1999), 

[RNA Processing] (STEPHEN J. HIGGINS and B. DAVID HAMESH, 1994), 
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TThe Practical Approach SeriesJ (IRL PRESStt)^ [Membrane Transport] 
(STEPHEN A. BALDWINiffi, 2000), 

[Method in Molecular Biology] (Humana Presstt) v 'J — X<D [Protein Syn 
thesis Methods and Protocols] (Martin, Robing, 1998), 

TMethod in Molecular BiologyJ (Humana Presstt) v 'J —Xo [DNA Repair 
ProtocolsJ (Henderson, Daryl S. , 1999), 

[Chaperonin ProtocolsJ (Schneider, Christinell, 2000), 

• $MtwasaK : 

TMethod in Molecular BiologyJ (Humana Presstt) v V —X<D [Development 
al Biology ProtocolsJ (ROBERT EISENTHAL and MICHAEL J. DANS0NH, 1992), 
DNA • RNAfg^SSK I 

TMethod in Molecular BiologyJ (Humana Presstt) v '1 ~-X<D [DNA-Protein 
Interactions Principles and ProtocolsJ (Kneale, G. Geoffflk 1994), 

[RNA-Protein Interaction ProtocolsJ (Haynes, Susan R.H, 1999), 
ATP • GTPl^-n m&R : 

[Method in Molecular BiologyJ (Humana Presstt) v V — X<7) [Signal Tran 
sduction ProtocolsJ (David A. Kendall, Stephen J.HillH, 1995) 
d^Lf>J^JL^<7)#-^Hov*T(i, Methods in Enzymo logy (Academic Press) 

m L tie R <7)f£14 *##rt & - ^-e § * o 

[0101] 

2>tmfc2titz?u->£ii, ttmteAkm<0&&. t9 hr-»-?4nc growth fa 
ctor, cytokine, hormone, signal, transmembrane, membrane, extracellular 
matrix, receptor, G-protein coupled receptor, ionic channel, voltage-gat 
ed channel, calcium channel, cell adhesion, collagen, connective tissue 

&m - mm a « t mm $ *L&gE«w** o £ , & l < (2psort t sosui * m 
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;ffi|Il : ?-&.^<!:#iiFJj£tl<5> J: -9 &#flx_(£7 transmembrane receptor, Pancreatic h 
ormone peptides, Ion transport protein, Fibroblast growth factor^O 

[0 10 2] 

tft^Ott*, ff-^i: glycoprotein qs, fg£3KM3£3ff £££3 
fi&ffiflWbofc, &&v>(iPfamt;: <fc & K*>f ^I&^OIS*, 

Hte^g^fc£?GlycobiologyK|!|fc& t » $ «t 9 =Sr^x.tfImmuno 
globulin domain, Glycosyl transferases group lf(OKM>, ^6 -f- — "7 7& ? ab 

[0 10 3] 

y ^ ;W55iMiIS 6 * x rf >; - tc«-r * }f 5e 3 *t£ * n - y t (i, ffl 
lejtt^^cofp;^ t 7 hf'-^'t't- serine/threonine-protein kinase, tyrosi 
ne-protein kinase, SH3 domain, SH2 domain^, 1/ -f- MiMT^^M^'M. £M 
JeSft&ififfe^&o*:, $>2> v>tiPfamH<fc & >f >> 7 * 

>mmm. uav ^SHta^ sh2k^>> smaii g*w^»&^ 

<h}t$!l£tL.5> J: ^ &MxJiTiukaryotic protein kinase domain, Protein phosph 
atase 2C, Ras family^O -t-f-- 7tf$>^ tz 5 n - >-e&& 0 

[0 10 4] 

a ® o -f =r »; - k jr -r & £ *se 3 *t ^ * n - > t a , *b iwj 

cofg^ by h7- ^ ^f 3 transcription regulation, zinc finger, homeobox 

h =fc -9 &0!|x.tfbZIP transcription factor, Zinc finger, C2H2 type^O 
[0 10 5] 

££IK3£ 6 * -r a"; - tcJR-t * t *56 $ *tfe ^ o - > t (i, fflEltelfc* 
<7)$£^ by hr*— ^«t>JC disease mutation, syndrome ^> a&f&MSlSS® £ 
tfl5e$*L*SB|R***o>t:, **v*(±^iaaiE?iJtC*ti-*Swiss-Prot, nr. RefS 
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eqty hf-^^ W&-$h\z h Ost^^M^T"- M-^tl) ^Online M 
endelian Inheritance in Man (OMIM) (http://www. ncbi. nlm. nih. gov/Omim/) \Z 
SiS^tiTv^afE^geS-e^o^. PfamK«fc& >f 7 

WJ? Ltz*)~t2>£ WSH £ Z 7 %M x. ffWi lm' s tumour protein, von 
Hippel-Lindau disease tumor suppressor proteinic ■i >\ ^^—Vi^ 
h-otz? n — 

[0 10 6] 

tt^^^fn^N ^ ^ h 7* — ? ^ 1 1 metabolism, oxidoreductase, E.C.No. (Enzym 
e commission number)^, W-^ • ftWtMiSSSI? <!:}f^£ *i£fili!c;$ ? £>o fc, & 

Mmm% £ 'tMMZtlZ «fc d &$Jx_(£Aldehyde dehydrogenase family, Chitin 
synthase, Glucose-6-phosphate dehydrogenase^ <7) K ^ 4 ^^-—'Jif'foi 

[0 10 7] 

tll^Itt^^^ln^N cell division, cell cycle, mitosis, chromosomal protei 
n, cell growth, apoptosis^ B1&fr& ■ WBIMitSeK tl&Umtf 
abofc, fc&v>(iPfamK:<fc & K*>f -9->f ? U lffll& 

JtHiHWW^ y*?M%£tMM2tl2> <fc 9 ^flx-ffCyclin, Cell division prot 
ein^co >f tf-7^o/:^n->^^ 0 
[0 10 8] 

ffiJIf^lliai^ * x rfU - JCJR-r * i: }f te $ *i£ * n - > <h t± x fflisitt 
^^^Ib^> £ > h t* — 9 '-j 3 structural protein, cytoskeleton, actin-bind 
ing, microtublesH, jffla&#»MiISeKi:*Sfe$*L*|E*7&**ofe > £&v>(i 
Pfam^ct&K^^ 7^^<7)f§^, 7?"f->, Jr^>v> > 7 

f-yta £'£M : 3A^ tl& <£ O &#!]x.{£Actin, Fibronectin type I domain, Kinesi 
n motor domain^co Y * >f >\ ^^—yftfr-otz? n — >-e&<2> 0 
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[0 10 9] 

(i. +i[BH4^^<7)|§^:, by h-r-^4» ^nuclear protein, RNA splicing, RNA 
processing, RNAhelicase, polyadenylat ion^, • RNA£-fi£K|jSlIfi 

xy9^y>^lf, RNA£-J&@llt, ^';*--lffc^fc«?M$*i& idfcfll 
xJ^Hepatitis C virus RNA dependent RNA polymerase, DEAD/DEAH box helica 

[0 110] 

> +I|5|t41^^< 7 )|p^:> t: y Y x— ^ ^^translation regulation, protein bios 
ynthesis, amino-acid biosynthesis, ribosomal protein, protein transport, 
signal recognition particle^, SSR^J* • !&a£M*£eKfc«5£3*L*IB 

Ribosomal protein^ £t&M £ <t O 
^i^ilx. ^Translation initiation factor SUI1, Ubiquitin family, Ribosomal 
protein L16^0 >f >> -t^- 7 j&**o fc* n 
[0 111] 

«wriises^*f -tzm-fz tmfcztitz?u->ti^ mm®. 

®M<Olfc^ M-j h 7*- ^ 4» Hheat shock, DNA repair, DNA damaged, *fflJ&|5£ 
1iPW$iSSRfc«5£$*i*fB*a f *ort:, *Sv>(iPfamK«fc& K*>f 

xJ£Hsp90 protein, DNA mismatch repair proteinic) > N ^- — "7 

[0 1 12] 

f&£ • 5MfcM£g6«<a#r:*';-KJR-*-* * n - > U\ ffl|fi| 

! m$M<n i fe^ V T— 9 developmental protein^, • fritW&M 

&ntMfcZti2>Um.tf$>'otz, &&WiPfamK«fc£ K> >f ^-7*M?<7) 
IS*. M^JKMa^ V^SffciffcatiMSfr* J: i ^0!lx.{iTloricaula / Lea 
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fy proteinic K> >f -t-f-- ~7 irh o ^ n - >-C£>& 0 
[0 113] 

DNA • RNA^pIn agW^T^-Cini: $ tifc * n - > t \t , ffl 1*114 
f£f?<7)££;^ - y hf-^cfi HDNA-binding, RNA-binding^ £ lEIR*** o fc, ab 
&i^(±Pfamt::«fc& >f 7lfc5fcOiHf*, I^Bi 1 ^ DNA 'J (i 

Da6<h L tzVHh • RNAMjSH^f^ Zinc-f ingerH9>l* :"<*«$rirfc*aiS*i* 
<£ "5 (^Transcript ion factor WhiB, B-box zinc finger, tRNA synthetas 

es class I (0^<7>K^>. -t-f-- 7^£>o * n - >-Cab& 0 
[0 114] 

atp • Gw&&m&w<D*T=fi)-i,zm'$-2>bmte2tifz?u-> tu^ mmn 

^m<D^Wz, h -r- 9 fp KATP-binding, GTP-binding^ t f&Li>*$> o fc, 
&v>(iPfamHJ:£ >f >> ^tfc^Ojg*, ATPasel££(2 LfcATP 

• GTPRSilSlltiu G * > * % & tt MM 2ti2>£7%mx. t*El-E2 ATPase, Ra 
s fami ly^O K*>T €f -7^of:^n->t^^ 0 
[0 115] 

. !3imMjtSeK«rl&aL-C»f>tL^*©«fii#«:fflv^-c, kiltie 
[0 116] 

««^^oiag(;ot^^ OMIM^fUffl KTHHT*-* fc, # 
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# • BB*t ■ mm • f^LU • feYrmnnmm^m m^m^m^mi voi.17, no 

.3, (1999)^, 31f5 : T-|S^Vol.3,No.2(1999)^$lx J g-$nrv^ 0 #!}xJ2\ 

m^mf&t, »s^3H-^v';-x r^o»^j (i&ir©*, 1992) 

[0 117] 

(1) secretion protein 

(2) membrane protein 

(3) channel 

(4) extracellular matrix 

[0 118] 

1) Secretion protein 

*604667, *104760. *176860. *139320, *1 18910, *151675. *107400, *604029, 

#200100, *177061, *600946, *601693, *139250, *176880. *600998, *603850, 

*605083, *147572, *179513, *606055, *604028, *125950, *157147. *246700, 
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♦602926. *600560, *60242K ♦603215. 185860, *600174, *179512, *109270, * 

179511. *179510, *179509, *601146, *604710, *177020, *138120, ♦170280, * 

600626, *164160, ♦168470, ♦154545. *603831, ♦601652. ♦104311, *601489, * 
603062. * 102720 
[0 1191 

2) Membrane protein (MSSR) 

Z co*-t7- vx^Mztifzmmtmm^frzmm^i* 1 8 7 3j£ii£;ft-T£*) 

♦130500. *605704, *305360, * 153330, *109270, *173610, *170995, *120920, 

♦170993, *309060, *104776. ♦602333. *605703, ♦602690. ♦605943. *159430, 

♦600897. ♦606867. *133090, ^601 178. ♦602413. *602003, *604405, ♦605940, 

♦603237. *109280. *606958, *600378, *606959, *602173, *107776, ♦602334, 

♦125305. *602335, *309845, ^601 134, ♦605731, *606795, *18588K *607178, 

♦603177. *154045, *603214, ♦603718. *606909, *600594. ♦603241. ♦606629, 
♦603657, ^600182 
[0 12 0] 

3) Channel (Iiaf(7)^ 

C(7)dr-7- K^^$^^^B^M^^*^«feT-(i4 4 9&mZtl-C&*), 
^(Dn-h(Db Oatfe^-ti^TOOMIM^^ ^>0 0 

♦176266, ^600724. ^605427. + 182390. ♦123825. ♦114208, ♦114206, + 114205, 

♦176267, ^600053, ♦601784, ♦603749. ♦182392. ^600937. ♦603415. ^114204. 

♦114209. ^114207. ^607370. ♦604528, ^604527. ♦601011. ^600760. ^192500. 

♦118425. ^600228. ^600359. ♦176261. ♦602235. ^600761. ^182389. ^300008. 

♦600877. ^605692. ♦SOOSSS. ^602232. ^603537. ♦182391. ♦176263. ^602343. 

♦601328. ♦605874. ♦604385. ^603939. ^602208. ♦601534. *601958, ^603220. 
♦600504. ^607368 
[0121] 

4) Extracellular matrix 
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f<7)H<7)5 0ilf5?-(iJ^T^0MIM#-^^^o 0 

*605912, *602201, *603479, *604633, *601418, *601548, *115437, *154870, 

*120361, *602285, *600754, *602262, *134797, *602261, *603320, *603321, 

*604871, *604629, *601807, #154700, *128239, *600310, *605470, *185250, 

*178990, *603767, *120360, *185261, *116935, *607056, *253700, *190180, 

*600985, *188826, *193300, *276901, *308700, *120150, *602109, *120324, 

*600514, #177170, #247100, #116920, #200610, *605127, *601313, *601652, 
*120180, *154790 

- t> omimo^^ cfflv^itiao xm& t^m&tfr&^t &x § & 0 

[0 12 2] 
[0 12 3] 

m.Mmm%tfe&*)Z>(m%km¥ voi.17, no.s, 98o-ios6 (1999), m&-%m$£. 

f ail^SUt rDNA-?^nTW t*frPCR&J (^iltt, 2000)) o - 

? v > o tz mm^mm k , ?&mlx^z> mm^Mmmm z^y^^-t-zm 

, B0QYMP tm$n&r- ?^<-Xli, ffi.*%mM • #ffijfe?>cDNA7^ ^7 U 

9 - mzxmm^ £ 5Hg t -c , # * 9 * * - $ * n - ynm&z Jt« 

C £ &c<£ otlfeT-WMiMfi^llt^^ (http://bodymap. ims.u-tok 
yo. ac. jp/) o 

[0 12 4] 
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v > &w h & & mitt a. m& ^mmLtz t^z.& 0 

[0 12 5] 

&&&ttVWWhfrKts:^iz 1 9 5 6 ^n->tcov>T. aT^f-^-^ 

^fflv^r, ^o^s^^^wiSi-^it^ *ii^L^ mmms. rinsii 

icotciott^^MJtfll^J #flS) o *W%<r)mffi\zm^tzr-9^-*k±, 1, 
4 0 2, 0 7 0®O^n->(7)ia^@^iJ^T-'-^^_^^Lf c ^o-^^)»9, ftftff 
-Wei: Ulif^f-^^-^t^^o ^<7)7"-^^-7,^f#)^L-Cv^@e^iJ 

o 

[0 12 6] 

^: k £ c7) r*- * ^ - x \z & h & 9 n - y <r>^3SkWM £ . ^Mftn^m ^W&M 
7. $ - izm-fZ ? n - ^ »; -teKfctf Lm&ik-fZ c^Ciot 

cdna^ aii^iffl^ k is tt & > & £ i&mj-^m 
mmmm^mzo 

[0 12 7] 

• mmm-c^mm^itm^n^ Ltz 0 -t^^-^e o o wjkocdna? n- > 
mm^mit^m&^&mttx&zzttfTFZtifzo j»^tk£*l&^2 
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[0 12 8] 

Jfij&»k5Mfc^*8fc#ifflll& (Molecular Medicine 38. 642-648. (2001)) (DWtiQlZ 

Mai-t * just ii > #ft» k His l \z m -t h mm^x 

[0 12 9] 

CD34+tt) X-<D§£mmmti£%iLX* CD34+*ffl]&£i&#*fflJ!&7MtHT- (Molecula 
r Medicine 38. 642-648. (2001)) XfamLtzffll&XWm*tztt1$.&i-&i&fz : F 

z , mmmmm^ l r»*f l , mm l £«, cd34+«<7>rna^ ^amr l 

7^77')- (CD34C) , CD34+«^m#lfflm5>^H^MSL/iMORNA^ 
^^iL/:7-f77 'J- (D30ST, D60ST£ 7t(±D90ST) <£>cDNA£##r LTJtic L 

feiis* (it2) . w#-ciia^bo*-6a^?-timToi 2 ?n->-e&o£ 0 

BRAWH3018063, BRHIP3020046, BRSSN2013696, BRSTN2012069, BRTHA2027229, D9 
OST2003106, D90ST2003989, D90ST2004417, 0CBBF2016928, TESTI4005653, TEST 
14013474, THYMU3032798 

[0 13 0] 

W*i^*£«*NT2£7Mtlf * ( P*/ >«(RA)3H«:4 fc(±RA5|flJ»mS ^ 

tcifjaia^^ijM) Lx^mmtir&mittzmmLtzo ^it^nmm^^ 

(07^7 7')- (NT2RM) tMllii!!!iL^i)ia0 7>f 77 'J - (NT2RP, NT2R 
l££fiNT2NE) <7>cDNA*fl¥*fL"CJttfi!L^* (^3) , m^X^m.^t<0$>^> 
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jlfr?-{±J^T<7) 1 0 2 ^n-f-Cfcofco 

BLADE2004849, BRACE2003628, BRACE2012528, BRAMY2023939, BRAMY2031516, BR 
AMY4002628, BRAWH3010461, BRAWH3017259, BRAWH3018063, BRAWH3022651, BRAW 
H3024186, BRCAN2019653, BRCAN2022126, BRC0C2012386, BRHIP3002000, BRHIP3 
007223, BRHIP3021019, BRSTN2011961, BRSTN2012069, BRTHA2033155, 
BRTHA3010212, BRTHA3011194, BRTHA3011265, BRTHA3017791, BRTHA3021971, CH 
0NS2002829, CT0NG2006235, FCBBF3012443, FEBRA2026582, LIVER2008465, NT2N 
E2011107, NT2NE2016041, NT2RI2004818, NT2RI2009233, NT2RI2010795, NT2RI2 
015533, NT2RI2023671, NT2RI2028537, NT2RI3001573, NT2RI3001967, 
NT2RI3005861, NT2RI3005923, NT2RI3007095, NT2RI3008179, NT2RI3009480, NT 
2RI3009524, NT2RP7003439, NT2RP7007387, NT2RP7014178, NT2RP7014778, NT2R 
P7016508, NT2RP7017139, NT2RP7019682, NT2RP7020343, NT2RP8000633, NT2RP8 
001363, NT2RP8001407, NT2RP8001584, NT2RP8001604, NT2RP8001605, 
NT2RP8003490, NT2RP8003657, NT2RP8003787, NT2RP8005546, NT2RP8006452, NT 
2RP8006521, NT2RP8007416, NT2RP8007503, NT2RP8007920, NT2RP8008057, NT2R 
P8009119, NT2RP8009248, NT0NG2008483, 0CBBF2003518, 0CBBF3001333, 0CBBF3 
004908, PLACE7004103, PR0ST2017910, SMINT2009292, SPLEN2012571, 
T1ESE2000904, TESTI4002072, TESTI4002774, TESTI4002799, TESTI4005653, TE 
STI4007965, TESTI4012960, TESTI4018436, THYMU3001776, THYMU3002887, THYM 
U3029795, THYMU3041428, THYMU3047115, TRACH3003872, TRACH3004424, TRACH3 
006717, TRACH3007625, TRACH3009008, TRACH3016805, TRACH3016885, 
TRACH3026303, UTERU2016669 

[0131] 

mt%z>mn&&<7>fc&~?$>t), m^-t turner ^i>^mm-r^o ^<o%m.^ 
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t^JLbti&o Tfry^4-?-&%<7)3zm&W&%:<7)7-( 7*7')- (BRAL 
Z, BRASW) fc, IE#^a^S*^7-f 77 - (BRAWH) OcDNA*»*f LTJt 
«Lfc*S* (^4) . mm-e3£$Lmk<7)&2>Mittl*&T(D2 9 8 ^n->t?* 

O /Co 

ASTR02016114, BRACE2002392, BRACE2012528, BRACE3004371, BRACE3004767, BR 
ACE3022340, BRACE3031185, BRACE3031743, BRACE3032385, BRACE3032631, BRAC 
E3039358, BRACE3040863, BRACE3042432, BRACE3045981, BRALZ2003119, BRALZ2 
007661, BRALZ2008930, BRALZ2010842, BRALZ2011337, BRALZ2013621, 
BRALZ2013690, BRALZ2014054, BRAMY2031516, BRAMY3002329, BRAMY3004126, BR 
AMY3005912, BRAMY3008436, BRAWH2000256, BRAWH2002333, BRAWH2004078, BRAW 
H2010364, BRAWH2010619, BRAWH2011796, BRAWH2011812, BRAWH2011958, BRAWH2 
012054, BRAWH2012866, BRAWH2013955, BRAWH2014053, BRAWH2016209, 
BRAWH2016223, BRAWH2016305, BRAWH2016514, BRAWH2016562, BRAWH2016785, BR 
AWH3000446, BRAWH3000884, BRAWH3001053, BRAWH3001638, BRAWH3001783, BRAW 
H3001833, BRAWH3003244, BRAWH3003573, BRAWH3003975, BRAWH3004335, BRAWH3 
004350, BRAWH3005037, BRAWH3005886, BRAWH3005892, BRAWH3005896, 
BRAWH3008167, BRAWH3008559, BRAWH3008867, BRAWH3009961, BRAWH3010461, BR 
AWH3010602, BRAWH3010657, BRAWH3010726, BRAWH3010833, BRAWH3011101, BRAW 
H3011331, BRAWH3011402, BRAWH3011577, BRAWH3011623, BRAWH3011685, BRAWH3 
011907, BRAWH3011929, BRAWH3012005, BRAWH3012662, BRAWH3012779, 
BRAWH3013009, BRAWH3013049, BRAWH3013264, BRAWH3013508, BRAWH3014609, BR 
AWH3014639, BRAWH3015017, BRAWH3015175, BRAWH3015610, BRAWH3015825, BRAW 
H3016123, BRAWH3016715, BRAWH3017180, BRAWH3017259, BRAWH3017260, BRAWH3 
017477, BRAWH3017980, BRAWH3018063, BRAWH3018369, BRAWH3018548, 
BRAWH3018969, BRAWH3019026, BRAWH3019529, BRAWH3019594, BRAWH3019820, BR 
AWH3020200, BRAWH3020318, BRAWH3020884, BRAWH3020928, BRAWH3021012, BRAW 
H3021574, BRAWH3021580, BRAWH3021641, BRAWH3021643, BRAWH3021724, BRAWH3 



mtE#2 004-3059661 



2003-102207 



^-v! 146/ 



022347, BRAWH3022431, BRAWH3022459, BRAWH3022542, BRAWH3022651, 
BRAWH3022719, BRAWH3022900, BRAWH3023156, BRAWH3023168, BRAWH3023172, BR 
AWH3023274, BRAWH3023421, BRAWH3024186, BRAWH3024231, BRAWH3024242, BRAW 
H3024506, BRAWH3024989, BRAWH3026349, BRAWH3026938, BRAWH3027420, BRAWH3 
027440, BRAWH3027533, BRAWH3027574, BRAWH3027607, BRAWH3027616, 
BRAWH3027675, BRAWH3027806, BRAWH3027880, BRAWH3028202, BRAWH3028223, BR 
AWH3028461, BRAWH3028754, BRAWH3028796, BRAWH3029313, BRAWH3029385, BRAW 
H3029538, BRAWH3029806, BRAWH3030772, BRAWH3030810, BRAWH3030910, BRAWH3 
031054, BRAWH3031342, BRAWH3031710, BRAWH3032298, BRAWH3032340, 
BRAWH3032571, .BRAWH3033117, BRAWH3033293, BRAWH3033448, BRAWH3033513, BR 
AWH3034097, BRAWH3034114, BRAWH3034134, BRAWH3034668, BRAWH3034743, BRAW 
H3034775, BRAWH3034890, BRAWH3035403, BRAWH3035904, BRAWH3035914, BRAWH3 
035936, BRAWH3036077, BRAWH3036247, BRAWH3036270, BRAWH3036334, 
BRAWH3036561, BRAWH3037265, BRAWH3037394, BRAWH3037428, BRAWH3037533, BR 
AWH3037979, BRAWH3038055, BRAWH3038230, BRAWH3038252, BRAWH3038324, BRCA 
N2010665, BRCAN2019653, BRCAN2022126, BRCAN2025093, BRC0C2012386, BRHIP2 
015153, BRHIP2027077, BRHIP3001573, BRHIP3002000, BRHIP3003063, 
BRHIP3003984, BRHIP3004774, BRHIP3007223, BRHIP3007409, BRHIP3008320, BR 
HIP3014675, BRHIP3017855, BRHIP3018784, BRHIP3021019, BRHIP3028246, BRHI 
P3028570, BRSTN2010089, BRSTN2012069, BRSTN2016992, BRTHA2033155, BRTHA3 
003736, BRTHA3005988, BRTHA3010135, BRTHA3010212, BRTHA3011194, 
BRTHA3011265, BRTHA3017791, BRTHA3020771, BRTHA3021971, BRTHA3023403, CT 
0NG2006235, CT0NG2009033, CTONG2020582, D90ST2003106, DFNES2001829, KIDN 
E2010049, MESAN2017133, NT2RI2009233, NT2RI2015533, NT2RI3005923, NT2RI3 
009524, NT2RP7007387, NT2RP8001605, NT2RP8007920, NT0NG2008483, 
0CBBF2003518, 0CBBF2018618, OCBBF3001333, 0CBBF3004487, PLACE7004103, PL 
ACE7006240, PROST2007444, PR0ST2017910, TBAES2007428, TESTI2005112, TEST 
12021654, TESTI4002072, TESTI4002774, TESTI4002799, TESTI4003602, TESTI4 
004210, TESTI4005399, TESTI4005653, TESTI4006441, TESTI4013474, 
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TESTI4014908, TESTI4022158, THYMU3000776, THYMU3002887, THYMU3003350, TH 
YMU3021586, THYMU3026000, THYMU3026306, THYMU3026350, THYMU3032798, THYM 
U3032867, THYMU3037827, THYMU3038214, THYMU3041428, THYMU3044075, TRACH2 
013585, TRACH3002752, TRACH3003037, TRACH3003872, TRACH3004424, 
TRACH3006717, TRACH3007625, TRACH3007689, TRACH3008632, TRACH3009008, TR 
ACH3010079, TRACH3016805, TRACH3016885, TRACH3024342, TRACH3024671, TRAC 
H3026303, TRACH3026676, TRACH3028855, TRACH3032570, TRACH3036932, TRACH3 
038399, UTERU3010409, UTERU3013167 

-r n h (D'Am^i* r )v y ^ <i ~? -m^m-t z> mttxz, z> 0 

[0 13 2] 

/<- * y v yffim&Mitt 

x&t). ^fctjj-XAfDMm^mm^&mizmmx&ztmjihti&o mnm 

^<Dy 4 7*7') - (BRSSN) iE#^MI&M<7> ^ 4 7*7 'J - (BRAWH) OcD 
MZffitirLXitmLtz&W: (^5) , Wi%X%m.mt<v$>Z>mm^Z&T<D 3 0 
5 ^ n->-e^o7ti 0 

ASTR02016114, BRACE2012528, BRACE2017844, BRACE3004371, BRACE3004767, BR 
ACE3022340, BRACE3025719, BRACE3026802, BRACE3031185, BRACE3031743, BRAC 
E3032385, BRACE3032631, BRACE3039358, BRACE3040863, BRACE3042432, BRACE3 
045981, BRAMY2031516, BRAMY3002329, BRAMY3004126, BRAMY3005912, 
BRAMY3008436, BRAWH2000256, BRAWH2002333, BRAWH2004078, BRAWH2010364, BR 
AWH2010619, BRAWH2011796, BRAWH2011812, BRAWH2011958, BRAWH2012054, BRAW 
H2012866, BRAWH2013955, BRAWH2014053, BRAWH2016209, BRAWH2016223, BRAWH2 
016305, BRAWH2016514, BRAWH2016562, BRAWH2016785, BRAWH3000446, 
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BRAWH3000884, BRAWH3001053, BRAWH3001638, BRAWH3001783, BRAWH3001833, BR 
AWH3003244, BRAWH3003573, BRAWH3003975, BRAWH3004335, BRAWH3004350, BRAW 
H3005037, BRAWH3005886, BRAWH3005892, BRAWH3005896, BRAWH3008167, BRAWH3 
008559, BRAWH3008867, BRAWH3009961, BRAWH3010461, BRAWH3010602, 
BRAWH3010657, BRAWH3010726, BRAWH3010833, BRAWH3011101, BRAWH3011331, BR 
AWH3011402, BRAWH3011577, BRAWH3011623, BRAWH3011685, BRAWH3011907, BRAW 
H3011929, BRAWH3012005, BRAWH3012662, BRAWH3012779, BRAWH3013009, BRAWH3 
013049, BRAWH3013264, BRAWH3013508, BRAWH3014609, BRAWH3014639, 
BRAWH3015017, BRAWH3015175, BRAWH3015610, BRAWH3015825, BRAWH3016123, BR 
AWH3016715, BRAWH3017180, BRAWH3017259, BRAWH3017260, BRAWH3017477, BRAW 
H3017980, BRAWH3018063, BRAWH3018369, BRAWH3018548, BRAWH3018969, BRAWH3 
019026, BRAWH3019529, BRAWH3019594, BRAWH3019820, BRAWH3020200, 
BRAWH3020318, BRAWH3020884, BRAWH3020928, BRAWH3021012, BRAWH3021574, BR 
AWH3021580, BRAWH3021641, BRAWH3021643, BRAWH3021724, BRAWH3022347, BRAW 
H3022431, BRAWH3022459, BRAWH3022542, BRAWH3022651, BRAWH3022719, BRAWH3 
022900, BRAWH3023156, BRAWH3023168, BRAWH3023172, BRAWH3023274, 
BRAWH3023421, BRAWH3024186, BRAWH3024231, BRAWH3024242, BRAWH3024506, BR 
AWH3024989, BRAWH3026349, BRAWH3026938, BRAWH3027420, BRAWH3027440, BRAW 
H3027533, BRAWH3027574, BRAWH3027607, BRAWH3027616, BRAWH3027675, BRAWH3 
027806, BRAWH3027880, BRAWH3028202, BRAWH3028223, BRAWH3028461, 
BRAWH3028754, BRAWH3028796, BRAWH3029313, BRAWH3029385, BRAWH3029538, BR 
AWH3029806, BRAWH3030772, BRAWH3030810, BRAWH3030910, BRAWH3031054, BRAW 
H3031342, BRAWH3031710, BRAWH3032298, BRAWH3032340, BRAWH3032571, BRAWH3 
033117, BRAWH3033293, BRAWH3033448, BRAWH3033513, BRAWH3034097, 
BRAWH3034114, BRAWH3034134, BRAWH3034668, BRAWH3034743, BRAWH3034775, BR 
AWH3034890, BRAWH3035403, BRAWH3035904, BRAWH3035914, BRAWH3035936, BRAW 
H3036077, BRAWH3036247, BRAWH3036270, BRAWH3036334, BRAWH3036561, BRAWH3 
037265, BRAWH3037394, BRAWH3037428, BRAWH3037533, BRAWH3037979, 
BRAWH3038055, BRAWH3038230, BRAWH3038252, BRAWH3038324, BRCAN2010665, BR 
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CAN2022126, BRCAN2025093, BRC0C2012386, BRHIP2015153, BRHIP2027077, BRHI 
P2029643, BRHIP3001573, BRHIP3002000, BRHIP3003063, BRHIP3003984, BRHIP3 
004774, BRHIP3007223, BRHIP3007409, BRHIP3008320, BRHIP3014675, 
BRHIP3017855, BRHIP3018784, BRHIP3020046, BRHIP3021019, BRHIP3028246, BR 
HIP3028570, BRSSN2004303, BRSSN2004710, BRSSN2008464, BRSSN2011843, BRSS 
N2012157, BRSSN2012198, BRSSN2013696, BRSSN2015497, BRSSN2018218, BRSTN2 
010089, BRSTN2011961, BRSTN2012069, BRSTN2016992, BRSTN2017104, 
BRTHA2033155, BRTHA3003736, BRTHA3005988, BRTHA3010135, BRTHA3010212, BR 
THA3011194, BRTHA3011265, BRTHA3017791, BRTHA3020771, BRTHA3021971, BRTH 
A3023403, CT0NG2006235, CT0NG2009033, CT0NG2011801, CT0NG2020582, D90ST2 
003106, DFNES2001829, KIDNE2010049, MESAN2017133, NT2RI2009233, 
NT2RI2015533, NT2RI3005923, NT2RI3009524, NT2RP7007387, NT2RP8001605, NT 
2RP8007920, NT0NG2008483, 0CBBF2003518, 0CBBF2018618, OCBBF3001333, OCBB 
F3004487, PLACE7004103, PLACE7006240, PR0ST2007444, SMINT2009292, T1ESE2 
000904, TBAES2007428, TESTI2005112, TESTI2021654, TESTI4002072, 
TESTI4002774, TESTI4002799, TESTI4003602, TESTI4004210, TESTI4005399, TE 
STI4005653, TESTI4006441, TESTI4014908, TESTI4022158, THYMU3000776, THYM 
U3002887, THYMU3003350, THYMU3021586, THYMU3026000, THYMU3026306, THYMU3 
026350, THYMU3032798, THYMU3032867, THYMU3037827, THYMU3038214, 
THYMU3044075, TRACH2013585, TRACH3002752, TRACH3003037, TRACH3003872, TR 
ACH3004424, TRACH3006717, TRACH3007625, TRACH3007689, TRACH3008632, TRAC 
H3009008, TRACH3010079, TRACH3016805, TRACH3016885, TRACH3022198, TRACH3 
024342, TRACH3024671, TRACH3026303, TRACH3026676, TRACH3028855, 
TRACH3032570, TRACH3036932, TRACH3038399, UTERU3010409, UTERU3013167 
- h co Mitt liA- + >y>ii;|t^ Mitt-? $> h 0 
[0 13 3] 
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XAffiw^i&fc?-Bm^mx*$>2>t^z.bti2>o iia^^^f^'j- (br 

HIP) iE#^flSiaMa5fe<7) 7 r7'i- (BRAWH) cocDNA=Srft?*f LTJttSELTt 
ISJP: (^6) , M#-e5l^fb^>**jtfE : f-<±^T0 4 3 8 * n->-e&o£ 0 
ASTR02016114, BRACE2002392, BRACE2012528, BRACE2017359, BRACE2017397, BR 
ACE2017844, BRACE3004046, BRACE3004371, BRACE3004767, BRACE3009416, BRAC 
E3022340, BRACE3027931, BRACE3029021, BRACE3031185, BRACE3031743, BRACE3 
032385, BRACE3032631, BRACE3036156, BRACE3039358, BRACE3040863, 
BRACE3042326, BRACE3042432, BRACE3045078, BRACE3045981, BRAMY2031516, BR 
AMY3002329, BRAMY3004126, BRAMY3005184, BRAMY3005912, BRAMY3007078, BRAM 
Y3008436, BRAMY4000915, BRAWH2000256, BRAWH2002333, BRAWH2004078, BRAWH2 
010364, BRAWH2010619, BRAWH2011796, BRAWH2011812, BRAWH2011958, 
BRAWH2012054, BRAWH2012866, BRAWH2013955, BRAWH2014053, BRAWH2016209, BR 
AWH2016223, BRAWH2016305, BRAWH2016514, BRAWH2016562, BRAWH2016785, BRAW 
H3000446, BRAWH3000884, BRAWH3001053, BRAWH3001638, BRAWH3001783, BRAWH3 
001833, BRAWH3003244, BRAWH3003573, BRAWH3003975, BRAWH3004335, 
BRAWH3004350, BRAWH3005037, BRAWH3005886, BRAWH3005892, BRAWH3005896, BR 
AWH3008167, BRAWH3008559, BRAWH3008867, BRAWH3009961, BRAWH3010461 , BRAW 
H3010602, BRAWH3010657, BRAWH3010726, BRAWH3010833, BRAWH3011101, BRAWH3 
011331, BRAWH3011402, BRAWH3011577, BRAWH3011623, BRAWH3011685, 
BRAWH3011907, BRAWH3011929, BRAWH3012005, BRAWH3012662, BRAWH3012779, BR 
AWH3013009, BRAWH3013049, BRAWH3013264, BRAWH3013508, BRAWH3014609, BRAW 
H3014639, BRAWH3015017, BRAWH3015175, BRAWH3015610, BRAWH3015825, BRAWH3 
016123, BRAWH3016715, BRAWH3017180, BRAWH3017259, BRAWH3017260, 
BRAWH3017477, BRAWH3017980, BRAWH3018063, BRAWH3018369, BRAWH3018548, BR 
AWH3018969, BRAWH3019026, BRAWH3019529, BRAWH3019594, BRAWH3019820, BRAW 
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H3020200, BRAWH3020318, BRAWH3020884, BRAWH3020928, BRAWH3021012, BRAWH3 
021574, BRAWH3021580, BRAWH3021641, BRAWH3021643, BRAWH3021724, 
BRAWH3022347, BRAWH3022431, BRAWH3022459, BRAWH3022542, BRAWH3022651, BR 
AWH3022719, BRAWH3022900, BRAWH3023156, BRAWH3023168, BRAWH3023172, BRAW 
H3023274, BRAWH3023421, BRAWH3024186, BRAWH3024231, BRAWH3024242, BRAWH3 
024506, BRAWH3024989, BRAWH3026349, BRAWH3026938, BRAWH3027420, 
BRAWH3027440, BRAWH3027533, BRAWH3027574, BRAWH3027607, BRAWH3027616, BR 
AWH3027675, BRAWH3027806, BRAWH3027880, BRAWH3028202, BRAWH3028223, BRAW 
H3028461, BRAWH3028754, BRAWH3028796, BRAWH3029313, BRAWH3029385, BRAWH3 
029538, BRAWH3029806, BRAWH3030772, BRAWH3030810, BRAWH3030910, 
BRAWH3031054, BRAWH3031342, BRAWH3031710, BRAWH3032298, BRAWH3032340, BR 
AWH3032571, BRAWH3033117, BRAWH3033293, BRAWH3033448, BRAWH3033513, BRAW 
H3034097, BRAWH3034114, BRAWH3034134, BRAWH3034668, BRAWH3034743, BRAWH3 
034775, BRAWH3034890, BRAWH3035403, BRAWH3035904, BRAWH3035914, 
BRAWH3035936, BRAWH3036077, BRAWH3036247, BRAWH3036270, BRAWH3036334, BR 
AWH3036561, BRAWH3037265, BRAWH3037394, BRAWH3037428, BRAWH3037533, BRAW 
H3037979, BRAWH3038055, BRAWH3038230, BRAWH3038252, BRAWH3038324, BRCAN2 
010665, BRCAN2019953, BRCAN2022126, BRCAN2025093, BRC0C2012386, 
BRHIP2006819, BRHIP2006921, BRHIP2008756, BRHIP2009177, BRHIP2011199, BR 
HIP2013958, BRHIP2015153, BRHIP2016125, BRHIP2017714, BRHIP2020930, BRHI 
P2021929, BRHIP2023735, BRHIP2024941, BRHIP2026346, BRHIP2027077, BRHIP2 
027563, BRHIP2029529, BRHIP2029643, BRHIP2029663, BRHIP3000626, 
BRHIP3000859, BRHIP3001076, BRHIP3001141, BRHIP3001338, BRHIP3001360, BR 
HIP3001481, BRHIP3001573, BRHIP3001878, BRHIP3002000, BRHIP3002114, BRHI 
P3002124, BRHIP3002141, BRHIP3002363, BRHIP3002691, BRHIP3002920, BRHIP3 
002931, BRHIP3003063, BRHIP3003126, BRHIP3003306, BRHIP3003340, 
BRHIP3003395, BRHIP3003688, BRHIP3003795, BRHIP3003845, BRHIP3003961, BR 
HIP3003984, BRHIP3004215, BRHIP3004710, BRHIP3004725, BRHIP3004774, BRHI 
P3004786, BRHIP3005037, BRHIP3005142, BRHIP3005231, BRHIP3005307, BRHIP3 
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005673, BRHIP3005801, BRHIP3005944, BRHIP3006279, BRHIP3006294, 
BRHIP3006449, BRHIP3006786, BRHIP3006950, BRHIP3007172, BRHIP3007195, BR 
HIP3007223, BRHIP3007291, BRHIP3007409, BRHIP3007424, BRHIP3007609, BRHI 
P3007960, BRHIP3008082, BRHIP3008320, BRHIP3008714, BRHIP3009672, BRHIP3 
009753, BRHIP3010289, BRHIP3010916, BRHIP3011082, BRHIP3011269, 
BRHIP3011460, BRHIP3011567, BRHIP3011831, BRHIP3012185, BRHIP3012289, BR 
HIP3012357, BRHIP3012736, BRHIP3012997, BRHIP3013078, BRHIP3013588, BRHI 
P3013698, BRHIP3014675, BRHIP3015854, BRHIP3016032, BRHIP3016421, BRHIP3 
017109, BRHIP3017146, BRHIP3017256, BRHIP3017558, BRHIP3017855, 
BRHIP3018784, BRHIP3019643, BRHIP3019824, BRHIP3019880, BRHIP3019956, BR 
HIP3020046, BRHIP3020155, BRHIP3020733, BRHIP3021019, BRHIP3021499, BRHI 
P3021987, BRHIP3022656, BRHIP3023922, BRHIP3024703, BRHIP3024820, BRHIP3 
025795, BRHIP3025844, BRHIP3026231, BRHIP3026651, BRHIP3027160, 
BRHIP3027191, BRHIP3027651, BRHIP3027947, BRHIP3028246, BRHIP3028570, BR 
HIP3028742, BRSTN2010089, BRSTN2012069, BRSTN2016992, BRTHA2001953, BRTH 
A2008502, BRTHA2031517, BRTHA2033155, BRTHA2035743, BRTHA3003417, BRTHA3 
003736, BRTHA3005988, BRTHA3007662, BRTHA3010135, BRTHA3010212, 
BRTHA3011194, BRTHA3011265, BRTHA3012265, BRTHA3017791, BRTHA3020771, BR 
THA3021971, BRTHA3023403, CH0NS2002829, CT0NG2006235, CT0NG2009033, CTON 
G2020582, D90ST2003106, DFNES2001829, KIDNE2010049, LIVER2008465, MESAN2 
017133, NT2RI2009233, NT2RI2010795, NT2RI2015533, NT2RI3005923, 
NT2RI3009524, NT2RP7007387, NT2RP8001605, NT2RP8007920, NTONG2008483, OC 
BBF2000831, 0CBBF2003518, OCBBF2018618, 0CBBF3001333, 0CBBF3004487, PLAC 
E7004103, PLACE7006240, PROST2007444, SMINT2012179, SYN0V4004210, TBAES2 
007428, TESTI2005112, TESTI2005564, TESTI2021654, TESTI4001569, 
TESTI4002072, TESTI4002774, TESTI4002799, TESTI4003602, TESTI4003703, TE 
STI4003944, TESTI4004210, TESTI4005399, TESTI4005653, TESTI4006441, TEST 
14014908, TESTI4022158, TESTI4029297, THYMU3000776, THYMU3002887, THYMU3 
003007, THYMU3003350, THYMU3007308, THYMU3008105, THYMU3021586, 



mm 2004-3059661 



mm 2003-102207 



^-v: 153/ 



THYMU3026000, THYMU3026306, THYMU3026350, THYMU3032798, THYMU3032867, TH 
YMU3034671, THYMU3037827, THYMU3038214, THYMU3044075, TKIDN2000319, TRAC 
H2013585, TRACH3002752, TRACH3003037, TRACH3003872, TRACH3004424, TRACH3 
006717, TRACH3007625, TRACH3007689, TRACH3008632, TRACH3009008, 
TRACH3010079, TRACH3016805, TRACH3016885, TRACH3022198, TRACH3024342, TR 
ACH3024671, TRACH3025316, TRACH3026303, TRACH3026676, TRACH3028855, TRAC 
H3032570, TRACH3036932, TRACH3038399, TSTOM2000235, UTERU3005422, UTERU3 
010409, UTERU3013167, UTERU3016273 

c: n h <d mm^ a ga« & «t vm&M k w-r * &ittx $> & 0 

[0 13 4] 

-5)^#x.^ti^>o /MS*<7)7^7*7'J- (BRACE) jE#^flaai»S5|£0 7 
(BRAWH) OcDNA*#ffiLTJfc«Lfcfif* (^7) , M^X^mMit 
<D$>2>mttli$VXT<n> 5 0 2 * n->-e*ofjo 

ASTR02016114, BRACE1000475, BRACE2002392, BRACE2003628, BRACE2005991, BR 
ACE2010336, BRACE2012528, BRACE2012625, BRACE2012833, BRACE2012838, BRAC 
E2012936, BRACE2012947, BRACE2013009, BRACE2013126, BRACE2013132, BRACE2 
016896, BRACE2017359, BRACE2017397, BRACE2017580, BRACE2017844, 
BRACE2017872, BRACE2017992, BRACE2019348, BRACE2023633, BRACE2023744, BR 
ACE2025452, BRACE2026404, BRACE2027312, BRACE2027382, BRACE2028956, BRAC 
E2030039, BRACE2032584, BRACE2033128, BRACE2034434, BRACE2035120, BRACE2 
035191, BRACE2039362, BRACE2039607, BRACE2042541, BRACE2046976, 
BRACE2047232, BRACE2047975, BRACE3001403, BRACE3001973, BRACE3002344, BR 
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ACE3002541, BRACE3002756, BRACE3003866, BRACE3004046, BRACE3004371, BRAC 
E3004767, BRACE3004887, BRACE3004981, BRACE3005870, BRACE3005903, BRACE3 
006553, BRACE3007649, BRACE3007869, BRACE3009075, BRACE3009265, 
BRACE3009392, BRACE3009416, BRACE3009539, BRACE3010702, BRACE3011447, BR 
ACE3011774, BRACE3013418, BRACE3013874, BRACE3013986, BRACE3014523, BRAC 
E3014714, BRACE3015090, BRACE3015898, BRACE3016020, BRACE3016167, BRACE3 
016580, BRACE3016788, BRACE3016810, BRACE3016862, BRACE3017253, 
BRACE3018083, BRACE3019570, BRACE3019611, BRACE3019817, BRACE3019941, BR 
ACE3020356, BRACE3020669, BRACE3021430, BRACE3021517, BRACE3021805, BRAC 
E3022051, BRACE3022303, BRACE3022312, BRACE3022340, BRACE3022847, BRACE3 
023604, BRACE3024379, BRACE3024444, BRACE3024497, BRACE3024537, 
BRACE3024879, BRACE3025627, BRACE3025719, BRACE3026161, BRACE3026290, BR 
ACE3026345, BRACE3026456, BRACE3026802, BRACE3026844, BRACE3026947, BRAC 
E3027256, BRACE3027931, BRACE3028360, BRACE3028895, BRACE3028998, BRACE3 
029005, BRACE3029021, BRACE3029205, BRACE3029447, BRACE3030538, 
BRACE3031161, BRACE3031184, BRACE3031185, BRACE3031315, BRACE3031372, BR 
ACE3031579, BRACE3031728, BRACE3031743, BRACE3031843, BRACE3032385, BRAC 
E3032537, BRACE3032538, BRACE3032631, BRACE3032980, BRACE3033525, BRACE3 
034183, BRACE3034389, BRACE3034964, BRACE3034993, BRACE3035168, 
BRACE3036156, BRACE3036271, BRACE3036283, BRACE3037612, BRACE3037637, BR 
ACE3037803, BRACE3038012, BRACE3038030, BRACE3038570, BRACE3038760, BRAC 
E3039288, BRACE3039358, BRACE3039378, BRACE3039454, BRACE3040012, BRACE3 
040239, BRACE3040504, BRACE3040644, BRACE3040863, BRACE3041059, 
BRACE3041162, BRACE3041827, BRACE3042046, BRACE3042210, BRACE3042326, BR 
ACE3042409, BRACE3042432, BRACE3042594, BRACE3043597, BRACE3044090, BRAC 
E3044172, BRACE3044247, BRACE3044377, BRACE3044495, BRACE3045078, BRACE3 
045145, BRACE3045424, BRACE3045708, BRACE3045981, BRACE3046049, 
BRACE3046152, BRACE3046294, BRACE3046466, BRACE3046491, BRACE3046609, BR 
ACE3046837, BRACE3046855, BRACE3046966, BRACE3047018, BRACE3047482, BRAC 
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E3047801, BRAMY2031516, BRAMY3002329, BRAMY3004126, BRAMY3004364, BRAMY3 
005912, BRAMY3008436, BRAMY3009491, BRAWH2000256, BRAWH2002333, 
BRAWH2004078, BRAWH2010364, BRAWH2010619, BRAWH2011796, BRAWH2011812, BR 
AWH2011958, BRAWH2012054, BRAWH2012866, BRAWH2013955, BRAWH2014053, BRAW 
H2016209, BRAWH2016223, BRAWH2016305, BRAWH2016514, BRAWH2016562, BRAWH2 
016785, BRAWH3000446, BRAWH3000884, BRAWH3001053, BRAWH3001638, 
BRAWH3001783, BRAWH3001833, BRAWH3003244, BRAWH3003573, BRAWH3003975, BR 
AWH3004335, BRAWH3004350, BRAWH3005037, BRAWH3005886, BRAWH3005892, BRAW 
H3005896, BRAWH3008167, BRAWH3008559, BRAWH3008867, BRAWH3009961, BRAWH3 
010461, BRAWH3010602, BRAWH3010657, BRAWH3010726, BRAWH3010833, 
BRAWH3011101, BRAWH3011331, BRAWH3011402, BRAWH3011577, BRAWH3011623, BR 
AWH3011685, BRAWH3011907, BRAWH3011929, BRAWH3012005, BRAWH3012662, BRAW 
H3012779, BRAWH3013009, BRAWH3013049, BRAWH3013264, BRAWH3013508, BRAWH3 
014609, BRAWH3014639, BRAWH3015017, BRAWH3015175, BRAWH3015610, 
BRAWH3015825, BRAWH3016123, BRAWH3016715, BRAWH3017180, BRAWH3017259, BR 
AWH3017260, BRAWH3017477, BRAWH3017980, BRAWH3018063, BRAWH3018369, BRAW 
H3018548, BRAWH3018969, BRAWH3019026, BRAWH3019529, BRAWH3019594, BRAWH3 
019820, BRAWH3020200, BRAWH3020318, BRAWH3020884, BRAWH3020928, 
BRAWH3021012, BRAWH3021574, BRAWH3021580, BRAWH3021641, BRAWH3021643, BR 
AWH3021724, BRAWH3022347, BRAWH3022431, BRAWH3022459, BRAWH3022542, BRAW 
H3022651, BRAWH3022719, BRAWH3022900, BRAWH3023156, BRAWH3023168, BRAWH3 
023172, BRAWH3023274, BRAWH3023421, BRAWH3024186, BRAWH3024231, 
BRAWH3024242, BRAWH3024506, BRAWH3024989, BRAWH3026349, BRAWH3026938, BR 
AWH3027420, BRAWH3027440, BRAWH3027533, BRAWH3027574, BRAWH3027607, BRAW 
H3027616, BRAWH3027675, BRAWH3027806, BRAWH3027880, BRAWH3028202, BRAWH3 
028223, BRAWH3028461, BRAWH3028754, BRAWH3028796, BRAWH3029313, 
BRAWH3029385, BRAWH3029538, BRAWH3029806, BRAWH3030772, BRAWH3030810, BR 
AWH3030910, BRAWH3031054, BRAWH3031342, BRAWH3031710, BRAWH3032298, BRAW 
H3032340, BRAWH3032571, BRAWH3033117, BRAWH3033293, BRAWH3033448, BRAWH3 
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033513, BRAWH3034097, BRAWH3034114, BRAWH3034134, BRAWH3034668, 
BRAWH3034743, BRAWH3034775, BRAWH3034890, BRAWH3035403, BRAWH3035904, BR 
AWH3035914, BRAWH3035936, BRAWH3036077, BRAWH3036247, BRAWH3036270, BRAW 
H3036334, BRAWH3036561, BRAWH3037265, BRAWH3037394, BRAWH3037428, BRAWH3 
037533, BRAWH3037979, BRAWH3038055, BRAWH3038230, BRAWH3038252, 
BRAWH3038324, BRCAN2010665, BRCAN2019953, BRCAN2022126, BRCAN2025093, BR 
C0C2012386, BRHIP2015153, BRHIP2027077, BRHIP2029643, BRHIP3001360, BRHI 
P3001573, BRHIP3002000, BRHIP3002114, BRHIP3003063, BRHIP3003126, BRHIP3 
003961, BRHIP3003984, BRHIP3004215, BRHIP3004774, BRHIP3005801, 
BRHIP3007223, BRHIP3007409, BRHIP3008320, BRHIP3014675, BRHIP3017855, BR 
HIP3018784, BRHIP3021019, BRHIP3028246, BRHIP3028570, BRSSN2011843, BRSS 
N2013696, BRSTN2010089, BRSTN2011961, BRSTN2012069, BRSTN2016992, BRTHA2 
033155, BRTHA2035743, BRTHA3003736, BRTHA3005988, BRTHA3009858, 
BRTHA3010135, BRTHA3010212, BRIHA3010530, BRTHA3011194, BRTHA3011265, BR 
THA3011998, BRTHA3017791, BRTHA3020771, BRTHA3021708, BRTHA3021971, BRTH 
A3023403, CHONS2002829, CT0NG2006235, CT0NG2009033, CT0NG2020582, CT0NG2 
027959, D90ST2003106, DFNES2001829, KIDNE2010049, KIDNE2017153, 
LIVER2008465, MESAN2017133, NOVAR2000783, NT2RI2009233, NT2RI2015533, NT 
2RI3005923, NT2RI3009524, NT2RP7007387, NT2RP8001605, NT2RP8007920, NT2R 
P8009119, NTONG2008483, NT0NG2009468, 0CBBF2003518, 0CBBF2014745, 0CBBF2 
018618, 0CBBF3001333, 0CBBF3004487, PLACE7004103, PLACE7006240, 
PR0ST2007444, TBAES2007428, TESTI2005112, TESTI2018867, TESTI2021654, TE 
STI4002072, TESTI4002774, TESTI4002799, TESTI4003602, TESTI4003703, TEST 
14004210, TESTI4005013, TESTI4005399, TESTI4005653, TESTI4006441, TESTI4 
014908, TESTI4022158, TESTI4029297, TESTI4032913, TESTI4043223, 
THYMU3000776, THYMU3002887, THYMU3003350, THYMU3007308, THYMU3021586, TH 
YMU3026000, THYMU3026306, THYMU3026350, THYMU3032798, THYMU3032867, THYM 
U3033626, THYMU3034671, THYMU3037827, THYMU3038214, THYMU3044075, TLIVE2 
007736, TRACH2013585, TRACH3002752, TRACH3003037, TRACH3003872, 
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TRACH3004424, TRACH3006717, TRACH3007625, TRACH3007689, TRACH3007995, TR 
ACH3008632, TRACH3009008, TRACH3010079, TRACH3016805, TRACH3016885, TRAC 
H3024342, TRACH3024671, TRACH3026303, TRACH3026676, TRACH3028855, TRACH3 
032570, TRACH3036932, TRACH3038399, UTERU3000670, UTERU3010409, 
UTERU3013167, UTERU3015011 

[0 13 51 

mum* h (Dmmmm k m^-ir z> 

o&usut^t, ±m&M<omntmzm&o Mmm^tumt^it^tLtzw 
mmir&mmmm<Dfr^*jj-XAffiw^mmx&zt^^btiz>o um^<o 

HT"7')- (BRTHA) iE^M^fi*^^^ "79 'J - (BRAWH) GOcDNA£ 
»*fL-CJt«cL7tig* (iE8) . M%xmm.$Zik<7>&Z>MittimT<7)4 4 0 ? 
u — yx$>-otzo 

ASTR02008972, ASTR02016114, BLADE2004849, BRACE2002392, BRACE2012528, BR 
ACE2019348, BRACE3004371, BRACE3004767, BRACE3019941, BRACE3022312, BRAC 
E3022340, BRACE3031185, BRACE3031743, BRACE3032385, BRACE3032631, BRACE3 
036156, BRACE3039358, BRACE3040863, BRACE3042432, BRACE3045981, 
BRAMY2031516, BRAMY3002329, BRAMY3004126, BRAMY3005912, BRAMY3008436, BR 
AMY3009556, BRAMY3010654, BRAMY4001863, BRAWH2000256, BRAWH2002333, BRAW 
H2004078, BRAWH2010364, BRAWH2010619, BRAWH2011796, BRAWH2011812, BRAWH2 
011958, BRAWH2012054, BRAWH2012866, BRAWH2013955, BRAWH2014053, 
BRAWH2016209, BRAWH2016223, BRAWH2016305, BRAWH2016514, BRAWH2016562, BR 
AWH2016785, BRAWH3000446, BRAWH3000884, BRAWH3001053, BRAWH3001638, BRAW 
H3001783, BRAWH3001833, BRAWH3003244, BRAWH3003573, BRAWH3003975, BRAWH3 
004335, BRAWH3004350, BRAWH3005037, BRAWH3005886, BRAWH3005892, 
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BRAWH3005896, BRAWH3008167, BRAWH3008559, BRAWH3008867, BRAWH3009961, BR 
AWH3010461, BRAWH3010602, BRAWH3010657, BRAWH3010726, BRAWH3010833, BRAW 
H3011101, BRAWH3011331, BRAWH3011402, BRAWH3011577, BRAWH3011623, BRAWH3 
011685, BRAWH3011907, BRAWH3011929, BRAWH3012005, BRAWH3012662, 
BRAWH3012779, BRAWH3013009, BRAWH3013049, BRAWH3013264, BRAWH3013508, BR 
AWH3014609, BRAWH3014639, BRAWH3015017, BRAWH3015175, BRAWH3015610, BRAW 
H3015825, BRAWH3016123, BRAWH3016715, BRAWH3017180, BRAWH3017259, BRAWH3 
017260, BRAWH3017477, BRAWH3017980, BRAWH3018063, BRAWH3018369, 
BRAWH3018548, BRAWH3018969, BRAWH3019026, BRAWH3019529, BRAWH3019594, BR 
AWH3019820, BRAWH3020200, BRAWH3020318, BRAWH3020884, BRAWH3020928, BRAW 
H3021012, BRAWH3021574, BRAWH3021580, BRAWH3021641, BRAWH3021643, BRAWH3 
021724, BRAWH3022347, BRAWH3022431, BRAWH3022459, BRAWH3022542, 
BRAWH3022651, BRAWH3022719, BRAWH3022900, BRAWH3023156, BRAWH3023168, BR 
AWH3023172, BRAWH3023274, BRAWH3023421, BRAWH3024186, BRAWH3024231, BRAW 
H3024242, BRAWH3024506, BRAWH3024989, BRAWH3026349, BRAWH3026938, BRAWH3 
027420, BRAWH3027440, BRAWH3027533, BRAWH3027574, BRAWH3027607, 
BRAWH3027616, BRAWH3027675, BRAWH3027806, BRAWH3027880, BRAWH3028202, BR 
AWH3028223, BRAWH3028461, BRAWH3028754, BRAWH3028796, BRAWH3029313, BRAW 
H3029385, BRAWH3029538, BRAWH3029806, BRAWH3030772, BRAWH3030810, BRAWH3 
030910, BRAWH3031054, BRAWH3031342, BRAWH3031710, BRAWH3032298, 
BRAWH3032340, BRAWH3032571, BRAWH3033117, BRAWH3033293, BRAWH3033448, BR 
AWH3033513, BRAWH3034097, BRAWH3034114, BRAWH3034134, BRAWH3034668, BRAW 
H3034743, BRAWH3034775, BRAWH3034890, BRAWH3035403, BRAWH3035904, BRAWH3 
035914, BRAWH3035936, BRAWH3036077, BRAWH3036247, BRAWH3036270, 
BRAWH3036334, BRAWH3036561, BRAWH3037265, BRAWH3037394, BRAWH3037428, BR 
AWH3037533, BRAWH3037979, BRAWH3038055, BRAWH3038230, BRAWH3038252, BRAW 
H3038324, BRCAN2002892, BRCAN2010665, BRCAN2020234, BRCAN2022126, BRCAN2 
025093, BRC0C2006164, BRC0C2012386, BRHIP2013958, BRHIP2015153, 
BRHIP2027077, BRHIP3001573, BRHIP3002000, BRHIP3002691, BRHIP3002920, BR 
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HIP3003063, BRHIP3003961, BRHIP3003984, BRHIP3004215, BRHIP3004774, BRHI 
P3007223, BRHIP3007409, BRHIP3008320, BRHIP3014675, BRHIP3017855, BRHIP3 
018784, BRHIP3020046, BRHIP3021019, BRHIP3028246, BRHIP3028570, 
BRSSN2015497, BRSTN2010089, BRSTN2011961, BRSTN2012069, BRSTN2016992, BR 
THA2000969, BRTHA2001304, BRTHA2001953, BRTHA2002091, BRTHA2003759, BRTH 
A2005448, BRTHA2006720, BRTHA2008502, BRTHA2008598, BRTHA2010672, BRTHA2 
012189, BRTHA2014647, BRTHA2018304, BRTHA2019726, BRTHA2019743, 
BRTHA2020400, BRTHA2020566, BRTHA2020642, BRTHA2020695, BRTHA2020721, BR 
THA2020781, BRTHA2020910, BRTHA2021212, BRTHA2021440, BRTHA2021450, BRTH 
A2022074, BRTHA2022914, BRTHA2022968, BRTHA2023402, BRTHA2023437, BRTHA2 
024177, BRTHA2024354, BRTHA2024712, BRTHA2025869, BRTHA2026071, 
BRTHA2026290, BRTHA2026311, BRTHA2027227, BRTHA2027229, BRTHA2027250, BR 
THA2028297, BRTHA2029969, BRTHA2030036, BRTHA2030213, BRTHA2031517, BRTH 
A2031917, BRTHA2032763, BRTHA2033122, BRTHA2033155, BRTHA2033320, BRTHA2 
033469, BRTHA2033683, BRTHA2034281, BRTHA2034576, BRTHA2035743, 
BRTHA2036055, BRTHA2036295, BRTHA2037247, BRTHA2038279, BRTHA2038345, BR 
THA2038353, BRTHA3000456, BRTHA3002411, BRTHA3003225, BRTHA3003417, BRTH 
A3003736, BRTHA3005988, BRTHA3006593, BRTHA3007469, BRTHA3007662, BRTHA3 
009858, BRTHA3010135, BRTHA3010212, BRTHA3010469, BRTHA3010530, 
BRTHA3010540, BRTHA3010717, BRTHA3011187, BRTHA3011194, BRTHA3011229, BR 
THA3011265, BRTHA3011306, BRTHA3011361, BRTHA3011510, BRTHA3011892, BRTH 
A3011998, BRTHA3012265, BRTHA3013860, BRTHA3013882, BRTHA3014000, BRTHA3 
014105, BRTHA3014507, BRTHA3014547, BRTHA3014835, BRTHA3014854, 
BRTHA3014920, BRTHA3016616, BRTHA3017791, BRTHA3018409, BRTHA3018623, BR 
THA3019183, BRTHA3020369, BRTHA3020771, BRTHA3021569, BRTHA3021708, BRTH 
A3021786, BRTHA3021971, BRTHA3022641, BRTHA3023403, BRTHA3023590, BRTHA3 
023929, BRTHA3024600, BRTHA3025073, BRTHA3026161, BRTHA3026180, 
BRTHA3026556, BRTHA3026916, BRTHA3027171, BRTHA3027318, BRTHA3027638, BR 
THA3027820, BRTHA3027879, BRTHA3027957, BRTHA3028339, BRTHA3028505, CHON 
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S2002829, CT0NG2006235, CT0NG2009033, CTONG2011801, CT0NG2020582, D90ST2 
003106, DFNES2001829, KIDNE2010049, LIVER2008465, MESAN2017133, 
NT2RI2009233, NT2RI2010795, NT2RI2015533, NT2RI3005923, NT2RI3009524, NT 
2RP7007387, NT2RP8001605, NT2RP8007920, NT0NG2008483, 0CBBF2003518, OCBB 
F2009536, 0CBBF2018618, 0CBBF3001333, 0CBBF3004487, OCBBF3008835, PLACE6 
003004, PLACE7004103, PLACE7006240, PR0ST2007444, SMINT2009292, 
TBAES2007428, TESTI2005112, TESTI2021654, TESTI2039342, TESTI4002072, TE 
STI4002774, TESTI4002799, TESTI4003602, TESTI4003703, TESTI4004210, TEST 
14004695, TESTI4005399, TESTI4005653, TESTI4006441, TESTI4007965, TESTI4 
010979, TESTI4013474, TESTI4014908, TESTI4022158, TESTI4029297, 
TESTI4032913, THYMU3000776, THYMU3002887, THYMU3003350, THYMU3021586, TH 
YMU3026000, THYMU3026306, THYMU3026350, THYMU3032798, THYMU3032867, THYM 
U3037827, THYMU3038214, THYMU3044075, TRACH2013585, TRACH3002752, TRACH3 
003037, TRACH3003872, TRACH3004424, TRACH3006717, TRACH3007625, 
TRACH3007689, TRACH3008508, TRACH3008632, TRACH3009008, TRACH3010079, TR 
ACH3016805, TRACH3016885, TRACH3024342, TRACH3024671, TRACH3026303, TRAC 
H3026676, TRACH3028855, TRACH3032570, TRACH3036932, TRACH3038399, UTERU3 
010409, UTERU3012414, UTERU3013167, UTERU3017995, UTERU3018172 

[0 13 6] 

jj~XAffim^mxfr&t^^htiZo mvt&^y^-r?!)- (bramy) t 
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, lE^^mmWim^y^r^V- (BRAWH) <7)cDNA£ft?#r LTJticL^^m ( 

^9) , m^r^mmitvyfr&Mm^iz&T^s 5 7 ^tio 

ASTR02016114, BRACE2002392, . BRACE2012528, BRACE2017397, BRACE2017844, BR 
ACE3004371, BRACE3004767, BRACE3022340, BRACE3031185, BRACE3031315, BRAC 
E3031743, BRACE3032385, BRACE3032631, BRACE3039358, BRACE3040863, BRACE3 
042432, BRACE3045981, BRAMY2015516, BRAMY2021098, BRAMY2022320, 
BRAMY2023939, BRAMY2025495, BRAMY2031516, BRAMY2033895, BRAMY2035801, BR 
AMY2036254, BRAMY2036266, BRAMY2037609, BRAMY2039630, BRAMY2040915, BRAM 
Y2041347, BRAMY2041384, BRAMY2041507, BRAMY2044686, BRAMY2046489, BRAMY2 
046537, BRAMY3000692, BRAMY3001409, BRAMY3002329, BRAMY3002508, 
BRAMY3002886, BRAMY3004126, BRAMY3004364, BRAMY3005184, BRAMY3005656, BR 
AMY3005912, BRAMY3007078, BRAMY3007449, BRAMY3007471, BRAMY3008436, BRAM 
Y3009158, BRAMY3009491, BRAMY3009556, BRAMY3009904, BRAMY3010321, BRAMY3 
010603, BRAMY3010654, BRAMY4000915, BRAMY4000962, BRAMY4001234, 
BRAMY4001652, BRAMY4001863, BRAMY4001913, BRAMY4002575, BRAMY4002628, BR 
AWH2000256, BRAWH2002333, BRAWH2004078, BRAWH2010364, BRAWH2010619, BRAW 
H2011796, BRAWH2011812, BRAWH2011958, BRAWH2012054, BRAWH2012866, BRAWH2 
013955, BRAWH2014053, BRAWH2016209, BRAWH2016223, BRAWH2016305, 
BRAWH2016514, BRAWH2016562, BRAWH2016785, BRAWH3000446, BRAWH3000884, BR 
AWH3001053, BRAWH3001638, BRAWH3001783, BRAWH3001833, BRAWH3003244, BRAW 
H3003573, BRAWH3003975, BRAWH3004335, BRAWH3004350, BRAWH3005037, BRAWH3 
005886, BRAWH3005892, BRAWH3005896, BRAWH3008167, BRAWH3008559, 
BRAWH3008867, BRAWH3009961, BRAWH3010461, BRAWH3010602, BRAWH3010657, BR 
AWH3010726, BRAWH3010833, BRAWH3011101, BRAWH3011331, BRAWH3011402, BRAW 
H3011577, BRAWH3011623, BRAWH3011685, BRAWH3011907, BRAWH3011929, BRAWH3 
012005, BRAWH3012662, BRAWH3012779, BRAWH3013009, BRAWH3013049, 
BRAWH3013264, BRAWH3013508, BRAWH3014609, BRAWH3014639, BRAWH3015017, BR 
AWH3015175, BRAWH3015610, BRAWH3015825, BRAWH3016123, BRAWH3016715, BRAW 
H3017180, BRAWH3017259, BRAWH3017260, BRAWH3017477, BRAWH3017980, BRAWH3 
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018063, BRAWH3018369, BRAWH3018548, BRAWH3018969, BRAWH3019026, 
BRAWH3019529, BRAWH3019594, BRAWH3019820, BRAWH3020200, BRAWH3020318, BR 
AWH3020884, BRAWH3020928, BRAWH3021012, BRAWH3021574, BRAWH3021580, BRAW 
H3021641, BRAWH3021643, BRAWH3021724, BRAWH3022347, BRAWH3022431, BRAWH3 
022459, BRAWH3022542, BRAWH3022651, BRAWH3022719, BRAWH3022900, 
BRAWH3023156, BRAWH3023168, BRAWH3023172, BRAWH3023274, BRAWH3023421, BR 
AWH3024186, BRAWH3024231, BRAWH3024242, BRAWH3024506, BRAWH3024989, BRAW 
H3026349, BRAWH3026938, BRAWH3027420, BRAWH3027440, BRAWH3027533, BRAWH3 
027574, BRAWH3027607, BRAWH3027616, BRAWH3027675, BRAWH3027806, 
BRAWH3027880, BRAWH3028202, BRAWH3028223, BRAWH3028461, BRAWH3028754, BR 
AWH3028796, BRAWH3029313, BRAWH3029385, BRAWH3029538, BRAWH3029806, BRAW 
H3030772, BRAWH3030810, BRAWH3030910, BRAWH3031054, BRAWH3031342, BRAWH3 
031710, BRAWH3032298, BRAWH3032340, BRAWH3032571, BRAWH3033117, 
BRAWH3033293, BRAWH3033448, BRAWH3033513, BRAWH3034097, BRAWH3034114, BR 
AWH3034134, BRAWH3034668, BRAWH3034743, BRAWH3034775, BRAWH3034890, BRAW 
H3035403, BRAWH3035904, BRAWH3035914, BRAWH3035936, BRAWH3036077, BRAWH3 
036247, BRAWH3036270, BRAWH3036334, BRAWH3036561, BRAWH3037265, 
BRAWH3037394, BRAWH3037428, BRAWH3037533, BRAWH3037979, BRAWH3038055, BR 
AWH3038230, BRAWH3038252, BRAWH3038324, BRCAN2010665, BRCAN2022126, BRCA 
N2025093, BRC0C2012386, BRHIP2015153, BRHIP2027077, BRHIP3001573, BRHIP3 
002000, BRHIP3002691, BRHIP3003063, BRHIP3003984, BRHIP3004215, 
BRHIP3004774, BRHIP3005673, BRHIP3007223, BRHIP3007409, BRHIP3008320, BR 
HIP3012736, BRHIP3014675, BRHIP3017146, BRHIP3017855, BRHIP3018784, BRHI 
P3020046, BRHIP3021019, BRHIP3028246, BRHIP3028570, BRSTN2010089, BRSTN2 
012069, BRSTN2016992, BRTHA2026071, BRTHA2033155, BRTHA3003736, 
BRTHA3005988, BRTHA3010135, BRTHA3010212, BRTHA3011194, BRTHA3011265, BR 
THA3017791, BRTHA3020771, BRTHA3021971, BRTHA3023403, BRTHA3026916, CHON 
S2002829, CTONG2006235, CT0NG2009033, CT0NG2020582, D90ST2003106, DFNES2 
001829, KIDNE2010049, MESAN2017133, NT2RI2009233, NT2RI2010795, 
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NT2RI2015533, NT2RI3005923, NT2RI3009524, NT2RP7007387, NT2RP8001605, NT 
2RP8007920, NT0NG2008483, 0CBBF2000831, 0CBBF2003518, 0CBBF2018618, OCBB 
F2030927, 0CBBF3001333, OCBBF3004487, 0CBBF3009244, PLACE6008315, PLACE6 
010936, PLACE7004103, PLACE7006240, PROST2007444, SPLEN2012571, 
SYNOV4004210, SYN0V4009575, TBAES2007428, TESTI2005112, TESTI2021654, TE 
STI4002072, TESTI4002774, TESTI4002799, TESTI4003602, TESTI4003703, TEST 
14004210, TESTI4005399, TESTI4005653, TESTI4006441, TESTI4014908, TESTI4 
022158, TESTI4029297, TESTI4032913, TESTI4043223, TESTI4046073, 
THYMU3000776, THYMU3002887, THYMU3003350, THYMU3008105, THYMU3019476, TH 
YMU3021586, THYMU3026000, THYMU3026306, THYMU3026350, THYMU3032798, THYM 
U3032867, THYMU3037827, THYMU3038214, THYMU3044075, TRACH2013585, TRACH3 
002752, TRACH3003037, TRACH3003872, TRACH3004424, TRACH3006717, 
TRACH3007625, TRACH3007689, TRACH3008632, TRACH3009008, TRACH3010079, TR 
ACH3016805, TRACH3016885, TRACH3024342, TRACH3024671, TRACH3026303, TRAC 
H3026676, TRACH3028855, TRACH3032570, TRACH3036932, TRACH3038399, UTERU3 
010409, UTERU3013167 

[0 13 7] 

Wft^y^r^v- (TBAES) ZE^^fLMfi^Ov-rr^ 1 ;- (BEA 
ST) ^)cDNA«r»#fLTJt«Lfc»* (ilO) , m^X^MmW&hmttte 
J£TFO 1 0 * u->X$>otz 0 

BRSTN2011961, BRSTN2012069, TBAES2003917, TBAES2005361, TBAES2007428, TB 
AES2007548, TBAES2007862, TESTI2005564, TESTI4017854, TRACH3016805 
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[0 13 8] 

^-gmmte^^j-r? >; - (tcerx) ^^sut^^^r^ 1 ; 

- (CERVX) ^cDNA^mifLTJrbfcLTt:^ (111) > M^%5Jimt<D$>Z> 
mtt&VXT<D 6 ^n->-C^o/: 0 

BRACE2017397, BRHIP2027077, BRSTN2011961, BRSTN2012069, CERVX2000812, CE 
RVX2000968 

[0 13 9] 

&m&A,&%:<V7 4 77 'J - (TCOLN) IE1t&ISJJ§E&*<7>7-f 77 'J - (C 

olon) ocDNA^^LTjrt^L^^* (in) , nm^mmt^^hm^ 

(iMTO 1 0 * n->-e&ofc 0 

BRSTN2011961, BRSTN2012069, C0L0N2001829, C0L0N2001866, C0L0N2004351, CO 
L0N2004911, C0L0N2005623, C0L0N2005735, OCBBF3001333, SMINT2017964 
[0 14 0] 

^km^mmcoy 4 7*7 'J - (TES0P) jE#^«S1*W^^ 7*7 M - (N 

esop) (Dcmk^mMLrit^cLtz^ mi 3) , m^mmi^h&mtt 

(iJ^TO 1 4 ^o->t|)o/: 0 

BRAMY3004364, BRAWH3027533, BRHIP3007223, BRSTN2011961, BRSTN2012069, CT 
0NG2011801, CTONG3002518, SMINT2009292, TES0P2002005, TES0P2003308, TES0 
P2004110, TES0P2008556, UTERU3015011, UTERU3017995 
[0141] 

Wm&As&i£<D7 4 7*7 »; - (TKIDN) iE#^W"MS*0 7-r 7*7 ';- (K 
IDNE) OcDNA*»*fLTJt«Lfe»* (JU 4 ) , m%X~§£m$tit<0$>&m<tt 
IZ&T<D 4 3 7 n- >-e&o£ 0 

BRACE2002392, BRACE2012528, BRACE3004371, BRAMY2039630, BRAMY3004364, BR 
AMY3008436, BRAWH2004078, BRAWH3012662, BRAWH3021574, BRAWH3022651, BRAW 
H3037428, BRCAN2019953, BRCAN2022126, BRHIP3002000, BRHIP3002691, BRHIP3 
012997, BRHIP3020046, BRSTN2012069, BRSTN2016992, BRTHA3010212, 
CT0NG2006235, KIDNE2004531, KIDNE2010049, KIDNE2014496, KIDNE2015987, KI 
DNE2016464, KIDNE2017153, KIDNE2018268, NT2RI2015533, NT2RP7007387, 0CBB 
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F3004487, PLACE6008315, SYN0V4004210, TESTI2005112, THYMU3001776, THYMU3 
002887, THYMU3029795, THYMU3032867, TKIDN2000319, TKIDN2003396, 
TKIDN2010602, TKIDN2011051, TKIDN2011160 
[0 14 2] 

JftmtfA,&%:<D7 4 fy »J - (TLIVE) t, jES^WSlffi^O ^ j ? ? >; - (l 
IVER) (7)cDNA^ft|ffLTJ:b«eL7t:^ (§ 1 5) , M^#§il^tO&£itfST- 
JiJ^TO 1 4 ^n->t^o/: 0 

BRAWH3022651, BRCAN2020412, BRSTN2012069, BRTHA3003736, CTONG2006235, LI 
VER2008465, TESTI4013474, THYMU3002887, THYMU3038158, TLIVE2000142, TLIV 
E2001616, TLIVE2007736, TLIVE2008797, TRACH3027229 
[0 14 3] 

i^fi*0 7^7"7'J- (TLUNG) !E^^m^(Ov4 fy 'J - (HLUNG 
) OcDNA^Ii?WLTJt^L/i|g* (§ 1 6) , m^^^mW^^Mi^^X 
TO 1 7^n->t^c/: 0 

BRACE3036283, BRAMY2031516, BRSTN2011961, BRSTN2012069, HLUNG2012600, ME 
SAN2009156, NT0NG2008483, PR0ST2007444, TESTI4003703, TESTI4005653, TEST 
14013474, TESTI4029297, THYMU3001776, THYMU3033626, THYMU3034671, THYMU3 
041428, TRACH3022198 
[0 14 4] 

WzktfA.&^ktDyJ 7*7 - (TOVER) t, JE^^^Pmfi^O y 4 y"y 'J - (N 
OVER) OcDNA^jH^tTJrb^L^^ (§17) , M#^#§mgHtO&&«fST 
f±J^T<7)3 ^n->^o/: 0 
BRSTN2012069, N0VAR2000783, THYMU3002887 
[0 14 5] 

Pa^O^'f^'J- (TST0M) jE#&!Ei3*<0^ 7*7 'J - (STOMA 
) OcDNA^^/fLTJrbicLTt:^ (§18) , m^mm.^ik^&Zmttim 
TO 9 ^n->-C&o£o 

BRSTN2012069, CH0NS2002829, ST0MA2003894, ST0MA2004663, THYMU3001776, TS 
TOM2000235, TST0M2001571, TST0M2002611, TST0M2002682 
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[0 14 61 

J--&tfA,&#:<D7 4 7'7 - (TUTER) IE#^^fi*(7)7 ^7 'J - (U 
TERU) <OcDNA^Ii|^LTJt^t7t|gm (^19) . n^mMtit^Jbhmtt 
li&T<D 12 8 * n- >-e^)orj 0 

BRACE2012528, BRACE2017397, BRACE3004371, BRACE3036283, BRACE3040863, BR 
AMY2031516, BRAMY3005184, BRAWH2004078, BRAWH3004350, BRAWH3022651, BRAW 
H3024186, BRAWH3029806, BRAWH3031342, BRCAN2022126, BRHIP3001076, BRHIP3 
002000, BRHIP3002141, BRHIP3005307, BRHIP3007223, BRHIP3017855, 
BRHIP3020046, BRSTN2010089, BRSTN2011961, BRSTN2012069, BRSTN2016892, BR 
THA3003736, BRTHA3011265, BRTHA3023403, BRTHA3027879, CH0NS2002829, CTON 
G2001932, CTONG2003517, CT0NG2006235, CT0NG2011801, CT0NG3002518, DFNES2 
001829, KIDNE2010049, LIVER2008465, NT2RI3005923, 0CBBF3001333, 
0CBBF3004487, PLACE6008315, PLACE7006240, PR0ST2007444, SPLEN2012571, SY 
N0V4000598, SYN0V4009575, T1ESE2000904, TESTI4002072, TESTI4002195, TEST 
14002774, TESTI4002799, TESTI4003703, TESTI4003944, TESTI4005399, TESTI4 
005653, TESTI4024245, TESTI4029297, THYMU3002887, THYMU3021586, 
THYMU3026350, THYMU3032798, THYMU3034616, THYMU3034671, TRACH3003872, TR 
ACH3005699, TRACH3006800, TRACH3008632, TRACH3009008, TUTER1000014, TUTE 
R2001433, UTERU2000300, UTERU2014998, UTERU2016464, UTERU2016669, UTERU2 
020226, UTERU2022955, UTERU2023941, UTERU2024042, UTERU2027369, 
UTERU2028377, UTERU2029660, UTERU2035926, UTERU2037423, UTERU3000670, UT 
ERU3001029, UTERU3001394, UTERU3001946, UTERU3004635, UTERU3005264, UTER 
U3005422, UTERU3006538, UTERU3006720, UTERU3007108, UTERU3009775, UTERU3 
010029, UTERU3010409, UTERU3010604, UTERU3010892, UTERU3010919, 
UTERU3011092, UTERU3011398, UTERU3011558, UTERU3011579, UTERU3011837, UT 
ERU3012293, UTERU3012414, UTERU3012476, UTERU3012599, UTERU3012999, UTER 
U3013167, UTERU3013302, UTERU3014274, UTERU3014647, UTERU3014906, UTERU3 
015011, UTERU3015299, UTERU3015647, UTERU3015844, UTERU3016070, 
UTERU3016273, UTERU3016274, UTERU3016308, UTERU3017441, UTERU3017626, UT 
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ERU3017995, UTERU3018172, UTERU3018255 
[0 14 7] 

(CTONG) jE'ftttm&Oy'Cr?')- (NTONG 
) OcDNA«r«?*fLTJtKL/w^ (12 0) , m%"?5k&Mit<n#>2> iHS^ti^ 
TO 6 7 ?n->-C&ofc 0 

BRACE2012528, BRAMY4001863, BRAWH3021574, BRAWH3022651, BRAWH3024186, BR 
HIP2027077, BRHIP3001573, BRHIP3002000, BRHIP3007223, BRHIP3012997, BRHI 
P3020046, BRSSN2013696, BRSTN2011961, BRSTN2012069, BRTHA2027229, BRTHA2 
033155, BRTHA3011194, BRTHA3022641, CT0NG2001932, CT0NG2003517, 
CT0NG2006235, CT0NG2008989, CT0NG2009033, CTONG2009570, CT0NG2010330, CT 
ONG2011801, CT0NG2012123, CT0NG2014206, CT0NG2014959, CT0NG2020582, CTON 
G2026987, CTONG2027150, CT0NG2027591, CT0NG2027783, CT0NG2027959, CT0NG3 
001605, CT0NG3002518, CT0NG3002588, CT0NG3003669, CT0NG3008223, 
NT2RI2009233, NT0NG2002278, NTONG2003805, NT0NG2004829, NTONG2008483, NT 
0NG2009468, 0CBBF3004487, PLACE6008315, PLACE7004103, SKNMC2003639, SPLE 
N2012571, SPLEN2019092, SYN0V4009575, T1ESE2000904, TESTI2005564, TESTI2 
018867, TESTI4002799, TESTI4005653, TESTI4032913, THYMU3021586, 
THYMU3047115, TRACH3006717, TRACH3007625, TRACH3016805, TRACH3036932, TR 
ACH3038399, UTERU2000300 

[0 14 8] 
[0 14 9] 

% \z 1 B L It 1 , 402, 0701® (D ? n - > (oWSkWIM <D r- * ^ - X £ £ K L X % tz 
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t £ JttSc L T itfeT-fUl^J^ «f b<7) & £ itfcT- £ »*f L tz o 
[0 15 0] 

)3^BOj$iMcO^ 77 'J - (FCBBF, FEBRA i tz (iOCBBF) t f&i%.<D%®&%:<D 
7^7*7';- (BRACE, BRALZ, BRAMY, BRAWH, BRCAN, BRCOC, BRHIP, BRSSN, BR 
STNt TtiliBRTHA) OcDNA^ftltffU fl^lB t ^^"Cib^c Ltzffi^k (M2 1) , M# 
T%:m$tit(7)jbZ>m:{ttlZ&T<V9 1 6^tt->-e&o£ 0 
ASTR02008972, ASTR02016114, BLADE2004849, BRACE1000475, BRACE2002392, BR 
ACE2003628, BRACE2005991, BRACE2010336, BRACE2012528, BRACE2012625, BRAC 
E2012833, BRACE2012838, BRACE2012936, BRACE2012947, BRACE2013009, BRACE2 
013126, BRACE2013132, BRACE2016896, BRACE2017359, BRACE2017397, 
BRACE2017580, BRACE2017844, BRACE2017872, BRACE2017992, BRACE2019348, BR 
ACE2023633, BRACE2023744, BRACE2025452, BRACE2026404, BRACE2027312, BRAC 
E2027382, BRACE2028956, BRACE2030039, BRACE2032584, BRACE2033128, BRACE2 
034434, BRACE2035120, BRACE2035191, BRACE2039362, BRACE2039607, 
BRACE2042541, BRACE2046976, BRACE2047232, BRACE2047975, BRACE3001403, BR 
ACE3001973, BRACE3002344, BRACE3002541, BRACE3002756, BRACE3003866, BRAC 
E3004046, BRACE3004371, BRACE3004767, BRACE3004887,. BRACE3004981, BRACE3 
005870, BRACE3005903, BRACE3006553, BRACE3007649, BRACE3007869, 
BRACE3009075, BRACE3009265, BRACE3009392, BRACE3009416, BRACE3009539, BR 
ACE3010702, BRACE3011447, BRACE3011774, BRACE3013418, BRACE3013874, BRAC 
E3013986, BRACE3014523, BRACE3014714, BRACE3015090, BRACE3015898, BRACE3 
016020, BRACE3016167, BRACE3016580, BRACE3016788, BRACE3016810, 
BRACE3016862, BRACE3017253, BRACE3018083, BRACE3019570, BRACE3019611, BR 
ACE3019817, BRACE3019941, BRACE3020356, BRACE3020669, BRACE3021430, BRAC 
E3021517, BRACE3021805, BRACE3022051, BRACE3022303, BRACE3022312, BRACE3 
022340, BRACE3022847, BRACE3023604, BRACE3024379, BRACE3024444, 
BRACE3024497, BRACE3024537, BRACE3024879, BRACE3025627, BRACE3025719, BR 
ACE3026161, BRACE3026290, BRACE3026345, BRACE3026456, BRACE3026802, BRAC 
E3026844, BRACE3026947, BRACE3027256, BRACE3027931, BRACE3028360, BRACE3 
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028895, BRACE3028998, BRACE3029005, BRACE3029021, BRACE3029205, 
BRACE3029447, BRACE3030538, BRACE3031161, BRACE3031184, BRACE3031185, BR 
ACE3031315, BRACE3031372, BRACE3031579, BRACE3031728, BRACE3031743, BRAC 
E3031843, BRACE3032385, BRACE3032537, BRACE3032538, BRACE3032631, BRACE3 
032980, BRACE3033525, BRACE3034183, BRACE3034389, BRACE3034964, 
BRACE3034993, BRACE3035168, BRACE3036156, BRACE3036271, BRACE3036283, BR 
ACE3037612, BRACE3037637, BRACE3037803, BRACE3038012, BRACE3038030, BRAC 
E3038570, BRACE3038760, BRACE3039288, BRACE3039358, BRACE3039378, BRACE3 
039454, BRACE3040012, BRACE3040239, BRACE3040504, BRACE3040644, 
BRACE3040863, BRACE3041059, BRACE3041162, BRACE3041827, BRACE3042046, BR 
ACE3042210, BRACE3042326, BRACE3042409, BRACE3042432, BRACE3042594, BRAC 
E3043597, BRACE3044090, BRACE3044172, BRACE3044247, BRACE3044377, BRACE3 
044495, BRACE3045078, BRACE3045145, BRACE3045424, BRACE3045708, 
BRACE3045981, BRACE3046049, BRACE3046152, BRACE3046294, BRACE3046466, BR 
ACE3046491, BRACE3046609, BRACE3046837, BRACE3046855, BRACE3046966, BRAC 
E3047018, BRACE3047482, BRACE3047801, BRALZ2003119, BRALZ2007661, BRALZ2 
008930, BRALZ2010842, BRALZ2011337, BRALZ2013621, BRALZ2013690, 
BRALZ2014054, BRAMY2015516, BRAMY2021098, BRAMY2022320, BRAMY2023939, BR 
AMY2025495, BRAMY2031516, BRAMY2033895, BRAMY2035801, BRAMY2036254, BRAM 
Y2036266, BRAMY2037609, BRAMY2039630, BRAMY2040915, BRAMY2041347, BRAMY2 
041384, BRAMY2041507, BRAMY2044686, BRAMY2046489, BRAMY2046537, 
BRAMY3000692, BRAMY3001409, BRAMY3002329, BRAMY3002508, BRAMY3002886, BR 
AMY3004126, BRAMY3004364, BRAMY3005184, BRAMY3005656, BRAMY3005912, BRAM 
Y3007078, BRAMY3007449, BRAMY3007471, BRAMY3008436, BRAMY3009158, BRAMY3 
009491, BRAMY3009556, BRAMY3009904, BRAMY3010321, BRAMY3010603, 
BRAMY3010654, BRAMY4000915, BRAMY4000962, BRAMY4001234, BRAMY4001652, BR 
AMY4001863, BRAMY4001913, BRAMY4002575, BRAMY4002628, BRAWH2000256, BRAW 
H2002333, BRAWH2004078, BRAWH2010364, BRAWH2010619, BRAWH2011796, BRAWH2 
011812, BRAWH2011958, BRAWH2012054, BRAWH2012866, BRAWH2013955, 
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BRAWH2014053, BRAWH2016209, BRAWH2016223, BRAWH2016305, BRAWH2016514, BR 
AWH2016562, BRAWH2016785, BRAWH3000446, BRAWH3000884, BRAWH3001053, BRAW 
H3001638, BRAWH3001783, BRAWH3001833, BRAWH3003244, BRAWH3003573, BRAWH3 
003975, BRAWH3004335, BRAWH3004350, BRAWH3005037, BRAWH3005886, 
BRAWH3005892, BRAWH3005896, BRAWH3008167, BRAWH3008559, BRAWH3008867, BR 
AWH3009961, BRAWH3010461, BRAWH3010602, BRAWH3010657, BRAWH3010726, BRAW 
H3010833, BRAWH3011101, BRAWH3011331, BRAWH3011402, BRAWH3011577, BRAWH3 
011623, BRAWH3011685, BRAWH3011907, BRAWH3011929, BRAWH3012005, 
BRAWH3012662, BRAWH3012779, BRAWH3013009, BRAWH3013049, BRAWH3013264, BR 
AWH3013508, BRAWH3014609, BRAWH3014639, BRAWH3015017, BRAWH3015175, BRAW 
H3015610, BRAWH3015825, BRAWH3016123, BRAWH3016715, BRAWH3017180, BRAWH3 
017259, BRAWH3017260, BRAWH3017477, BRAWH3017980, BRAWH3018063, 
BRAWH3018369, BRAWH3018548, BRAWH3018969, BRAWH3019026, BRAWH3019529, BR 
AWH3019594, BRAWH3019820, BRAWH3020200, BRAWH3020318, BRAWH3020884, BRAW 
H3020928, BRAWH3021012, BRAWH3021574, BRAWH3021580, BRAWH3021641, BRAWH3 
021643, BRAWH3021724, BRAWH3022347, BRAWH3022431, BRAWH3022459, 
BRAWH3022542, BRAWH3022651, BRAWH3022719, BRAWH3022900, BRAWH3023156, BR 
AWH3023168, BRAWH3023172, BRAWH3023274, BRAWH3023421, BRAWH3024186, BRAW 
H3024231, BRAWH3024242, BRAWH3024506, BRAWH3024989, BRAWH3026349, BRAWH3 
026938, BRAWH3027420, BRAWH3027440, BRAWH3027533, BRAWH3027574, 
BRAWH3027607, BRAWH3027616, BRAWH3027675, BRAWH3027806, BRAWH3027880, BR 
AWH3028202, BRAWH3028223, BRAWH3028461, BRAWH3028754, BRAWH3028796, BRAW 
H3029313, BRAWH3029385, BRAWH3029538, BRAWH3029806, BRAWH3030772, BRAWH3 
030810, BRAWH3030910, BRAWH3031054, BRAWH3031342, BRAWH3031710, 
BRAWH3032298, BRAWH3032340, BRAWH3032571, BRAWH3033117, BRAWH3033293, BR 
AWH3033448, BRAWH3033513, BRAWH3034097, BRAWH3034114, BRAWH3034134, BRAW 
H3034668, BRAWH3034743, BRAWH3034775, BRAWH3034890, BRAWH3035403, BRAWH3 
035904, BRAWH3035914, BRAWH3035936, BRAWH3036077, BRAWH3036247, 
BRAWH3036270, BRAWH3036334, BRAWH3036561, BRAWH3037265, BRAWH3037394, BR 
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AWH3037428, BRAWH3037533, BRAWH3037979, BRAWH3038055, BRAWH3038230, BRAW 
H3038252, BRAWH3038324, BRCAN2000923, BRCAN2002662, BRCAN2002892, BRCAN2 
003269, BRCAN2003814, BRCAN2006051, BRCAN2006955, BRCAN2007525, 
BRCAN2008701, BRCAN2009168, BRCAN2010547, BRCAN2010581, BRCAN2010665, BR 
CAN2015402, BRCAN2015757, BRCAN2018269, BRCAN2018667, BRCAN2019653, BRCA 
N2019907, BRCAN2019953, BRCAN2020234, BRCAN2020331, BRCAN2020412, BRCAN2 
020467, BRCAN2020880, BRCAN2021325, BRCAN2021452, BRCAN2021718, 
BRCAN2022126, BRCAN2025093, BRCAN2027593, BRCAN2028702, BRC0C2001355, BR 
C0C2002777, BRC0C2006164, BRC0C2006639, BRC0C2006942, BRC0C2009638, BRCO 
C2010115, BRC0C2012386, BRHIP2006819, BRHIP2006921, BRHIP2008756, BRHIP2 
009177, BRHIP2011199, BRHIP2013958, BRHIP2015153, BRHIP2016125, 
BRHIP2017714, BRHIP2020930, BRHIP2021929, BRHIP2023735, BRHIP2024941, BR 
HIP2026346, BRHIP2027077, BRHIP2027563, BRHIP2029529, BRHIP2029643, BRHI 
P2029663, BRHIP3000626, BRHIP3000859, BRHIP3001076, BRHIP3001141, BRHIP3 
001338, BRHIP3001360, BRHIP3001481, BRHIP3001573, BRHIP3001878, 
BRHIP3002000, BRHIP3002114, BRHIP3002124, BRHIP3002141, BRHIP3002363, BR 
HIP3002691, BRHIP3002920, BRHIP3002931, BRHIP3003063, BRHIP3003126, BRHI 
P3003306, BRHIP3003340, BRHIP3003395, BRHIP3003688, BRHIP3003795, BRHIP3 
003845, BRHIP3003961, BRHIP3003984, BRHIP3004215, BRHIP3004710, 
BRHIP3004725, BRHIP3004774, BRHIP3004786, BRHIP3005037, BRHIP3005142, BR 
HIP3005231, BRHIP3005307, BRHIP3005673, BRHIP3005801, BRHIP3005944, BRHI 
P3006279, BRHIP3006294, BRHIP3006449, BRHIP3006786, BRHIP3006950, BRHIP3 
007172, BRHIP3007195, BRHIP3007223, BRHIP3007291, BRHIP3007409, 
BRHIP3007424, BRHIP3007609, BRHIP3007960, BRHIP3008082, BRHIP3008320, BR 
HIP3008714, BRHIP3009672, BRHIP3009753, BRHIP3010289, BRHIP3010916, BRHI 
P3011082, BRHIP3011269, BRHIP3011460, BRHIP3011567, BRHIP3011831, BRHIP3 
012185, BRHIP3012289, BRHIP3012357, BRHIP3012736, BRHIP3012997, 
BRHIP3013078, BRHIP3013588, BRHIP3013698, BRHIP3014675, BRHIP3015854, BR 
HIP3016032, BRHIP3016421, BRHIP3017109, BRHIP3017146, BRHIP3017256, BRHI 
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P3017558, BRHIP3017855, BRHIP3018784, BRHIP3019643, BRHIP3019824, BRHIP3 
019880, BRHIP3019956, BRHIP3020046, BRHIP3020155, BRHIP3020733, 
BRHIP3021019, BRHIP3021499, BRHIP3021987, BRHIP3022656, BRHIP3023922, BR 
HIP3024703, BRHIP3024820, BRHIP3025795, BRHIP3025844, BRHIP3026231, BRHI 
P3026651, BRHIP3027160, BRHIP3027191, BRHIP3027651, BRHIP3027947, BRHIP3 
028246, BRHIP3028570, BRHIP3028742, BRSSN2004303, BRSSN2004710, 
BRSSN2008464, BRSSN2011843, BRSSN2012157, BRSSN2012198, BRSSN2013696, BR 
SSN2015497, BRSSN2018218, BRSTN2000312, BRSTN2006466, BRSTN2006638, BRST 
N2008475, BRSTN2009247, BRSTN2010089, BRSTN2010416, BRSTN2011688, BRSTN2 
011961, BRSTN2012069, BRSTN2016892, BRSTN2016918, BRSTN2016992, 
BRSTN2017104, BRSTN2017151, BRSTN2018712, BRTHA2000969, BRTHA2001304, BR 
THA2001953, BRTHA2002091, BRTHA2003759, BRTHA2005448, BR1HA2006720, BRTH 
A2008502, BRTHA2008598, BRTHA2010672, BRTHA2012189, BRTHA2014647, BRTHA2 
018304, BRTHA2019726, BRTHA2019743, BRTHA2020400, BRTHA2020566, 
BRTHA2020642, BRTHA2020695, BR1HA2020721, BRTHA2020781, BRTHA2020910, BR 
THA2021212, BRTHA2021440, BRTHA2021450, BRTHA2022074, BRTHA2022914, BRTH 
A2022968, BRTHA2023402, BRTHA2023437, BRTHA2024177, BRTHA2024354, BRTHA2 
024712, BRTHA2025869, BRTHA2026071, BRTHA2026290, BRTHA2026311, 
BRTHA2027227, BRTHA2027229, BRTHA2027250, BRTHA2028297, BRTHA2029969, BR 
THA2030036, BRTHA2030213, BRTHA2031517, BRTHA2031917, BRTHA2032763, BRTH 
A2033122, BRTHA2033155, BRTHA2033320, BRTHA2033469, BRTHA2033683, BRTHA2 
034281, BRTHA2034576, BRTHA2035743, BRTHA2036055, BRTHA2036295, 
BRTHA2037247, BRTHA2038279, BRTHA2038345, BRTHA2038353, BRTHA3000456, BR 
THA3002411, BRTHA3003225, BRTHA3003417, BRTHA3003736, BRTHA3005988, BRTH 
A3006593, BRTHA3007469, BRTHA3007662, BRTHA3009858, BRTHA3010135, BRTHA3 
010212, BRTHA3010469, BRTHA3010530, BRTHA3010540, BRTHA3010717, 
BRTHA3011187, BRTHA3011194, BRTHA3011229, BRTHA3011265, BRTHA3011306, BR 
THA3011361, BRTHA3011510, BRTHA3011892, BRTHA3011998, BRTHA3012265, BRTH 
A3013860, BRTHA3013882, BRTHA3014000, BRTHA3014105, BRTHA3014507, BRTHA3 
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014547, BRTHA3014835, BRTHA3014854, BRTHA3014920, BRTHA3016616, 
BRTHA3017791, BRTHA3018409, BRTHA3018623, BRTHA3019183, BRTHA3020369, BR 
THA3020771, BRTHA3021569, BRTHA3021708, BRTHA3021786, BRTHA3021971, BRTH 
A3022641, BRTHA3023403, BRTHA3023590, BRTHA3023929, BRTHA3024600, BRTHA3 
025073, BRTHA3026161, BRTHA3026180, BRTHA3026556, BRTHA3026916, 
BRTHA3027171, BRTHA3027318, BRTHA3027638, BRTHA3027820, BRTHA3027879, BR 
THA3027957, BRTHA3028339, BRTHA3028505, CH0NS2002829, CT0NG2001932, CTON 
G2006235, CT0NG2009033, CT0NG2011801, CT0NG2020582, CT0NG2027959, D90ST2 
003106, DFNES2001829, FCBBF3001018, FCBBF3002188, FCBBF3005160, 
FCBBF3012443, FCBBF3020030, FCBBF3021191, FCBBF3024911, FCBBF5000384, FE 
BRA2000805, FEBRA2002260, FEBRA2012625, FEBRA2013069, FEBRA2013570, FEBR 
A2017736, FEBRA2017811, FEBRA2023498, FEBRA2026582, FEBRA2026977, FEBRA2 
028222, FEBRA2028457, JCMLC2000273, KIDNE2010049, KIDNE2017153, 
LIVER2008465, MESAN2017133, N0VAR2000783, NT2NE2011107, NT2RI2009233, NT 
2RI2010795, NT2RI2015533, NT2RI3005923, NT2RI3009524, NT2RP7007387, NT2R 
P8001604, NT2RP8001605, NT2RP8007920, NT2RP8009119, NT0NG2008483, NT0NG2 
009468, 0CBBF2000831, OCBBF2003518, 0CBBF2004478, 0CBBF2007039, 
0CBBF2009536, 0CBBF2014745, 0CBBF2016928, 0CBBF2018229, 0CBBF2018618, OC 
BBF2019761, 0CBBF2024589, 0CBBF2024779, 0CBBF2025631, 0CBBF2030927, OCBB 
F2036019, 0CBBF3000743, OCBBF3000830, 0CBBF3001076, 0CBBF3001202, 0CBBF3 
001333, 0CBBF3001616, OCBBF3003745, 0CBBF3004487, 0CBBF3004908, 
0CBBF3005330, 0CBBF3005843, OCBBF3006986, 0CBBF3007078, 0CBBF3007704, OC 
BBF3008392, 0CBBF3008835, 0CBBF3009244, PLACE5000492, PLACE6003004, PLAC 
E6008315, PLACE6010936, PLACE7004103, PLACE7006240, PR0ST2007444, PR0ST2 
017910, SMINT2009292, SMINT2012179, SPLEN2012571, SYN0V4004210, 
SYN0V4009575, T1ESE2000609, T1ESE2000904, TBAES2007428, TESTI2005112, TE 
STI2005564, TESTI2009497, TESTI2018867, TESTI2021654, TESTI2039342, TEST 
14001569, TESTI4002072, TESTI4002195, TESTI4002774, TESTI4002799, TESTI4 
003602, TESTI4003703, TESTI4003944, TESTI4004210, TESTI4004695, 
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TESTI4005013, TESTI4005399, TESTI4005653, TESTI4006441, TESTI4007965, TE 
STI4010979, TESTI4012960, TESTI4013474, TESTI4014908, TESTI4020596, TEST 
14022158, TESTI4029297, TESTI4032913, TESTI4035770, TESTI4043223, TESTI4 
046073, THYMU3000776, THYMU3002887, THYMU3003007, THYMU3003350, 
THYMU3007308, THYMU3008105, THYMU3019476, THYMU3021586, THYMU3026000, TH 
YMU3026306, THYMU3026350, THYMU3032798, THYMU3032867, THYMU3033626, THYM 
U3034671, THYMU3037827, THYMU3038214, THYMU3041428, THYMU3044075, TKIDN2 
000319, TLIVE2007736, TRACH2013585, TRACH3002752, TRACH3003037, 
TRACH3003872, TRACH3004424, TRACH3006717, TRACH3007625, TRACH3007689, TR 
ACH3007995, TRACH3008508, TRACH3008632, TRACH3009008, TRACH3010079, TRAC 
H3016805, TRACH3016885, TRACH3021544, TRACH3022109, TRACH3022198, TRACH3 
024342, TRACH3024671, TRACH3025316, TRACH3026303, TRACH3026676, 
TRACH3028855, TRACH3032570, TRACH3036932, TRACH3038399, TST0M2000235, UT 
ERU2000300, UTERU2027369, UTERU3000670, UTERU3005422, UTERU3010409, UTER 
U3012414, UTERU3013167, UTERU3015011, UTERU3016273, UTERU3017995, UTERU3 
018172 

[0151] 

^co^Bifi*<7)7-r 75 V - (FEHRT) ^C«i*W7'f7'7'J- (HEA 
RT) <7>cDNA£8?#rU J& , Mt$Li$.X*ikmLtz&& (^2 2) . M#"CI&^ftO 
$>2>&ittl*&T<V 1 0 ^n->-e^o/Jo 

BRACE2012528, BRACE3004371, BRCAN2003814, BRSTN2011961, BRSTN2012069, BR 
STN2016992, HEART2002531, NT0NG2008483, PROST2002078, T1ESE2000609 
[0 15 2] 

a^e<7)WMd3*o^-f r^';- (fekid) j&w^u&^^j r^u- (kid 
ne) (DcMk^mftL, ^t^xitmLtz^ (t23) , m^^mmt<D 

fr&mfc^lt&TV) 2 1 ^n->-e^o7co 

BRACE3004371, BRAMY2039630, BRAMY3004364, BRAWH2004078, BRHIP3002000, BR 
STN2011961, BRSTN2012069, BRTHA2027229, KIDNE2004531, KIDNE2010049, KIDN 
E2014496, KIDNE2015987, KIDNE2016464, KIDNE2017153, KIDNE2018268, NT2RP7 
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007387, TESTI2005112, TESTI4002799, THYMU3001776, THYMU3029795, 
THYMU3032867 

[0 15 3] 

ife l M<7)m&*<7) (FELNG) J&ftWftfr &3£<D 7^77')- (HLUNG) 

?)cDNA£#M?rU ^Bt^-CJticLTt:^ (^2 4) . P«-C$&SfH[:«>*>& 
m^ltVXT <D 1 8 * o- >-e^o7jo 

BRACE3036283, BRAMY2031516, BRSTN2011961, BRSTN2012069, HLUNG2012600, ME 
SAN2009156, NTONG2008483, PR0ST2007444, TESTI4003703, TESTI4005653, TEST 
14013474, TESTI4029297, THYMU3001776, THYMU3033626, THYMU3034671, THYMU3 
041428, THYMU3044188, TRACH3022198 

[0 15 4] 
[0 15 5] 
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[0 15 6] 

tfm #§ $ tin «\ pp ^ fcffi 75 ? # x. <b ti %> o 

[0 15 7] 

TOJ;^ KLt:iEf&q H q|3i!S&£?T -9 it^ti^o 
[0 15 8] 

[0 15 9] 

— 2n Wilt &T<n£7\,zLX*3£W<nm&%<Dgmit*5£&ir&mm*x 
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fr£ft^flI£lM7 ii^5MtHT<h^<§:##:p203-236 (1991) mM^lsJA 

X box? 'j --^^^fflu^C <b^pTfg-r^^o 
[0 16 0] 

i<7>x? 'J --^T^&li, #l&iW<A®e«:a s $##-e (a) 

>Kt«r»tt$*-sxe, (b) ^®eKt^(iitse«^#§mi-^«^';^ 

* fc#S&9§<0fieKj& si ; K-e**»^»cii, ( a ) tetfe^^^T-C', * 

i&w^se«*»seR<^$«#i>tii»^^*i&at-*jiiBjfe^«tt$*4x 
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[01611 

(DM & K K *fr"t & 7^^7>? X h of^M t £ h o 

^o^gfti: >; ify K t olS^fSttOlSTd J: & 'J >B*ffcfc Wffirtv 

[0 1 62] 

mm.\uz%^*5-z_hz\ ttmbtix^zmittmyi) (m&n) (om^iz&nm. 

[0 16 3] 
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[0 16 4] 

v^MSiidiSSSK. tefiiSfifo^fi, #fflfl&rtno«l*^RtEL 

mm (msk) ft^ostt-cjpj^-tSe 

[0 16 5] 
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SKte^Wfflf £*Dtf# L> - * - itfST- m& L TtitfeT- ^IAL , 
[0 16 6] 

[0 16 7] 
[0 16 8] 
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Sfif^Mf^ffittt^M^a^-t^l^o *&v>(±, TMethod in Mo 
lecular BiologyJ (Humana Presstt) v 'J — Xco [Molecular Diagnosis of Gene 
tic Diseases] (RobEllesS, 1996) £##nm« ? pTf£-C&£ 0 

[0 16 9] 

*ff9-t<>nrisgT?*)-6o Mx.fi\ im^^n&fi^i Kim Hr# 

S4^^t'i:J; ^*%T*^iiTa^*S-^*S: 
[0 1 7 0] 

H tt, m 1 K 1 5«c $ *i fc*&afeE?!l is i £ tz 14 T ^ J WRM frbM 
1RZtifz'J?% < ti> lo^^tf^ftcDNA^i^/iTttigfiKT-'-^^-^HM 

n^cDNAOia^SE^ijo^^ < o£#fr c ^S&WO-y- #3£9! 
J: o T Jti£ $ ft & cDNA(7) * j6» <b flMc S *l "C V > "C <> £ v> U O ^ftcDNA^ES 
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[0171] 

#3£iE07*-*^-*l±, 5tfS : ?-»fM-otfffftw*cf<, itf^M^MCt 

M^-rtL(i\ m^(Dm.min^^^xm^^^mm^mhi)^z-rh z. 
t &x § h o 

i:$p^f-M-7ii, t: Y<Dmtt\-m-thm¥k*mtLx^z> i><Dx& 

[0 17 2] 

(±, z<D^*m§-$-2>tzhb<Dv-)vtLxm^hfrz>o mmT-m^^^m: 

^- _ ^ ^ _ ^ {± -3- ^ - ^ (7) £ £ v > % jft^^Bf Jt -T £ cDNAO # 

%&*wmwi l z&^x?\mztitz£x<D%ft&ffij:m*. &m.t Lx^wmm 
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[0 17 3] 

immm) 

mnm i . * u ^ * ? «t ^cdna^ ^ 77 -ofts* 

(1) inRNAfflttihltA 

h&flfe (TIB^^i - ) J: 19 > JCffli (J. Sambrook, E. F. Fritsch & T. Mani 
at is, Molecular Cloning Second edition, Cold Spring harbor Laboratory Pr 
ess, 1989) tim^mzX <0£Wkt LTmRNA^WtB Ltz Q ttz, E Ff*f« 

ambrook, E. F. Fritsch & T. Maniatis, Molecular Cloning Second edition, 
Cold Spring harbor Laboratory Press, 1989) ffiHRO^ftfc <fc ^RNAfc LTmR 
NA^fSmLfCo 

[0 17 4] 

^T(:7^7"7'J-^t-r^)fif(7)r», l"9>f 7*7'J-^ : ft*J oil: 
tj^ L t7>7^y3>Lf:^(:ov^lt +r 7'f 7 ^ h 9 7*7 'J - <7)fg 
1977 fc^Lfco 
< t M^i r>mRNAtt£ii> 
NT0NG : JEHT^ (Tongue) ; 
CT0NG I Hr^iS (Tongue, Cancer) ; 
FCBBF ! (Brain, Fetal) ; 

0CBBF I JJpj-BFw (Brain, Fetal) ; 
PLACE I fl£|g (Placenta) ; 

SYN0V ! ?#)g[&|fK Synovial membrane tissue from rheumatioid arthritis) ; 
C0RDB : Jjf^JfiUCord blood) Q 

[0 17 5] 
<mmmM£ ^mRNAffifcti> 
BNGH4 : H4*fflJ&(ATCC #HTB-148) I 
IMR32 : IMR328HJJ&(ATCC #CCL-127) ; 
SKNMC ! SK-N-MC»(ATCC #HTB-10) ; 
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3NB69 I NB69$BJjS (RCB #RCB0480) ; 

BGGI1 : GIlifflJj&(RCB #RCB0763) ; 

NB9N4 : NB9«(RCB #RCB0477) ; 

SKNSH : SK-N-SH$BJj§, (RCB #RCB0426) ; 

AHMSC : HMSaH^((^^*ffl^, Human mesenchymal cell) ; 

CHONS ! (Chondrocyte) ; 

ERLTF I TF-lfflJ]&((^6lft#i£ml£, erythroleukemia) ; 

HELAC : HeLamm 

JCMLC I SJfil^lfflHS (Leukemia, myelogenous) ; 
MESTC : mm^MM^i (Mesenchyme stem cell) ; 
N1ESE ! rait^£f!fflJ& (Mesenchymal stem cell) ; 
NCRRM I Jfe£.mffiffli& (Embryonal carcinoma) ; 

NCRRP I m^mmmm (Embryonal carcinoma) £ V + J -i >^(RA)MSIf^ ; 
T1ESE : r B ^^##« (Mesenchymal stem cell) ^h'Jn^^f >t5 T*f*sf- 

NT2RM I NT2!fflJj& (STARATAGENE #204101) ; 

nt2rp : notus*: \/*f-j 4 ym(M)^mmmmm ; 

nt2ri : m2mm*M*i!immm5Mm&. ^mmmM^m2mm ; 

nt2ne : nmm^M^mt itiifiMcj: o mzftim, mzzukmmuM 

T2 Neuron) ; 

NTISM I NT2*fflJfe (STARATAGENE #204101) iU^mmmmm^ £ WISWJM^ 
2Mf^ L /zmRNA^ h fp$= L- fzdMAy 4 77 'J ~^<b. *5MtNT2*EJ&<7)mRNA£: fi*f 
cDNA£Subtract Kit (Invitrogen #K4320-01) *M \i*XV"7 V "7? Y Ltz? 
4 7"7 ■! - (NT2RI— NT2RM) 0 

rcb(±, wmm^ff\v-y^y^ -mmmmmft £ ^st^it^o-c* 

0. ATCC(i, American Type Culture Col lection J: *0 ftm% d tffc i> (DVfoZ 0 
[0 17 6] 

ASTRO : IE1i?W£)3imtfc» (Normal Human Astrocyte) NHA5732, ^Sa6 #CC256 
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5 ; 

DFNES : ffi ±^jE^&mm^mm (Normal Human Dermal Fibroblasts (Neonata 
1 Skin) ; NHDF-Neo) NHDF2564, #CC2509 ; 

MESAN : lEIM+r^^ A|ffljj& (Normal human mesangial cells) NHMC56046-2, 
^ffiit #CC2559 ; 

NHNPC : JE-Bm^m^mm (Normal human neural progenitor cells) NHNP5958, 
SSii #CC2599 ; 

PEBLM : lE-MM^HM^-^mB (Human peripheral blood mononuclear cells) HPBM 
C5939, SSig #CC2702 ; 

HSYRA : f#^ffl^HS-RA (Human synoviocytes from rheumatioid arthritis), ^ 
•ft® #T404K-05 ; 

PUAEN : iE-^mW}JSk\H&B^ (Human pulmonary artery endothelial cells), H€ 
#16 HT302K-05 ; 

UMVEN : JE1£B%}1&Wk1fttiiBf& (Human umbilical vein endothelial cells) HUVE 
C, #T200K-05 ; 

HCASM : iE'S'Sffi;M¥?f ISfflflSHCASMC (Human coronary artery smooth muscle ce 
lis), -mm® JTT305K-05 ; 

HCHON : JE#$fc#*fflJ3&HC (Human Chondrocytes), #T402K-05 ; 

HHDPC: JE#H#^fLsS*ffl^HDPC (Human dermal pap i 1 la eel Is) , 5|C#*5 #THPCK 

-001 ; 

CD34C I CD34+IHJ& (All Cells, LLC #CB14435M) ; 

d3ost : cm4^mzm^mMfrim^(ow)*&mmmBm ; 

D60ST : CD34+»£0DF#igii3t M6B ffl ', 
D90ST : CD34+*fflJfe£0DF&3SNS9BH ; 
ACTVT : fSttffcTifflJfe (Activated T-cell) ; 

LYMPB : "J W^EJULymphoblast, EB virus transferred B cell) ; 
NETRP I #f 4> it (Neut roph i 1 ) 0 
[0 17 7] 

>X^X\ WTC^ft b®.m£ l?£RNA<h LT^tH £ titzmtWAZBX L/c 0 J£H 
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& L o 

< h&iSU 19 OmRNA££RNA7?SftA> 

ADRGL: mm (Adrenal gland), CLONTECH #64016-1 ; 

BRACE I /HS (Brain, cerebellum), CLONTECH #64035-1 ; 

BRAWH I (Brain, whole), CLONTECH #64020-1 ; 

FEBRAI f&W (Brain, Fetal), CLONTECH #64019-1 ; 

FELIV : JHjJrBfffjfil (Liver, Fetal), CLONTECH #64018-1 ; 
0 HEART : >L>Bi (Heart), CLONTECH #64025-1 ; 

HLUNG ! lip (Lung), CLONTECH #64023-1 ; 

KIDNE ! WM (Kidney), CLONTECH #64030-1 ; 

LIVER ! JffR (Liver), CLONTECH #64022-1 ; 

MAMGL I fLUa (Mammary Gland), CLONTECH #64037-1 ; 

PANCR I WW. (Pancreas), CLONTECH #64031-1 ; 

PR0ST : M £R (Prostate), CLONTECH #64038-1 ; 

SALGL : mwiffi. (Salivary Gland), CLONTECH #64026-1 ; 

SKMUS : (Skeletal Muscle), CLONTECH #64033-1 ; 

SMINTI /Ml (Small Intestine), CLONTECH #64039-1 ; 
• SPLEN I MLR (Spleen), CLONTECH #64034-1 ; 

STOMA : 1 (Stomach) , CLONTECH #64090-1 ; 

TBAES : %m (Breast, Tumor), CLONTECH #64015-1 ; 

TCERX : TsUM (Cervix, Tumor), CLONTECH #64010-1 ; 

TC0LN I ffimm (Colon, Tumor), CLONTECH #64014-1 ; 

TESTI I mm (Test is), CLONTECH #64027-1 ; 

THYMU I MB. (Thymus), CLONTECH #64028-1 ; 

TLUNG ! fi-lffi(Lung, Tumor), CLONTECH #64013-1 ; 

T0VAR: $mm (Ovary, Tumor), CLONTECH #64011-1 ; 

TRACH : (Trachea), CLONTECH #64091-1 ; 
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TUTER ! (Uterus, Tumor) , CLONTECH #64008-1 ; 

UTERU : =F£t (Uterus) , CLONTECH #64029-1 ; 
AD IPS I J3aJ]fi&if& (Adipose), Invitrogen #D6005-01 ; 
BLADE : mWt (Bladder), Invitrogen #D6020-01 ; 

BRALZ I T)W^-i v — B^^cSa^K (Brain, cortex, Alzheimer), Invitrogen 
#D6830-01 ; 

CERVX : J-'sMW (Cervix), Invitrogen #D6047-01 ; 
COLON : &m (Colon), Invitrogen #D6050-0 ; 
NES0P I (Esophagus) , Invitrogen #D6060-01 ; 
PERIC I (Pericardium), Invitrogen #D6105-01 ; 
RECTM : MB (Rectum), Invitrogen #D6110-01 ; 
TES0P ! (Esophageal, Tumor), Invitrogen #D6860-01 ; 

TKIDN ! WM^ffi (Kidney, Tumor), Invitrogen #D6870-01 ; 
TLIVE : JfFRflS (Liver, Tumor), Invitrogen #D6880-01 ; 
TST0M: 1^5 (Stomach, Tumor), Invitrogen #D6920-01 ; 
BEAST : Jj£A?LM (Adult Breast), STARATAGENE #735044 ; 
FEHRT : ffift'km (Heart, Fetal), STARATAGENE #738012 | 
FEKID : ll&EWR (Kidney, Fetal), STARATAGENE #738014 ; 
FELNG ! Jj&iSlffi (Lung, Fetal), STARATAGENE #738020 ; 
N0VAR I f&AmWz (Adult Ovary), STARATAGENE #735260 ; 
brasw : B^±m&nmSL [BRALZ :7^7Mv- «.#*IB&R 

(Brain, cortex, Alzheimer), Invitrogen #D6830-0l] OniRNA^fpM LfccDNA 
7^7'7 , J-^f>, [BRAWH : ^rfli (Brain, whole), CLONTECH #64020-1 

] <7)mRNA£M*t1-£ cDNA^Subtract Kit (Invitrogen #K4320-01) £ffiv*T -9" T 
\=7>7 h Ltz? 4 7?') - (BRALZ— BRAWH) 0 
[0 17 8] 

S?>tC, ^tZ^i-b Mi^J: 19 sJ?';A(+) RNAfc LT^m • »5&£ftfcmRNA£» 
XLtz 0 ^•a^fi*^*° , JA(+) RNAH, *°UA(-)RNA£?l^YcRNA/^cDNA7^-7* 
9i;-£fBRLfco A(-)RHAWU ^rfli (Brain, whole), CLONTECH #64020-10 
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£RNAri» h # 'M(+)RNA£ * n*dT-b ;l/ n - * < C«h K =t «9 mm L fco k 

<t: h-iBjfflU ^ <7>mRNA£*°'JA(+) RNATBS A > 
BRAMY : JB* (Brain, amygdala), CLONTECH #6574-1 ; 
BRCAN I (Brain, caudate nucleus), CLONTECH #6575-1 ; 

BRCOC ! mWi (Brain, corpus callosum), CLONTECH #6577-1 ; 
BRHIP ! mm (Brain, hippocampus), CLONTECH #6578-1 ; 
BRSSN I Hit (Brain, substantia nigra), CLONTECH #6580-1 ; 
BRSTN I tlJ^T^ (Brain, subthalamic nucleus), CLONTECH #6581-1 ; 
BRTHA : (Brain, thalamus), CLONTECH #6582-1 0 
[0 17 9] 
( 2 ) cDNA 7 4 y 7'J- <7>f£$£ 

^ril^tKDMAX 3fU y7°S[M. Maruyama and S. Sugano, Gene, 138 

: 171-174 (1994)] £5£& L^7t"V*(W0 01/04286) Hi 0 cDNA^ ^ 'J - 
Lfjo Oligo-cap linker (agcaucgagu cggccuuguu ggccuacugg/@£^ij#-^- : 3 9 
1 3) jo <fc£H)ligo dT primer (gcggctgaag acggcctatg tggccttttt tttttttttt 
tt/@S^iJ#-^- ! 3 9 14) £ffl^T. W0 0 1/04286 UfBfcLfc J: 9 HBAP (Bacter 
ial Alkaline Phosphatase) $11, TAP (Tobacco Acid Pyrophosphatase) MS 
, RNA^-Y Y- v a $IcDNA<7)^tRNA<7)|^*^tf o7^o 5' (ag 

catcgagt cggccttgtt g/@£^ij#^- 13 9 15) <h3' (gcggctgaag acggcctatg t/ 
S£^(J#-^- : 3 9 1 6) <^PCR7°9^-7-^fflv^PCR (polymerase chain reaction) 
iZX 2*ilcDNA«i& U Sfil-eWLT'io ii#fi2kbJil± (^K=t 

oT{i3kbJ^±) kZftW L^cDNAKfit^Dralll-e^DfLTt:^^ * -pME18SFL3 (El 
1) (GenBank AB009864, Expression vector) HcDNA^Tj (r]14£$:#>"C ? n - 

- > ^* l , cdna^ 7*5 - l fc 0 

[0180] 

o 0 |*|i:7^77')-^^, ^Of^co () fo\Z s ?>("Xm-V-7s<D9 4'ft 
ft # £ / -C Et0 o T ffilft L o 
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F3NB69J (t%mm%/mwmm, (RCB #RCB0480) ) 

[ADIPSJ mm.Xmmm.rn. (Adipose) (Invitrogen #D6005-01)) 

TADRGLJ (a^/glJW (Adrenal gland) (CLONTECH #64016-1)) 

TAHMSCJ (t^mmmXmSCmm (mmmm ; Human mesenchymal cell)) 

FASTROJ (mti^mmmXlE^mimM.mm^ (Normal Human Astrocyte) NHA5 

732 Wnm. #CC2565)) 

TBEASTJ (m.$i/J&A%m (Adult Breast) ( STARATAGENE #735044)) 

TBLADEJ mm/BWt (Bladder) (Invitrogen #D6020-01)) 

TBRACEJ {mM./'h?m (Brain, cerebellum) (CL0NTECH #64035-1)) 

TBRALZJ m$i/T)\/y^4-?-m%±B<i$.'m. (Brain, cortex, Alzheimer) 

(Invitrogen #D6830-01)) 

TBRAMYJ (®.m/mW. (Brain, amygdala) (CL0NTECH #6574-1 )) 

TBRAWHJ mm/^-m (Brain, whole) (CLONTECH #64020-1)) 

TBRCANJ (mk/^AWi (Brain, caudate nucleus) (CLONTECH #6575-1)) 

TBRC0CJ (m.m/mm (Brain, corpus callosum) (CLONTECH #6577-1)) 

TBRHIPJ mm/MM, (Brain, hippocampus) (CLONTECH #6578-1)) 

TBRSSNJ (tl/If (Brain, substantia nigra) (CLONTECH #6580-1)) 

TBRSTNJ mm./UJ*Tm (Brain, subthalamic nucleus) (CLONTECH #6581- 
D) 

TBRTHAJ (m.m./tm (Brain, thalamus) (CLONTECH #6582-1)) 

TCERVXJ (m.ffi./T'gmW (Cervix) (Invitrogen #D6047-0l)) 

TCHONSJ (m mmU/^mU (Chondrocyte) ) 

TC0L0NJ (a^/ISM (Colon) (Invitrogen #D6050-0)) 
rCTONGJ (Tongue, Cancer) ) 

FD90STJ tfMxmmm&/QmA+m%& iowmmu) ) 

TDFNESJ (WXmmmm/ffi&fcJEIg&mmmWfflM (Normal Human Dermal F 
ibroblasts (Neonatal Skin); NHDF-Neo) NHDF2564 (S?@5t #CC2509)) 

TERLTFJ (i^mmmXTF-imm (0r^M.mmm I erythroleukemia)) 

[FCBBFJ (mm/l&fcB (Brain, Fetal)) 
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[FEBRAJ (a«/l&iBJ!a (Brain, Fetal) (CLONTECH #64019-1)) 

TFEHRTJ (&afe/JteJe^l» (Heart, Fetal) (STARATAGENE #738012)) 

rFEKIDj (MMk/fe}RMm (Kidney; Fetal) ) 

[FELNGJ (,ffifo/lfe%m (Lung, Fetal) (STARATAGENE #738020)) 

[HCASMJ (mt^mmm/JE1%mMm¥ffiffifflmCASMC (Human coronary arter 

y smooth muscle cells) (JfC#|£ #T305K-05)) 
THCHONJ (l95{tif**ffl^/ / IE##:#*ffl^HC (Human Chondrocytes) (M&$5 #T40 

2K-05)) 

[HEART] (&g&/<l>Bit (Heart) (CLONTECH #64025-1)) 

[HHDPCJ (Wt^mmm/jEmKm^mmmiDVC (Human dermal pap i 1 1 a ce 1 
Is) (M&ffi #THPCK-00D) 
THLUNGJ (m&/M (Lung) (CLONTECH #64023-1)) 

[HSYRAJ (^{t^ftlffl^/ifM-fflflSHS-RA (Human synoviocytes from rheumatio 
id arthritis) (Mft® #T404K-05)) 
[JCMLCJ (tg^M1&/&tilLM7fflffi. (Leukemia, myelogenous)) 
TKIDNEJ mm./Wffi (Kidney) (CLONTECH #64030-1)) 
FLIVERJ (H^/lfM (Liver) (CLONTECH #64022-1)) 

[LYMPBJ (30ft*gft$BJ&/ 'J >/^ER(Lymphoblast, EB virus transferred B 
cell)) 

[MESANJ (®iti%m®ifo/lE1% **r> ¥V ^fflM (Normal human mesangial eel 
Is) NHMC56046-2 (SMiS #CC2559)) 

FMESTCJ (tZmmm/mm&mm (Mesenchyme stem cell)) 
fNlESEj (^*lffllS/FB^^##fflfla (Mesenchymal stem ceell) 
TNETRPJ (WittZmmm/fttpit (Neutrophil)) 
TN0VARJ mm./fcAVm (Adult Ovary) (STARATAGENE #735260)) 

[nt2nej (mmmm/m2mm nm^mmmmu (nt2 Neuron) ) 
[NT2RU (i%mmffi./m2mm Mmmmmm£.i?mmMmmmr$) 
[NT2RPJ (mmmm/m2mm ummsmm) 

[NT0NGJ mm/jES^ (Tongue) ) 
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TOCBBFJ mm/mW (Brain, Fetal)) 

TPEBLMJ (^MX^WMU/\E^^MM.mtmU (Human peripheral blood monon 
uclear cells) HPBMC5939 (S?@5t #CC2702)) 

fPERICJ (Pericardium) (Invitrogen #D6105-01)) 

[PLACE] mffi./ fete (Placenta) ) 

[PROSTJ (fflk/M&B (Prostate) (CLONTECH #64038-1)) 

TPUAENJ (D5ft^#^B^/IE#i|)l&Mf*I^:*ffl^ (Human pulmonary artery endot 
helial cells) (Mftffi #T302K-05)) 

TRECTMJ {mflk/UWi (Rectum) (Invitrogen #D6110-01)) 

[SKMUSJ (mm/ftfeffi (Skeletal Muscle) (CLONTECH #64033-1)) 

FSKNMCJ (it«iM/SK-N-MC« (ATCC #HTB-10) ) 

[sknshj (mmfflm/sK-NSHmm (rcb #rcbo426) ) 

rSMINTj (Small Intestine) (CLONTECH #64039-1)) 

TSPLENJ (mM/mm (Spleen) (CLONTECH #64034-1)) 

TSTOMAJ <Mffi./m (Stomach) (CLONTECH #64090-1)) 

[SYN0VJ (&${/?#MSJ$ (Synovial membrane tissue from rheumatioid arth 
ritis)) 

[T1ESEJ (mmmmymm^mm (Mesenchymal stem eel 1) ( h V n 7. * ^ > 

<h 5 7fyfy>M)) 

FTBAESJ (afft/IUfi (Breast, Tumor) (CLONTECH #64015-1)) 

TTES0PJ mM/±Mm (Esophageal, Tumor) (Invitrogen #06860-01)) 

TTESTIJ (M/fflm (Testis) (CLONTECH #64027-1)) 

FTHYMUJ (&fi/ftJR (Thymus) (CLONTECH #64028-1)) 

[TKIDNJ mm/Wmm (Kidney, Tumor) (Invitrogen #D6870-01)) 

TTLIVEJ (m.m./M-mm (Liver, Tumor) (Invitrogen #D6880-0l)) 

TTLUNGJ (ffi.1(&/Bffi (Lung; Tumor) ) 

TTRACHJ mffi./%W (Trachea) (CLONTECH #64091-1)) 

[TST0MJ (ftlft/S* (Stomach, Tumor) (Invitrogen #D6920-0l)) 

TTUTERJ (Uterus, Tumor) (CLONTECH #64008-1)) 
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fUTERUj {WffiL/l-'g (Uterus) (CLONTECH #64029-1)) 
[0181] 

* >; zf* ^ y •7°&Z&& L tz-fim-ZYtm L /zilS^J^cDNA^ 4 7*7 'J - (B££n 
mRNA<0 r//^f3 - K«** * t^ll K L T If ffi L fc^cDNA 9 >f r 9 U - 05' 3Si<0 
^S^i±¥^J9 0%) E^MW§&^OTfg£§§Il^? ?-pME18SFL3£ 
ffiwTfNKLfco pME18SFL3H(±^ n-->^ficO±v£HSRa -/n*-*- fcS 
V40 small t^fn >tm&&t tiX& •) , £ fc-tOTatKtiSV40# U A ftSn 
v ^^EWJf A£ tLTv^ 0 P ME18SFL3^ ? n - >ltfltfifi#2tfa140DraII 
1-9- >T ht^oTisJ), cimWf^*#^«±-^fcffl«W*SfiI«Pfi*#iDL-C 
v^<7)T% * n->ftL£cDNA»rtf-fiSRa 9 -OTtt:- 7jfnr14^#A 

[0182] 

( 3 ) * U n^r ^ y 7°&X~ftWk L /ccDNA 9 4 7* 9 U - h <F> 9 n - ><7)5' -**8 

-rtif? «t *)%tz7 u-y<D7°7 7s ^ KDNAHov^T, cDNA?)5'yra (— §R<£>^n 
->i:ov^li3'^^) Oia^@e^iJ^DNAv-^> (BigDye Terminat 

or Cycle Sequencing FS Ready Reaction Kit, PE BiosystemsttSSO v 
-a7iK:^oty-t>y>^It4 DNA>--^ (ABI PRISM 3700, P 

E BiosystemstttO t?DNAtt[*E^I «r »*f Lfco fitzr- 9 ZT- 9^-7 

[0 18 3] 

rf^r^-y -/i^Sr^L^ft-CftKLfct hcDNA9 7'5 'J -O^lll^" 

^mRNAh5'-*Sro@e^J^-^:1-^>^^n->tiov^-C. * ^-7 

fclmRNAE^U •) S < 5' If TV^J»^ 4 ^(±5* -*3g(±$£v*ri*fflBRI38$& 
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ftifiti, 90%-C* o/: D ; OIS* Xn, * 'J * -y -ffe-QWM Lfztb cDNA^ 
^ r -7 - O ^ n - ><7)5 ' <7) <£S W#1it ic v > d t tfftfr o £ 0 
[0 18 4] 

m«e 2 . cdna^ u-y ^mmm^ t ^m^mmm ? n - x^^i^ 

^•cDNA^ 'J - J: 0 f#£ ? n - ><Dy°y 7. X KDNAlcov^T, cDNA<05' * 

^<7)jta^|£^iJ^DNAv — ^ > v > ^"l^i^ (Dye Terminator Cycle Sequencing FS 
Ready Reaction Kit, dRhodamine Terminator Cycle Sequencing FS Ready Reac 
tion Kit$ 7^{iBigDye Terminator Cycle Sequencing FS Ready Reaction Kit, 
PE Biosystemstt^) £ffiv^ ^ T^lZfe-o X v > v > Vfcfcfe, DNAv 
-^r>+r- (ABI PRISM 3700, PE BiosystemsM) -e#MftL£o t#<b*l£T-*- 

[0 18 5] 

MW^tL/zcDNA^ n- ><7)5'^^@S^iJ^ov>-C{i, GenBank, UniGene^comple 
te c&s(Dm£tf&Z>r- 9 %nm- LfcBLASTCJ: Z>tmm$.m%ft^, \zY<Dm 
RNASc^ijH[W|-^^0(i|^v^c 0 >Xl-??X? M1490%y._h7^o 
3>-fe>^X@c^J^50J[a^tm±<^*f^ H— ^-rfcJLfcU 

o Sm£n^*^@c?iJO^-?£^rU 5'*^i:3'«<Ogc^jTr7>T-^ ^£ 

i^mRNAic^j mmtitzimwmmztit:Wim*$tr) tzm-%i><wm^?z 

o - *> L«L/: * n- > X ^iSSE^JJBflrSrfT? ? n - > *%tz 0 
[0 18 6] 

nj&^i 3 . ^mkmmmm 
£mkmmm$ii<zmikztifz tu-y \z<o^x&* ^cDNAom^se^j^^: 

- ^ * - 9 - & 7° 9 <f "7 - * * - > ^-£&c J: o T^5e Lfc 0 "t * t> *, , 
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•ft 7. 9 A^m>nAy°y 4 PE BiosystemttficODNAv-^- > i/>7^M 

T"7;a7iH:ioty-t y v y Vfcmfe, m±M<D v - ^ - WTDN 

£7^ — ^ n->|;oi/>T(i*x^ A cDNA rt^f *i 

[0 18 7] 

^Sfi^mo^TSwissProU RefSeq, nr H*J"f* BLASTS * tf o fc 0 Pfifi^^tiE 
>-tr>+hXftx+g[WJft= 3 0m±<7)BLAST^^ y h t*- * 7^£>, *B|WH4t& ? 

, -gBtf>?n->K£3V*T. SteKIBLfc&'ftfcfc-CliS ^^v^BLAST^^y b 
[0 18 8] 

tfimZft'ztZo T 5 y^Ov^t^E^JKo^TtiPSORT [K. Nakai & M.Kane 
hisa, Genomics, 14: 897-911 (1992)] Sr. R*ji£i*Kov*"CW:S08UI [T.Hiro 
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kawaet.al. Bioinformat ics, 14: 378-379 (1998)] (H#fl|$RR!l&*fc5$;£ttJR 
&m\<*xmtit*ft<3tzo Wfeh'tJ XD&m^^XltPfM (Version 5.5 
) (http://www.sanger.ac.uk/Software/Pfam/index.shtml) ?rfflv^: 0 PS0RT^> 
SOSUI Cii), T 5 J MM<V v ^^-^BB^J^Hma^T&^iiJ ZtifzT < J WM> 
WM^AXh £ t M« $ *ifc<, $ fc, PfamK J: K * 4 >&miz 

F!l x. (iTROSITE (ht tp : //www. expasy . ch/cg i -b in/pros i te- 1 i s t . p 1 ) & h Wfc ii 

f L-cf <oie»««i6f at* ^ 4 C pros 

[0 18 9] 

PSORTH <£ 0 MmT < J Wm\\ K v ^ ^ ^K?'J $ *t£ * n - > (i , 
<7> 1 3 0 * n — >-e£>ofc 0 

ADIPS2000069, ASTR02015162, BEAST2000981, BLADE2001031, BRACE2017397, BR 
ACE2023633, BRACE3009392, BRACE3013986, BRACE3014523, BRACE3026345, BRAC 
E3032537, BRACE3037803, BRACE3051144, BRAMY2015516, BRAMY3002886, BRAMY3 
009556, BRAMY3016829, BRAWH2011958, BRAWH2016209, BRAWH3005886, 
BRAWH3012005, BRAWH3014609, BRAWH3016123, BRAWH3018063, BRAWH3020200, BR 
AWH3023421, BRAWH3028223, BRAWH3032298, BRAWH3034134, BRAWH3040695, BRAW 
H3042438, BRAWH3046196, BRAWH3049068, BRCAN2003269, BRCAN2006955, BRCAN2 
018269, BRHIP2006921, BRHIP2020930, BRHIP3000859, BRHIP3012997, 
BRHIP3016032, BRHIP3020046, BRHIP3020733, BRHIP3028742, BRHIP3030230, BR 
HIP3035754, BRSSN2018218, BRSTN2010089, BRSTN2011688, BRTHA2000969, BRTH 
A2014647, BRTHA2020400, BRTHA2020721, BRTHA2026290, BRTHA2030036, BRTHA2 
033320, BRTHA2033683, BRTHA3003225, BRTHA3014835, BRTHA3018623, 
BRTHA3026161, BRTHA3027820, C0L0N2005623, CTONG3002588, FEBRA2023498, FE 
KID2002493, HCH0N2009766, JCMLC2002095, NETRP2004090, NETRP2005849, NT2R 
13009524, NT2RP8008057, 0CBBF3007704, 0CBBF3021502, 0CBBF3022123, 0CBBF3 
028001, PEBLM2005615, SKMUS2008585, SPLEN2025012, SPLEN2035615, 
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SPLEN2042051, ST0MA2004663, SYN0V4009139, TESTI2037657, TESTI2049041, TE 
STI4002072, TESTI4022158, TESTI4024494, TESTI4035872, TESTI4043371, TEST 
14045168, THYMU3003350, THYMU3014173, THYMU3015457, THYMU3023107, THYMU3 
025118, THYMU3025313, THYMU3025642, THYMU3026532, THYMU3026869, 
THYMU3028461, THYMU3029795, THYMU3034099, THYMU3036310, THYMU3036953, TH 
YMU3037772, THYMU3038158, THYMU3038167, THYMU3040068, THYMU3040746, THYM 
U3044188, THYMU3045510, THYMU3047542, TRACH3003872, TRACH3014580, TRACH3 
016368, TRACH3019058, TRACH3020930, TRACH3021023, TRACH3021544, 
TRACH3022758, TRACH3023203, TRACH3023516, TRACH3025346, TRACH3026542, TR 
ACH3026650, TRACH3029670, TRACH3031316, TRACH3034680, TRACH3036278 
[0 19 0] 

3NB692004045//5, ADRGL2010315//3, ASTR02015162//5, BEAST2000981//4, BLAD 
E2002744//2, BLADE2007744//1, BRACE2003628//4, BRACE2012528//1, BRACE201 
3126//3, BRACE2017580//2, BRACE2017992//2, BRACE2023633//2, BRACE2030039 
//6, BRACE2035191//1, BRACE3001973//2, BRACE3002264//11, BRACE3002344//1 
, BRACE3004981//1, BRACE3007869//3, BRACE3009392//6, 

BRACE3013874//2, BRACE3015898//1, BRACE3018083//1, BRACE3021517//1, BRAC 
E3021805//1, BRACE3022051//1, BRACE3024379//2, BRACE3024444//2, BRACE302 
4497/72, BRACE3024879//6, BRACE3026345//1 , BRACE3026456//1, BRACE3026802 
//2, BRACE3028360//2, BRACE3029021//1, BRACE3030538//5, BRACE3031372//3, 
BRACE3031579//3, BRACE3031728//1, BRACE3032385//8, 

BRACE3032980//1, BRACE3033525//1, BRACE3034964//1, BRACE3034993//2, BRAC 
E3037637//3, BRACE3037803//2, BRACE3038570//3, BRACE3039358//1, BRACE303 
937S//6, BRACE3040644//1, BRACE3040863//2, BRACE3042326//11, BRACE304240 
9//4, BRACE3042432//2, BRACE3044090//2, BRACE3046049//1, BRACE3046152//3 
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, BRACE3046466//2, BRACE3048565//2, BRACE3050504//7, 

BRACE3051144//3, BRACE3051621//3, BRACE3052486//1, BRALZ2011337//1, BRAL 
Z2013690//2, BRAMY2015516//4, BRAMY2021098//1, BRAMY2025495//2, BRAMY203 
7609//2, BRAMY2040915//1, BRAMY2041507//2, BRAMY2044686//4, BRAMY2046537 
//5, BRAMY3002886//5, BRAMY3004126//6, BRAMY3007449//2, BRAMY3009904//2, 

BRAMY3010654//2, BRAMY3010902//2, BRAMY3015547//2, 
BRAMY3015549//2, BRAMY3016829//3, BRAWH2000256//5, BRAWH2010364//2, BRAW 
H2011812//1, BRAWH2012866//1, BRAWH2016209//5, BRAWH2016305//1, BRAWH300 
1053//1, BRAWH3001783//1, BRAWH3001833//7, BRAWH3005892//1 , BRAWH3008867 
//2, BRAWH3010461//4, BRAWH3010657//1, BRAWH3011907//1, BRAWH3012662//1, 

BRAWH3012779//3, BRAWH3013049//1, BRAWH3014609//2, 
BRAWH3015175//1, BRAWH3018063//1, BRAWH3018969//5, BRAWH3019529//1, BRAW 
H3019820//3, BRAWH3020200//3, BRAWH3020884//1, BRAWH3021012//2, BRAWH302 
1641//2, BRAWH3022347//1, BRAWH3023156//1, BRAWH3023274//2, BRAWH3023415 
//l, BRAWH3024186//1, BRAWH3024242//3, BRAWH3027574//1, BRAWH3027880//5, 

BRAWH3028223//2, BRAWH3028754//2, BRAWH3029806//10, 
BRAWH3030810//1, BRAWH3034114//1, BRAWH3034134//1, BRAWH3035914//1, BRAW 
H3036270//1, BRAWH3038055//1 , BRAWH3038324//3, BRAWH3040695//1, BRAWH304 
0711//2, BRAWH3042132//1, BRAWH3042438//1 , BRAWH3042772//2, BRAWH3042996 
//2, BRAWH3043498//2, BRAWH3044676//1 , BRAWH3046196//3, BRAWH3047063//1 , 

BRAWH3048374//2, BRAWH3048724//2, BRAWH3049068//2, 
BRAWH3049544//1, BRCAN2002662//1 , BRCAN2003269//3, BRCAN2018269//2, BRCA 
N2019653//2, BRCAN2020412//2, BRCAN2020972//1, BRCAN2022126//5, BRC0C200 
6164//8, BRC0C2006639//1, BRC0C2009638//3, BRHIP2021929//7, BRHIP3001878 
//3, BRHIP3002000//10, BRHIP3002124//3, BRHIP3003306//2, BRHIP3003395//1 
, BRHIP3004774//1, BRHIP3005801//1, BRHIP3006950//2, 

BRHIP3007195//8, BRHIP3007960//1 , BRHIP3008320//6, BRHIP30 10289/72, BRHI 
P3011831//1, BRHIP3012185//2, BRHIP3013078//1, BRHIP3016032//10, BRHIP30 
17146//3, BRHIP3017558//11, BRHIP3019956//1, BRHIP3021019//1, BRHIP30257 



ttiliE#2 004-3059661 



S$m. 2003-102207 



^-v! 198/ 



95//11, BRHIP3025844//1, BRHIP3027160//1, BRHIP3027191//1, BRHIP3028742/ 
/2, BRHIP3029530//2, BRHIP3031733//1, BRHIP3033557//5, 
BRHIP3035222//2, BRHIP3036715//3, BRHIP3036936//1, BRHIP3037810//3, BRHI 
P3039430//4, BRHIP3041587//1, BRSSN2004710//1, BRSSN2018218//2, BRSTN201 
0089//11, BRSTN2011688//2, BRSTN2011899//1, BRTHA2000969//2, BRTHA200375 
9//3, BRTHA2012189//1, BRTHA2014647//2, BRTHA2018304//2, BRTHA2019726//1 
, BRTHA2019743//2, BRTHA2020566//1, BRTHA2020781//1, 

BRTHA2021212//1, BRTHA2021440//1, BRTHA2021450//1, BRTHA2022914//2, BRTH 
A2022968//1, BRTHA2023437//1 , BRTHA2030036//3, BRTHA2031917//1, BRTHA203 
3469//2, BRTHA2033683//7, BRTHA2036055//1, BRTHA2036295//1, BRTHA3006593 
//l, BRTHA3010540//2, BRTHA3010717//4, BRTHA3011194//11, BRTHA3011998//3 
, BRTHA3012265//4, BRTHA3013882//3, BRTHA3014835//1, 

BRTHA3016616//2, BRTHA3018623//2, BRTHA3028505//1, CH0NS2001797//1, CHON 
S2002419//2, C0L0N2005623//1, C0L0N2005735//10, CT0NG2008989//4, CT0NG20 
20582//1, CT0NG2027150//1, CTONG3001605//5, CT0NG3002588//1, CT0NG300822 
3//2, PCBBF3012443//1, FEBRA2023498//1 , FEBRA2026977//1, FEHRT2002708//4 
, FEKID2002231//1, FELNG2000720//1, FELNG2001706//1, 

HCH0N2009766//12, HSYRA2004550//6, JCMLC2000273//1 , KIDNE2004531//6, KID 
NE2015987//2, KIDNE2017153//1, LYMPB 10001 58// 1, LYMPB2002236//12, LYMPB2 
002478//2, MESAN2014624//5, N1ESE2000698//1, NETRP2004090//3, NETRP20044 
34//1, NETRP2005282//2, NETRP2005849//2, NT2RI3005861//1, NT2RI3009524// 
1, NT2RP7019682//2, NT2RP8001605//2, NT2RP8003787//6, 
NT2RP8008057//1, 0CBBF2004478//4, 0CBBF2018229//2, 0CBBF2018618//6, OCBB 
F2036019//2, OCBBF3003745//2, 0CBBF3007704//1, 0CBBF3022123//1, 0CBBF302 
2576//2, 0CBBF3023175//3, OCBBF3023993//3, 0CBBF3025475//13, 0CBBF302588 
7//1, 0CBBF3028001//2, PEBLM2003935//1, PEBLM2005615//9, PLACE5000522//2 
, PLACE6000012//3, PLACE6010936//6, PLACE6019674//1, 

PLACE7000266//1, PLACE7000707//2, PLACE7003639//3, PLACE7008136//2, PLAC 
E7011269//2, PLACE7014247//3, PLACE7016321//3, PLACE7016454//2, PUAEN200 
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0684//4, SKMUS2008585//2, SMINT2003641//1, SPLEN2007689//2, SPLEN2011252 
//3, SPLEN2031004//1, SPLEN2034551//1, SPLEN2035615//1, STOMA2004663//1, 

T1ESE2002665//12, TBAES2005361//1, TBAES2007428//2, 
TES0P2008556//1, TESTI2007490//2, TESTI2018335//10, TESTI2022323//6, TES 
TI2024267//9, TESTI2028613//3, TESTI2036822//5, TESTI2037085//1, TESTI20 
37877//1, TESTI2046188//1, TESTI4001037//2, TESTI4002072//6, TESTI400288 
9//2, TESTI4003602//6, TESTI4004539//8, TESTI4004653//9, TESTI4005399//1 
1, TESTI4007671//1, TESTI4010544//13, TESTI4010721//6, 
TESTI4013774//2, TESTI4014415//14, TESTI4014932//2, TESTI4014977//1, TES 
TI4017647//1, TESTI4017854//2, TESTI4019149//1, TESTI4021377//4, TESTI40 
21569//4, TESTI4022158//2, TESTI4023096//9, TESTI4023654//1, TESTI402668 
0//1, TESTI4027170//1, TESTI4028042//2, TESTI4031818//1, TESTI4032128//1 
, TESTI4033177//2, TESTI4034973//3, TESTI4035989//1 , 

TESTI4036012//3, TESTI4037949//2, TESTI4038047//2, TESTI4039575//1, TEST 
I4040559//4, TESTI4041049//2, TESTI4043067//1 , TESTI4043371//3, TESTI404 
6073//1, TESTI4046450//2, TESTI4047119//11, TESTI4048296//2, TESTI404854 
5//1, TESTI4051015//3, TESTI4051858//1, TESTI4052219//2, TESTI4052430//1 
, TESTI4052598//1, THYMU3002825//1, THYMU3003007//1 , 

THYMU3008935//1, THYMU3009755//2, THYMU3011360//2, THYMU3013197//1, THYM 
U3014173//1, THYMU3015647//9, THYMU3016518//2, THYMU3018151//2, THYMU301 
9605//1, THYMU3021404//7, THYMU3021586//3, THYMU3022211//2, THYMU3022528 
//3, THYMU3022668//1, THYMU3023107//5, THYMU3023400//9, THYMU3025313//1, 

THYMU3025642//2, THYMU3026306//1, THYMU3026532//2, 
THYMU3026869//1, THYMU3027540//2, THYMU3031878//4, THYMU3032032//2, THYM 
U3033649//2, THYMU3034616//2, THYMU3036310//1, THYMU3036934//2, THYMU303 
8158//1, THYMU3040126//3, THYMU3040146//2, THYMU3040172//2, THYMU3040746 
//2, THYMU3040816//2, THYMU3041918//1, THYMU3042321//1, THYMU3043688//4, 

THYMU3043779//2, THYMU3044188//2, THYMU3047115//7, 
THYMU3047156//3, THYMU3047542//2, THYMU3047760//2, TLIVE2008797//1, TRAC 
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H3003872//2, TRACH3004747//12, TRACH3005274//1 , TRACH3005699//1 , TRACH30 
07274//2, TRACH3007625//7, TRACH3009008//2, TRACH3009061//6, TRACH301038 
2//1, TRACH3011184//1, TRACH3012891//2, TRACH3013900//1, TRACH3014063//3 
, TRACH3015346//1, TRACH3016368//1, TRACH3016885//1, 

TRACH3016992//1, TRACH30 17409/71, TRACH3018191//2, TRACH30 182407/1, TRAC 
H3018943//1, TRACH3019370//6, TRACH3019621//10, TRACH3020930//2, TRACH30 
22109//3, TRACH3023063//3, TRACH3023203//3, TRACH3023945//1, TRACH302408 
1//2, TRACH3024671//2, TRACH3025346//5, TRACH3026542//2, TRACH3026650//1 
, TRACH3027681//2, TRACH3029670//2, TRACH3031316//1, 

TRACH3031678//8, TRACH3032480//1 , TRACH3038399//1, TST0M2002682//1, UTER 
U3005422//3, UTERU3010029//3, UTERU3011092//8, UTERU3011837//1, UTERU301 
2414//1, UTERU3015647//1, UTERU3016273//5, UTERU3017626//6, UTERU3022168 
//l, UTERU3022922//2, UTERU3023413//1 
[01911 

mm k> >r >mmt -? v LtzWi&km^-fKtmLtzo 

3NB692004045//Sodium Bile acid symporter family// FecCD transport family 
ADIPS2000069//Immunoglobul in domain// Immunoglobulin domain// Immunoglob 
ulin domain// Immunoglobulin domain// Immunoglobulin domain 
ASTR02016114//Zinc finger, C2H2 type// Zinc finger, C2H2 type// PHD-fing 
er// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Transcription fac 
tor S-II (TFIIS)// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zin 
c finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// 
Zinc finger, C2H2 type 

BEAST2000981//PA domain// Zinc finger, C3HC4 type (RING finger)// PHD-fi 
nger 

BLADE2001031//Thrombospondin type 1 domain 
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BLADE2002310//RhoGAP domain 
BLADE2008809//PH domain 

BRACE 1000475//Enoy 1 -CoA hydratase/isomerase family 

BRACE2003628//NADH-Ubi qui none oxidoreductase (complex I), chain 5 C-term 
inus 

BRACE2010336//TPR Domain// TPR Domain// TPR Domain// TPR Domain// TPR Do 
main// TPR Domain// TPR Domain 
BRACE2012528//alpha/beta hydrolase fold 

BRACE2012625//RNA recognition motif, (a.k.a. RRM, RBD, or RNP domain)// 
RNA recognition motif, (a.k.a. RRM, RBD, or RNP domain)// RNA recognitio 
n motif, (a.k.a. RRM, RBD, or RNP domain) 
BRACE2013009//EF hand 
BRACE2013132//Adenos ine/AMP deaminase 

BRACE2016896/ARNA synthetases class II (F)// tRNA synthetases class II 
(F)// tRNA synthetases class II (D, K and N) 
BRACE2017397//von Willebrand factor type A domain 
BRACE2017872//PWWP domain 

BRACE2019348//Zinc finger, C2H2 type// Zinc finger, C2H2 type 
BRACE2023744//Translationally controlled tumor protein 
BRACE2034434//Protein of unknown function 

BRACE2035120//Inositol polyphosphate phosphatase family, catalytic domai 
n 

BRACE2042541//Ank repeat// Ank repeat// Glutathione S- transferases. 
BRACE2046976//Collagen triple helix repeat (20 copies) 
BRACE2047975//Eukaryotic protein kinase domain 

BRACE3001973//EGF-like domain// Laminin G domain// EGF-like domain// EGF 
-like domain// EGF-like domain 

BRACE3002264//GNS1/SUR4 family// Ion transport protein// Ion transport p 
rotein 
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BRACE3002344//WD domain, G-beta repeat// WD domain, G-beta repeat// WD d 
omain, G-beta repeat// WD domain, G-beta repeat// PQQ enzyme repeat// WD 
domain, G-beta repeat// WD domain, G-beta repeat// WD domain, G-beta re 
peat// WD domain, G-beta repeat 
BRACE3002756//SAM domain (Sterile alpha motif) 
BRACE3003866//Src homology domain 2 
BRACE3004767//PH domain 

BRACE3005903//K-box region// TSC-22/dip/bun family 

BRACE3009392//Aminotransf erases class-Ill pyridoxal -phosphate// Sodium:d 
icarboxylate symporter family 

BRACE3013418//Ank repeat// Ank repeat// ZU5 domain// Death domain// TGF- 
beta propeptide// Fatty acid desaturase// Isocitrate lyase 
BRACE3013874//Leucine rich repeat C-terminal domain// Immunoglobulin dom 
ain// Fibronectin type III domain 

BRACE3014523//Wiskott Aldrich syndrome homology region 2 
BRACE3015898//PI3-kinase family, ras-binding domain 
BRACE3017253//Adenylate kinase// Transferrin 
BRACE3019570//Troponin 

BRACE3019941//TPR Domain// TPR Domain// DNA-dependent RNA polymerase// T 
PR Domain// TPR Domain// TPR Domain// 7-fold repeat in Clathrin and VPS/ 
/ TPR Domain// TPR Domain// TPR Domain// TPR Domain 

BRACE3022303//BRCA1 C Terminus (BRCT) domain// BRCA1 C Terminus (BRCT) d 
omain 

BRACE3022340//Tropon i n 

BRACE3024444//Copper/zinc superoxide dismutase (SODC) 
BRACE3024879//7 transmembrane receptor (Secretin family) 
BRACE3025719//Zinc finger, C3HC4 type (RING f inger)// Fi lamin/ABP280 rep 
eat.// NHL repeat// NHL repeat// NHL repeat// NHL repeat// Squash family 
of serine protease inhibitors 
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BRACE3026345//Insul in/IGF/Relaxin fami ly 

BRACE3026844//KRAB box// Zinc finger, C2H2 type// Zinc finger, C2H2 type 
// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 t 
ype// Zinc finger, C2H2 type// PHD-finger// Zinc finger, C2H2 type// Zin 
c finger, C2H2 type// TRAF-type zinc finger// Zinc finger, C2H2 type// Z 
inc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type/ 
/ Zinc finger, C2H2 type// Transcription factor S-II (TFIIS)// Zinc fing 
er, C2H2 type 

BRACE3026947//FYVE zinc finger 
BRACE3029021//Zinc finger, C2H2 type 

BRACE3031315//Serine hydroxymethyl transferase// UBA domain 
BRACE3031372//D- isomer specific 2-hydroxyacid dehydrogenases 
BRACE3031743//RNA recognition motif, (a.k.a. RRM, RBD, or RNP domain) 
BRACE3032385//Ion transport protein 

BRACE3032537//Luteovirus (0RF3) RNA-directed RNA-polymerase 
BRACE3033525//Prolyl ol igopept idase family 

BRACE3034183//Zinc finger, C2H2 type// PHD-finger// Zinc finger, C2H2 ty 
pe// Plant PEC family metal lothione in// Transcription factor S-II (TFIIS 
)// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 
type// FYVE zinc finger// Zinc finger, C2H2 type// RNA polymerases M/15 
Kd subunits// Zinc finger, C2H2 type// Zinc finger, C2H2 type// TRAF-typ 
e zinc finger// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc f 
inger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zin 
c finger, C2H2 type 

BRACE3034964//alpha/beta hydrolase fold 
BRACE3036283//DnaJ doma i n 

BRACE3039288//Viral RNA dependent RNA polymerase 

BRACE3039358//Leucine Rich Repeat// Leucine Rich Repeat// Leucine rich r 
epeat C-terminal domain// Immunoglobulin domain// Immunoglobulin domain/ 
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/ Immunoglobulin domain 

BRACE3039378//Pentaxin family// Receptor family ligand binding region// 
7 transmembrane receptor (metabotropic glutamate family) 
BRACE3039454//Aminotransferases class-Ill pyridoxal-phosphate 
BRACE3040239//Zinc finger, C3HC4 type (RING finger) 

BRACE3040644//Low-density lipoprotein receptor domain class A// EB modul 
e// Low-density lipoprotein receptor domain class A// CUB domain// Low-d 
ensity lipoprotein receptor domain class A// Low-density lipoprotein rec 
eptor domain class A 

BRACE3041059//Ubiquitin carboxyl-terminal hydrolases family 2// Ubiquiti 
n carboxyl-terminal hydrolase family 2 

BRACE3041162//Zinc finger, C2H2 type// Zinc finger, C2H2 type// PHD-fing 
er// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 

type// Zinc finger, C2H2 type// Putative zinc finger in N-recognin 
BRACE3042046//RhoGEF domain// PH domain 
BRACE3042409//AMP-binding enzyme 

BRACE3042432//7 transmembrane receptor (Secretin family) 
BRACE3043597//K0W motif 

BRACE3044172//Phosphat idyl inositol 3- and 4-kinases 
BRACE3045424//PH domain 

BRACE3046466//EGF-like domain// EGF-like domain// Laminin G domain// Lam 
inin G domain// EGF-like domain// Laminin G domain// EGF-like domain// L 
aminin G domain// Laminin G domain// EGF-like domain// EGF-like domain// 
Laminin EGF-like (Domains III and V)// EB module// EGF-like domain// EG 
F-like domain 

BRACE3046491//PDZ domain (Also known as DHR or GLGF) . // PDZ domain (Also 

known as DHR or GLGF).// PDZ domain (Also known as DHR or GLGF).// SH3 
domain// Guanylate kinase 

BRACE3047482//Zinc finger, C3HC4 type (RING finger)// Zinc finger, C3HC4 
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type (RING finger)// B-box zinc finger.// CONSTANS family zinc finger// 
B-box zinc finger.// Fibronectin type III domain// SPRY domain 

BRACE3048615//Leucine Rich Repeat// Leucine Rich Repeat 

BRACE30497 14//D i hydroneop t er in a 1 do 1 ase 

BRACE3050270//Reverse transcriptase (RNA-dependent DNA polymerase) 
BRACE3050504//Ion transport protein 

BRACE3051621//Latrophilin/CL-l-like GPS domain// PLAT/LH2 domain// Regul 
ator of G protein signaling domain 

BRACE3051819//Myosin head (motor domain)// IQ calmodul in-binding motif// 
IQ calmodul in-binding motif// Myosin tail// KE2 family protein// Myosin 
tail// lactate/malate dehydrogenase// Troponin// Myosin tail 

BRACE3052321//SH3 domain 

BRACE3052410//Viral methyl transferase 

BRACE3052595//C2 domain 

BRALZ2010842//Mitochondrial carrier proteins 
BRALZ2013621//KH domain 

BRAMY2031516//wnt family of developmental signaling proteins 
BRAMY2040915//Immunoglobulin domain 
BRAMY2041347//Mov34/MPN/PAD-1 family 

BRAMY2041384//Annexin// Annex in// Annex in// Annex in// Annex in// Annex in 
BRAMY2046537//PMP-22/EMP/MP20/C 1 aud i n f am i 1 y 
BRAMY3000692//Zinc finger, C2H2 type// Zinc finger, C2H2 type 
BRAMY3002886//Domain of unknown function// CBS domain// CBS domain 
BRAMY3004126//Transmembrane 4 family// 7 transmembrane receptor (rhodops 
in family) 

BRAMY3005184//ZU5 domain// Death domain 

BRAMY3007078//Inositol monophosphatase family// PHD-finger// PHD-finger 
BRAMY3009491//Phosphat idyl inositol 3- and 4-kinases 

BRAMY3010321//SAM domain (Sterile alpha motif)// PH domain// PH domain// 
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Putative GTP-ase activating protein for Arf 
BRAMY3011501//SAP domain// SPRY domain 

BRAMY3011581//Prokaryotic DNA topoisomerase// Topo i somerase DNA binding 
C4 zinc finger// PHD-f inger// Zinc finger, CCHC class 
BRAMY3014027//KRAB box// Zinc finger, C2H2 type// Zinc finger, C2H2 type 
// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 t 
ype// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H 
2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, 
C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finge 
r, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc fi 
nger, C2H2 type// Transcription factor S-II (TFIIS)// Zinc finger, C2H2 
type 

BRAMY3014613//RhoGAP domain// haloacid dehalogenase-1 ike hydrolase 
BRAMY3015086//FERM domain (Band 4.1 family) 
BRAMY3015547//RhoGEF domain 

BRAMY3015549//Immunoglobul in domain// Immunoglobulin domain// Immunoglob 
ulin domain// Immunoglobulin domain// Immunoglobulin domain// Fibronecti 
n type III domain// Fibronectin type III domain// Fibronectin type III d 
omain// Fibronectin type III domain 

BRAMY3017920//RhoGEF domain// PH domain// RhoGAP domain 
BRAMY3018754//Protein of unknown function// Domain of unknown function 
BRAMY4000915//Ank repeat// Ank repeat// Ank repeat// Ank repeat// Ank re 
peat// Ank repeat// Ank repeat// Ank repeat// Ank repeat// Ank repeat// 
Glutamine ami do transferases class-II// Ank repeat// Ank repeat// Ank rep 
eat// Ank repeat// Ank repeat// Ank repeat// Hantavirus nucleocapsid pro 
tein// Ank repeat// Ank repeat 
BRAMY4000962//Tudor domain 

BRAMY4001652//Ank repeat// Ank repeat// Ank repeat// Ank repeat// Ank re 
peat// Ank repeat// Ank repeat// Ank repeat// Ank repeat// Ank repeat// 
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Ank repeat// Ank repeat// Ank repeat// Ank repeat// Ribosomal protein L3 
4// Ank repeat// Ank repeat// Ank repeat// Uncharacterized protein famil 
y UPF0028 

BRAMY4002575//Zinc finger, C2H2 type// Transcription factor S-II (TFIIS) 
// Zinc finger, C2H2 type// Zinc finger, C2H2 type 

BRAWH2000256//Progesterone receptor// Cytochrome c oxidase subunit III// 

Sulfate transporter family 
BRAWH2002333//3' 5' -cyclic nucleotide phosphodiesterase 
BRAWH2011796//S-100/ICaBP type calcium binding domain// EF hand 
BRAWH2011812//Syndecan domain// BNR repeat// BNR repeat// BNR repeat// B 
NR repeat// BNR repeat// PKD domain 
BRAWH2012866//C2 domain// C2 domain 

BRAWH2014053//Sigma-54 transcription factors// ATPases associated with v 
arious cellular activities (AAA) 

BRAWH2016209//Zinc finger, C3HC4 type (RING finger)// PHD-finger 
BRAWH2016223//TPR Domain 

BRAWH2016785//Pyridine nucleot ide-di sulphide oxidoreductase 
BRAWH3000446//Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc fin 
ger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type 
BRAWH3001783//Cadherin domain// Cadherin domain// Cadherin domain// Cadh 
erin domain// Cadherin domain 
BRAWH3003573//EF hand// EF hand// EF hand 
BRAWH3005886//Rubredoxin// PHD-f inger 

BRAWH3008167//Sushi domain (SCR repeat)// CUB domain// Sushi domain (SCR 
repeat)// CUB domain// Sushi domain (SCR repeat)// CUB domain// Sushi d 
omain (SCR repeat)// CUB domain 

BRAWH3009961//PHD-f inger// Glycophorin A// PDZ domain (Also known as DHR 

or GLGF) . // C2 domain// C2 domain 
BRAWH3010657//Ubiquitin carboxyl-terminal hydrolases family 2// Ubiquiti 
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n carboxyl -terminal hydrolase family 2 
BRAWH3011331//Disintegrin 
BRAWH3011577//KRAB box 

BRAWH3011623//RNA recognition motif, (a.k.a. RRM, RBD, or RNP domain) 
BRAWH3013009//Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc fin 
ger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc 
finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zi 
nc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// 
Putative zinc finger in N-recognin// Zinc finger, C2H2 type// DM DNA bi 
nding domain// Zinc finger, C2H2 type 

BRAWH3013264//SNF2 and others N-terminal domain// SNF2 and others N-term 
inal domain// TPR Domain// 3C cysteine protease (picornain 3C)// Zinc fi 
nger, C3HC4 type (RING finger)// Plant PEC family metal lothionein// Heli 
cases conserved C-terminal domain 

BRAWH3014609//Leucine rich repeat N-terminal domain// Leucine Rich Repea 
t// Leucine Rich Repeat// Leucine Rich Repeat// Leucine Rich Repeat// Le 
ucine Rich Repeat// Leucine Rich Repeat// Leucine Rich Repeat// Leucine 
Rich Repeat// Leucine Rich Repeat// Leucine Rich Repeat// Leucine Rich R 
epeat// Leucine rich repeat C-terminal domain 

BRAWH3015175//Xylose isomerase// Intermediate filament proteins// Helix- 
loop-helix DNA-binding domain// ATP synthase Alpha chain, C terminal 
BRAWH3015610//TFIIE beta subunit core domain 

BRAWH3017180//Phorbol esters/diacylglycerol binding domain (Cl domain)// 
Diacylglycerol kinase catalytic domain (presumed)// Diacylglycerol kina 
se accessory domain (presumed)// Ank repeat// Ank repeat 
BRAWH3017259//Carboxy lest erases// Syntaxin// SAM domain (Sterile alpha m 
otif) 

BRAWH3017260//Pancreatic hormone peptides 

BRAWH3017477//Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc fin 
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ger, C2H2 type 

BRAWH30 1 8063//Rap/ran-GAP 

BRAWH3018548//Intermediate filament proteins// Vinculin family 
BRAWH3019026//WD domain, G-beta repeat// WD domain, G-beta repeat// WD d 
omain, G-beta repeat// Protein phosphatase 2A regulatory subunit PR55// 
WD domain, G-beta repeat// WD domain, G-beta repeat// WD domain, G-beta 
repeat 

BRAWH3021574//Wiskott Aldrich syndrome homology region 2 
BRAWH3021580//Intermediate filament proteins// Zinc finger, CCHC class 
BRAWH3021724//Transglutaminase-1 ike superfami ly 
BRAWH3022347//Leucine Rich Repeat 
BRAWH3022431//FGGY family of carbohydrate kinases 

BRAWH3022651//PHD-f inger// Zn-finger in ubiquit in-hydro lases and other p 
rote ins 

BRAWH3022719//Eukaryotic initiation factor 4E 
BRAWH3023 1 56//Neuro t r ansm i 1 1 er-gat ed i on-channe 1 
BRAWH3023415//Glycosyl hydrolase family 47 

BRAWH3024186//Fibronectin type III domain// Protein-tyros ine phosphatase 
// Dual specificity phosphatase, catalytic domain// Protein-tyros ine pho 
sphatase 

BRAWH3024231//TPR Domain// TPR Domain// TPR Domain 
BRAWH3024506//I/LWEQ domain 

BRAWH3025157//Ank repeat// Ank repeat// Ank repeat// BTB/P0Z domain// K+ 

channel tetramerisat ion domain 
BRAWH3026349//PX domain 

BRAWH3026938//PDZ domain (Also known as DHR or GLGF) . 

BRAWH3027440//TPR Domain// TPR Domain// TPR Domain// TPR Domain// PPR re 

peat 

BRAWH3027533//ANl-like Zinc finger// PHD-f inger// FYVE zinc finger 
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BRAWH3027574//TBC domain// EF hand 

BRAWH3027607//DNA binding domain with preference for A/T rich regions 
BRAWH3027806//WD domain, G-beta repeat// WD domain, G-beta repeat// WD d 
omain, G-beta repeat// WD domain, G-beta repeat// Arenavirus nucleocapsi 
d protein// WD domain, G-beta repeat// WD domain, G-beta repeat 
BRAWH3027880//Integral membrane protein// ANl-like Zinc finger// DHHC zi 
nc finger domain 

BRAWH3028796//Zinc finger C-x8-C-x5-C-x3-H type (and similar).// Zinc fi 
nger C-x8-C-x5-C-x3-H type (and similar).// Zinc finger C-x8-C-x5-C-x3-H 
type (and similar).// Zinc finger, C3HC4 type (RING finger)// Integrase 
Zinc binding domain// Zinc finger C-x8-C-x5-C-x3-H type (and similar)./ 
/ Protein phosphatase 2A regulatory B subunit (B56 family) 
BRAWH3029385//PH domain// Dynamin GTPase effector domain 
BRAWH3029806//Copper/zinc superoxide dismutase (S0DC)// Adenylate and Gu 
anylate cyclase catalytic domain// NADH-ubi qui none ox i do reductase chain 
4, amino terminus// Endothelin family 
BRAWH3030772//Ank repeat// Ank repeat// Ank repeat 
BRAWH3030910//SAM domain (Sterile alpha motif) 

BRAWH3031342//Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc fin 
ger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc 
finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zi 
nc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// 
Zinc finger, C2H2 type// Zinc finger, C2H2 type// Putative zinc finger 
in N-recognin// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Transc 
ription factor S-II (TFIIS)// Src homology domain 2// Zinc finger, C2H2 
type// Zinc finger, C2H2 type// Src homology domain 2// Zinc finger, C2H 
2 type 

BRAWH3031710//Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc fin 
ger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type 
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BRAWH3032298//EGF-like domain// EGF-like domain// EGF-like domain// EB m 
odule// EGF-like domain// Fibronectin type III domain// Fibronectin type 
III domain// Fibronectin type III domain// Fibronectin type III domain/ 
/ Fibronectin type III domain// Fibronectin type III domain// Fibronecti 
n type III domain// Fibronectin type III domain// Fibronectin type III d 
omain// Fibrinogen beta and gamma chains, C-terminal globular domain 
BRAWH3032340//RhoGEF domain// PH domain// Ezr in/radix in/moes in family 
BRAWH3032571//PHD-f inger// von Willebrand factor type C domain// PHD-fin 
ger// 'chromo' (CHRromatin Organization MOdifier) domain// 'chromo' (CHR 
romatin Organization MOdifier) domain// DEAD/DEAH box helicase// SNF2 an 
d others N-terminal domain// Helicases conserved C-terminal domain 
BRAWH3033448//TPR Domain// TPR Domain 
BRAWH3033513//Th i o 1 ase 

BRAWH3034668//Ubiquitin carboxyl- terminal hydrolases family 2// E7 prote 
in, Early protein// Ubiquitin carboxyl-terminal hydrolase family 2 
BRAWH3034743//ATP synthase (E/31 kDa) subunit// Ezr in/radix in/moes in fam 
ily 

BRAWH3034775//SAP domain// SPRY domain 

BRAWH3035403//RNA recognition motif, (a.k.a. RRM, RBD, or RNP domain)// 
RNA recognition motif, (a.k.a. RRM, RBD, or RNP domain) 
BRAWH3035914//TBC domain 

BRAWH3035936//Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc fin 
ger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc 
finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zi 
nc finger, C2H2 type// Zinc finger, C2H2 type// PHD-finger// Zinc finger 
, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc fin 
ger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc 
finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zi 
nc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// 
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Zinc finger, C2H2 type 
BRAWH3036247//BTB/P0Z domain// Zinc finger, C2H2 type// Zinc finger, C2H 
2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Phorbol ester 
s/diacylglycerol binding domain (CI domain)// Zinc finger, C2H2 type// R 
ibosomal protein L31// Zinc finger, C2H2 type// Zinc finger, C2H2 type// 

Zinc finger, C2H2 type// Zinc finger, C2H2 type 
BRAWH3036270//Atrial natriuretic peptide 

BRAWH3036334//Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc fin 
ger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc 
finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zi 
nc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// 
Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 typ 
e// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 
type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2 
H2 type// Zinc finger, C2H2 type 
BRAWH3037265//SURF4 family 

BRAWH3037428//ADP-ribosylation factor family// Ras family 
BRAWH3037979//wnt family of developmental signaling proteins// Ubiquitin 
carboxyl-terminal hydrolases family 2// Ubiquitin carboxyl-terminal hyd 
rolase family 2 

BRAWH3038055//Spectrin repeat// Myb-like DNA-binding domain// Spectrin r 
epeat// 7-fold repeat in Clathrin and VPS// Spectrin repeat// Spectrin r 
epeat// Spectrin repeat// Spectrin repeat// Spectrin repeat 
BRAWH3038252//Formin Homology 2 Domain 
BRAWH3038324//Dehydr i ns 

BRAWH3038827//Kelch motif// Kelch motif// Kelch motif// Kelch motif// BT 
B/POZ domain// BTB/POZ domain 

BRAWH304 1556//Te t rahydrof o 1 ate dehydrogenase/cyc 1 ohydro 1 ase// Forma te— t 
etrahydrofolate ligase 
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BRAWH3041928//Wilm's tumour protein 

BRAWH3042438//' Paired box' domain// EF hand// Phorbol esters/diacylglyce 
rol binding domain (CI domain) 
BRAWH3042568//Homeobox domain 
BRAWH3042772//Cation efflux family 

BRAWH3042787//Gag P30 core shell protein// Zinc finger, CCHC class 
BRAWH3043295//Inorgan i c pyrophosphat ase 
BRAWH3044122//C2 domain// Sigma-70 factor 

BRAWH3044151//Thrombospondin type 1 domain// Thrombospondin type 1 domai 
n// Thrombospondin type 1 domain// Keratin, high sulfur B2 protein// Thr 
ombospondin type 1 domain 
BRAWH3044985//Phosphotriesterase fami ly 
BRAWH3045118//DnaJ domain 
BRAWH3046424//Hi stone deacetylase family 

BRAWH3047692//Shikimate kinase// ATPases associated with various cellula 
r activities (AAA) 

BRAWH3048374//Sushi domain (SCR repeat)// Sushi domain (SCR repeat)// Su 
shi domain (SCR repeat)// Sushi domain (SCR repeat)// Sushi domain (SCR 
repeat)// Sushi domain (SCR repeat)// Sushi domain (SCR repeat)// Kerati 
n, high sulfur B2 protein// Sushi domain (SCR repeat) 
BRAWH3048724//Subt i lase fami ly 

BRAWH3049544//Glycosyl transferases// Similarity to lectin domain of ric 
in beta-chain, 3 copies. 

BRCAN2000923//ADP-ribosylation factor family// Ras family 
BRCAN2002892//ADP-ribosylation factor family// Ras family 
BRCAN2003269//ABC transporter 

BRCAN2003814//Phosphatidyl inositol -spec if ic phosphol ipase C, X domain 
BRCAN2006051//Peptidase family M41 

BRCAN2010665//PDZ domain (Also known as DHR or GLGF) . // PDZ domain (Also 
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known as DHR or GLGF) . // PDZ domain (Also known as DHR or GLGF). 
BRCAN2015402//Cytochrome P450 
BRCAN2019907//EF hand 

BRCAN2020234//Lipocal in / cytosolic fatty-acid binding protein family 
BRCAN2020331//RNA recognition motif, (a.k.a. RRM, RBD, or RNP domain)// 
RNA recognition motif, (a.k.a. RRM, RBD, or RNP domain)// RNA recognitio 
n motif, (a.k.a. RRM, RBD, or RNP domain) 
BRCAN2021325//Zinc carboxypept idase// Zinc carboxypept idase 
BRCAN2021452//Zinc finger, CCHC class// Zinc finger, CCHC class 
BRCAN2021718//Ribosomal protein L10 

BRCAN2022126//IstB-like ATP binding protein// Receptor family ligand bin 
ding region// Bacterial extracellular solute-binding proteins, family 3/ 
/ Ligand-gated ion channel 

BRCAN2025093//Ank repeat// Flagellar FliJ protein// Ank repeat 
BRC0C2001355//GTP1/0BG family// Phosphor ibul ok i nase// Adenylyl sulfate ki 
nase 

BRC0C2006164//ATP synthase subunit C// Nucleoside transporter// Sugar (a 
nd other) transporter// Influenza RNA-dependent RNA polymerase subunit P 
A 

BRC0C2006639//Leucine Rich Repeat// Leucine Rich Repeat// Leucine Rich R 
epeat// Leucine Rich Repeat 

BRC0C2012386//KRAB box// Zinc finger, C2H2 type// Zinc finger, C2H2 type 
// Zinc finger, C2H2 type// Transcription factor S-II (TFIIS)// Zinc fin 
ger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc 
finger, C2H2 type 

BRHIP2008756//MAS20 protein import receptor// BRCA1 C Terminus (BRCT) do 
main 

BRHIP2013958//Domain of unknown function// MSP (Major sperm protein) dom 
ain 
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BRHIP2026346//Formin Homology 2 Domain 

BRHIP2027077//Zinc finger, C2H2 type// Zinc finger, C2H2 type 
BRHIP2027563//Ke 1 ch mot i f 

BRHIP2029663//TPR Domain// Zinc finger, C3HC4 type (RING finger)// ATP-d 
ependent protease La (LON) domain 
BRHIP3000859//Wilm's tumour protein 
BRHIP3001481//Prote in-tyros ine phosphatase 
BRHIP3001878//POT family 

BRHIP3002000//Peptidase family M20/M25/M40// Sugar (and other) transport 
er 

BRHIP3002114//Mandelate racemase / muconate lactonizing enzyme family 
BRHIP3002141//DNA polymerase (viral) C-terminal domain 
BRHIP3003063//cAMP phosphodiesterases class-II// Vinculin family 
BRHIP3003126//HECT-domain (ubiquitin-transferase) . 
BRHIP3003306//Uncharacterized protein family// Rap/ran-GAP 
BRHIP3003340//Actin 
BRHIP3003795//Cytochrome P450 

BRHIP3004710//TPR Domain// TPR Domain// TPR Domain 
BRHIP3004725//tRNA synthetases class I (C) 

BRHIP3005037//BAH domain// ELM2 domain// Myb-like DNA-binding domain// G 
ATA zinc finger 

BRHIP3005142//Adaptin N terminal region 
BRHIP3005231//TPR Domain// TPR Domain 

BRHIP3005307//Glutathione S-transf erases. // Uncharacterized protein fami 
ly UPF0028 

BRHIP3005673//Glutathione S-transferases. 

BRHIP3005944//Scavenger receptor cysteine-rich domain// Scavenger recept 
or cysteine-rich domain 
BRHIP3006294//SH3 domain// RhoGAP domain 
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BRHIP3006449//Armadi 1 lo/beta-catenin-1 ike repeats// Armadi 1 lo/beta-caten 
in-like repeats// Armadi 1 lo/beta-catenin-1 ike repeats// Armadi 1 lo/beta-c 
atenin-like repeats// Armadi 1 lo/beta-catenin-1 ike repeats 
BRHIP3006786//Sec7 doma i n 

BRHIP3007195//Type I restriction modification DNA specificity domain// E 
1-E2 ATPase// E1-E2 ATPase// Neuraxin and MAP1B proteins// E1-E2 ATPase/ 
/ Cof family 

BRHIP3007223//Ubiquitin carboxyl-terminal hydrolases family 2// Ubiquiti 
n carboxyl-terminal hydrolase family 2 

BRHIP3007424//wnt family of developmental signaling proteins 
BRHIP3007609//PHD-f inger 

BRHIP3008320//Transmembrane region cyclic Nucleotide Gated Channel 
BRHIP3009753//CUB domain// Low-density lipoprotein receptor domain class 
A 

BRHIP3010289//Delta serrate ligand// Kelch motif// Kelch motif// Plexin 
repeat// Plexin repeat// Lectin C-type domain// Plexin repeat// Plexin r 
epeat// Laminin EGF-like (Domains III and V)// Keratin, high sulfur B2 p 
rotein// Laminin EGF-like (Domains III and V) 
BRHIP3011082//HECT-domain (ubiquitin-transf erase) . 
BRHIP3011460//RhoGEF domain// PH domain// SH3 domain 

BRHIP3011567//Dihydropyridine sensitive L-type calcium channel (Beta sub 
unit)// Dihydropyridine sensitive L-type calcium channel (Beta subunit) 
BRHIP3012289//Flavin containing amine oxidase 
BRHIP3012736//Collagen triple helix repeat (20 copies) 
BRHIP3014675//Ank repeat// Ank repeat// Ank repeat// BTB/P0Z domain// K+ 

channel tetramerisat ion domain 
BRHIP3016032//Integral membrane protein// Divalent cation transporter// 
TPR Domain// TPR Domain// TPR Domain 
BRHIP3017109//Src homology domain 2 
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BRHIP3017256//LIM domain containing proteins// ANl-like Zinc finger 
BRHIP3017558//eubacterial secY protein// FecCD transport family// Domain 
of unknown function// Sugar (and other) transporter// Sodiumlgalactosid 
e symporter family// Monocarboxylate transporter 
BRHIP3019643//Biopter in-dependent aromatic amino acid hydroxylase 
BRHIP3019824//Prokaryotic transcription elongation factor, GreA/GreB 
BRHIP3020733//Keratin, high sulfur B2 protein 

BRHIP3021019//Protein-tyrosine phosphatase// Dual specificity phosphatas 
e, catalytic domain 

BRHIP3025795//Sugar (and other) transporter// Protein of unknown functio 
n// Sodiumlgalactoside symporter family// Herpesvirus glycoprotein M// M 
onocarboxylate transporter 
BRHIP3027191//Hsp70 protein 
BRHIP3027651//PHD-f inger// PHD-f inger 

BRHIP3028246//CXXC zinc finger// PHD-f inger// Beta type Zein 
BRHIP3028570//PH domain// Fibroblast growth factor 
BRHIP3029409//NTR/C345C module 
BRHIP3030230//Pent ax i n f am i 1 y 

BRHIP3032374//Glutathione S-t ransf erases. // Uncharacterized protein fami 
ly UPF0028 

BRHIP3033557//Pyridoxamine 5' -phosphate oxidase// Ligand-gated ion chann 
el 

BRHIP3033734//Keratin, high sulfur B2 protein 
BRHIP3035006//Si a ly It ransf erase fami ly 

BRHIP3036371//Immunoglobul in domain// Kunitz/Bovine pancreatic trypsin i 
nhibitor domain// Kunitz/Bovine pancreatic trypsin inhibitor domain 
BRHIP3036715//Class I Histocompatibility antigen, domains alpha 1 and 2/ 
/ Immunoglobulin domain 
BRHIP3036936//Fibronectin type III domain 
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BRHIP3037543//Eukaryotic protein kinase domain 

BRHIP3038030//Pyridine nucleot ide-disulphide oxidoreductase// Phytoene d 
ehydrogenase related enzyme 

BRHIP3038735//Immunoglobul in domain// Immunoglobulin domain// Immunoglob 
ulin domain 

BRHIP3039509//Notch (DSL) domain// Ami loride-sensit ive sodium channel 
BRHIP3039592//Zinc finger, C3HC4 type (RING finger) 
BRHIP3041587//Eukaryotic protein kinase domain 
BRSSN2004710//3' 5' -cyclic nucleotide phosphodiesterase 
BRSSN2011843//bZIP transcription factor// RNA polymerase alpha subunit 
BRSSN2015497//Tudor domain 

BRSTN2006638//EF hand// EF hand// Pancreatic hormone peptides 
BRSTN2010089//Cell cycle protein// 7 transmembrane receptor (Secretin fa 
mi ly) 

BRSTN201 1961//Th i oredox in 
BRSTN2012069//Elongation factor Tu family 

BRSTN2016918//Transposase// Ezrin/radixin/moesin family// Intermediate f 
i lament proteins 
BRTHA200 1 304//Exonuc 1 ease 

BRTHA2005448//Calpain family cysteine protease// Calpain large subunit, 
domain III// EF hand 

BRTHA2019726//Immunoglobulin domain// Immunoglobulin domain// Immunoglob 
ulin domain// Immunoglobulin domain 
BRTHA2020400//Immunoglobulin domain 

BRTHA2020721//Immunoglobulin domain// Immunoglobulin domain// Immunoglob 
ulin domain// Immunoglobulin domain 
BRTHA2020910//Tubul in/Ft sZ family 

BRTHA2025869//Intermediate filament proteins// Intermediate filament pro 
teins 
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BRTHA2026290//Guan i ne nucleotide exchange factor for Ras-like GTPases; N 
-terminal motif// Initiator RepB protein// RasGEF domain 
BRTHA20263 1 1//Th i oredox i n// Th i oredox i n 
BRTHA2027250//C2 domain// C2 domain 
BRTHA2030036//L i pase 

BRTHA2031917//Fibronectin type III domain// Photosynthet ic reaction cent 
er protein 

BRTHA2033683//E1-E2 ATPase 

BRTHA2035743//Serine hydroxymethyl transferase// UBA domain 
BRTHA2036295//Helper component proteinase 

BRTHA2037247//Reverse transcriptase (RNA-dependent DNA polymerase) 
BRTHA2038345//Ank repeat// Ank repeat// Ank repeat 

BRTHA3000456//Zinc finger, C2H2 type// DM DNA binding domain// Zinc f ing 
er, C2H2 type// Transcription factor S-II (TFIIS)// Zinc finger, C2H2 ty 
pe// Putative zinc finger in N-recognin// Zinc finger, C2H2 type// Zinc 
finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zi 
nc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// 

Zinc finger, C2H2 type// Zinc finger, C2H2 type 
BRTHA3003225//Zinc finger, C3HC4 type (RING finger)// PHD-finger 
BRTHA3003736//DEAD/DEAH box helicase// Helicases conserved C-terminal do 
main 

BRTHA3010135//Protein-tyrosine phosphatase// Protein-tyros ine phosphatas 
e 

BRTHA3010212//Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc fin 
ger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc 
finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zi 
nc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// 
Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 typ 
e// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 
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type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2 
H2 type 

BRTHA3011187//EF hand 

BRTHA3011194//Voltage gated chloride channels// CBS domain 
BRTHA3011361//Calponin homology (CH) domain// LIM domain containing prot 
eins 

BRTHA3012265//Sulfate transporter family// Ribosomal protein S3, C-termi 
nal domain. 

BRTHA3014000//Birnavirus VP3 protein// Zinc finger, C2H2 type// ELM2 dom 
ain// Myb-like DNA-binding domain// Zinc finger, C2H2 type// Zinc finger 
, C2H2 type 

BRTHA3014547//Adenylate kinase// Viral (Superfamily 1) RNA helicase// Ar 
senical pump membrane protein// Ank repeat// Ank repeat// Ank repeat// A 
nk repeat// Ank repeat// Dehydrogenase El component// Ank repeat// Shiki 
mate / quinate 5-dehydrogenase// Ank repeat// Ank repeat// Ank repeat// 
Ank repeat// Ank repeat// Ank repeat// Ank repeat// Ank repeat// Ank rep 
eat// Ank repeat// Ank repeat 
BRTHA3017791//Lect in (probable mannose binding) 
BRTHA3018409//Wilm's tumour protein 
BRTHA3020771//PH domain 
BRTHA3021708//PH domain 

BRTHA3021786//Protein prenyl transferase alpha subunit repeat 
BRTHA3021971//Putative pept idoglycan binding domain 

BRTHA3023403//Phosphatidyl inositol-specif ic phosphol ipase C, X domain// 
Phosphatidylinositol-specif ic phosphol ipase C, X domain// C2 domain 
BRTHA3025073//Calponin homology (CH) domain 
BRTHA3026161//Adenosine-deaminase (editase) domain 

BRTHA30269 1 6//Guan i ne nucleotide exchange factor for Ras-like GTPases; N 
-terminal motif// RasGEF domain// Ras association (RalGDS/AF-6) domain 
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BRTHA3027171//Scorpion short toxins 
BRTHA3027638//Matrix protein (MA), pl5 
BRTHA3028339//Zn-f inger in Ran binding protein and others. 
CERVX2000968//Imraunoglobul in domain 
CH0NS2000797//T-box 

CH0NS2001287//Insulin-like growth factor binding proteins// Thyroglobuli 
n type-1 repeat 
CH0NS2001834//Plexin repeat 

CH0NS2002829//F5/8 type C domain// Zinc carboxypept idase// Zinc carboxyp 
eptidase// Zinc carboxypept idase 
C0L0N2004351//Galactosyl transferase 
COLON2005735//CbiM// Ammonium Transporter Family 

CT0NG2003517//RNA recognition motif, (a.k.a. RRM, RBD, or RNP domain) 
CTONG2006235//Zn- finger in ub i quit in-hydro lases and other proteins 
CT0NG2008989//Connex i n 

CTONG2009570//WD domain, G-beta repeat// WD domain, G-beta repeat// WD d 
omain, G-beta repeat// WD domain, G-beta repeat// WD domain, G-beta repe 
at 

CT0NG2010330//Lysophosphol ipase catalytic domain 

CTONG2011801//BTB/P0Z domain// Zinc finger, C2H2 type// Zinc finger, C2H 
2 type// Transcription factor S-II (TFIIS)// Zinc finger, C2H2 type// Zi 
nc finger, C2H2 type// Zinc finger, C2H2 type// PHD-f inger// Zinc finger 
, C2H2 type// Zinc finger, C2H2 type 
CTONG2020582//AMP-binding enzyme 

CT0NG2026987//Reverse transcriptase (RNA-dependent DNA polymerase) 
D90ST2003106//RNA recognition motif, (a.k.a. RRM, RBD, or RNP domain)// 
RNA recognition motif, (a.k.a. RRM, RBD, or RNP domain) 
D90ST2004417//Ribosomal protein L13e 
DFNES2011221//Rotavirus NS26 
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ERLTF2002178//Kelch motif// Kelch motif// Kelch motif// Kelch motif// Ke 
lch motif// Kelch motif 

ERLTF2002369//PH domain// RhoGAP domain// Tropomyosins 
FCBBF3001018//HMGL-1 ike 

FCBBF3012443//Leucine rich repeat N-terminal domain// Leucine Rich Repea 
t// Leucine Rich Repeat// Leucine Rich Repeat// Leucine Rich Repeat// Le 
ucine Rich Repeat// Leucine rich repeat C-terminal domain 
FCBBF3020030//B-box zinc finger.// B-box zinc finger.// Putative zinc fi 
nger in N-recognin 

FCBBF3021191//Protein phosphatase 2C// Protein phosphatase 2C 
FCBBF3024911//PWWP domain 

FCBBF5000384//BAF60b domain of the SWIB complex 
FEBRA2000805//Uncharacterized protein family UPF0054 
FEBRA2002260//CXXC zinc finger 
FEBRA2013570//Dehydrogenase El component 

FEBRA2023498//Le ucine rich repeat N-terminal domain// Leucine Rich Repea 
t// Leucine Rich Repeat// Leucine Rich Repeat 
FEBRA2026582//PPIC-type PPIASE domain. 

FEBRA2028457//RNA recognition motif, (a.k.a. RRM, RBD, or RNP domain)// 
RNA recognition motif, (a.k.a. RRM, RBD, or RNP domain)// RNA recognitio 
n motif, (a.k.a. RRM, RBD, or RNP domain)// RNA recognition motif, (a. k. 
a. RRM, RBD, or RNP domain) 

FEHRT2002708//DNA gyrase/topoi some rase IV, subunit A 
FEKID2001001//SH3 domain// WW domain// WW domain// PH domain 
FEKID2002493//wnt family of developmental signaling proteins 
FEKID2002637//Ser/Thr protein phosphatase 
FELNG2000720//Immunoglobul in domain// Immunoglobulin domain 
FELNG2001953//Src homology domain 2 

HCASM2008154//RNA recognition motif, (a.k.a. RRM, RBD, or RNP domain)// 
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Zn-finger in Ran binding protein and others. 
HCH0N2009766//eIF4-gamma/eIF5/eIF2-eps i Ion 

HHDPC2008185//Helper component proteinase// Site-specific recombinases 
HSYRA2004550//E1-E2 ATPase// E1-E2 ATPase 
HSYRA2007338//Fibronectin type III domain 

JCMLC2000273//Lysosome-associated membrane glycoprotein (Lamp)// Integri 
n alpha cytoplasmic region 

JCMLC2002751//von Willebrand factor type D domain// Plant PEC family met 
al lothionein// Trypsin Inhibitor like cysteine rich domain// von Willebr 
and factor type C domain// von Willebrand factor type D domain 
KIDNE2004531//Prion protein// Integral membrane protein// Cytochrome c o 
xidase subunit III// Uncharacterized protein family 

KIDNE2010049//FGGY family of carbohydrate kinases// FGGY family of carbo 
hydrate kinases 

KIDNE2015987//EGF-like domain// Keratin, high sulfur B2 protein// Zona p 
el lucida-1 ike domain 
KIDNE2018268//Zinc finger, C2H2 type 

LYMPB2002236//ABC 3 transport family// CbiM// NADH-ubi qui none oxidoreduc 
tase chain 4, amino terminus// UDP-glucoronosyl and UDP-glucosyl transfe 
rases 

LYMPB2002344//TBC domain 

LYMPB2002458//Fibronectin type III domain// Fibronectin type III domain/ 
/ Fibrinogen beta and gamma chains, C-terminal globular domain 
N1ESE2000698//WD domain, G-beta repeat// WD domain, G-beta repeat// WD d 
omain, G-beta repeat// WD domain, G-beta repeat// WD domain, G-beta repe 
at// WD domain, G-beta repeat// WD domain, G-beta repeat// WD domain, G- 
beta repeat 

NETRP2003103//Zinc finger, C3HC4 type (RING finger)// PHD-finger 
NETRP2003448//ADP-ribosylation factor family// Ras family 



ffitiE# 2004-3059661 



mM 2003-102207 



^-vl 224/ 



NETRP2004017//Hi stone- like transcription factor (CBF/NF-Y) and archaeal 
histone// 2S seed storage family 

NT2RI2004818//Phosphat idyl inositol -spec if ic phosphol ipase C, X domain// 
Phosphatidyl inosi to 1 -specific phosphol ipase C, X domain// C2 domain// Fe 
s/CIP4 homology domain 

NT2RI3001573//Leucine Rich Repeat// Leucine Rich Repeat// Leucine Rich R 
epeat// Leucine Rich Repeat 

NT2RI3001967//Ank repeat// Ank repeat// Ank repeat// Ank repeat// Glutat 
hione S-t ransf erases. // SAM domain (Sterile alpha motif) 
NT2RI3005923//Cadherin domain// Cadherin domain// Cadherin domain// Cadh 
erin domain// Cadherin domain// Cadherin domain// Cadherin domain// Cadh 
erin domain// Cadherin domain// Cadherin domain// Cadherin domain 
NT2RI3009480//Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc fin 
ger, C2H2 type 

NT2RI3009524//EGF-like domain// EGF-like domain// EGF-like domain// EGF- 
like domain// EGF-like domain// EGF-like domain// EGF-like domain// EGF- 
like domain// Metal lothionein// EGF-like domain// Laminin G domain// Lam 
inin G domain// EGF-like domain// Laminin G domain// EGF-like domain// L 
aminin G domain// Laminin G domain// EGF-like domain// EGF-like domain 
NT2RP7007387//Armadillo/beta-catenin-like repeats// picornavirus capsid 
protein 

NT2RP70 1 6508//DEAD/DEAH box helicase// Helicases conserved C-terminal do 
main 

NT2RP7019682//Cation efflux family 

NT2RP7020343//Transforming growth factor beta like domain// Keratin, hig 
h sulfur B2 protein 
NT2RP8000633//VPR/VPX protein 

NT2RP800 1 363//TNFR/NGFR cysteine-rich region// CUB domain 
NT2RP8001604//CUB domain// Sushi domain (SCR repeat)// CUB domain// Sush 
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i domain (SCR repeat)// CUB domain// Sushi domain (SCR repeat)// CUB dom 
ain// Sushi domain (SCR repeat)// CUB domain// Sushi domain (SCR repeat) 
// CUB domain// Sushi domain (SCR repeat)// CUB domain 
NT2RP8003490//Hemagglut inin-neuraminidase// LIM domain containing protei 
ns// LIM domain containing proteins// Homeobox domain 
NT2RP8003787//Thermophilic metal loprotease (M29)// Ank repeat// Ion tran 
sport protein// Sodiumigalactoside symporter family 
NT2RP8005546//Viral (Superfamily 1) RNA he li case 

NT2RP8006452//African swine fever virus multigene family 360 protein// L 
eucine Rich Repeat// Leucine Rich Repeat// Leucine Rich Repeat// Leucine 
Rich Repeat// Leucine Rich Repeat// Leucine Rich Repeat// Leucine Rich 
Repeat// Leucine Rich Repeat// Leucine Rich Repeat// Leucine Rich Repeat 
NT2RP8007920//PPR repeat// LIM domain containing proteins 
NT2RP8008057//Thrombospondin type 1 domain// Immunoglobulin domain// Tra 
nsforming growth factor beta like domain 
NT2RP8009119//Picornavirus 2B protein 

NT0NG2003805//KRAB box// Zinc finger, C2H2 type// Zinc finger, C2H2 type 
// Zinc finger, C2H2 type// TRAF-type zinc finger// Zinc finger, C2H2 ty 
pe// Transcription factor S-II (TFIIS)// Zinc finger, C2H2 type// Zinc f 
inger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type 
NT0NG2008483//WD domain, G-beta repeat// WD domain, G-beta repeat// WD d 
omain, G-beta repeat// WD domain, G-beta repeat// WD domain, G-beta repe 
at// WD domain, G-beta repeat// Zinc finger, C2H2 type 
0CBBF2000831//WAP-type (Whey Acidic Protein) ' four-disulf ide core'// Kaz 
al-type serine protease inhibitor domain// Immunoglobulin domain// Kunit 
z/Bovine pancreatic trypsin inhibitor domain// Kunitz/Bovine pancreatic 
trypsin inhibitor domain// Furin-like cysteine rich region// Respiratory 
-chain NADH dehydrogenase, 49 Kd subunit// NTR/C345C module 
0CBBF2003518//Transient receptor// Transient receptor 
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0CBBF2004478//Trypanosome variant surface glycoprotein// 7 transmembrane 

receptor (Secretin family) 
0CBBF2007039//Reprolysin family propeptide// Reprolysin (M12B) family zi 
nc metal loprotease// Thrombospondin type 1 domain// EB module 
0CBBF2009536//Ami lor ide-sens i t ive sodium channe 1 
0CBBF2014745//Zinc finger, C2H2 type// Zinc finger, C2H2 type 
0CBBF2016928//KRAB box// Zinc finger, C2H2 type// Zinc finger, C2H2 type 
// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 t 
ype// PHD-finger// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zin 
c finger, C2H2 type// Zinc finger, C2H2 type 

0CBBF2018618//7 transmembrane receptor (Secretin family)// 7 transmembra 
ne receptor (rhodopsin family) 

0CBBF2024589//Glut amine amidotransferases class-II// Dihydroorotase-1 ike 
0CBBF2030927//Neuregulin family// von Willebrand factor type A domain// 
EGF-like domain// Response regulator receiver domain// von Willebrand fa 
ctor type A domain// von Willebrand factor type A domain 
OCBBF3001202//DENN (AEX-3) domain 

0CBBF3001333//Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc fin 
ger, C2H2 type// Zinc finger, C2H2 type// Zinc finger// Transcription fa 
ctor S-II (TFIIS)// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zi 
nc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type 
0CBBF3001616//Reverse transcriptase (RNA-dependent DNA polymerase) 
0CBBF3004487//Platelet-derived growth factor (PDGF)// DEAD/DEAH box heli 
case 

0CBBF3005330//Domain found in Dishevelled, Egl-10, and Pleckstrin// TCP- 
l/cpn60 chaperonin family// TCP-l/cpn60 chaperonin family 
0CBBF3006986//Beige/BEACH domain// WD domain, G-beta repeat// WD domain, 
G-beta repeat 

OCBBF3008392//DNA binding domain with preference for A/T rich regions// 
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PHD-finger// Bromodomain 

0CBBF3008835//Collagen triple helix repeat (20 copies) 
0CBBF3019269//CXXC zinc finger 

0CBBF3020263//KRAB box// Zinc finger, C2H2 type// Zinc finger, C2H2 type 
// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Transcription facto 
r S-II (TFIIS)// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc 
finger, C2H2 type// Zinc finger, C2H2 type 

0CBBF3021086//Inf luenza RNA-dependent RNA polymerase subunit PA// Reprol 
ysin family propeptide// Leptin 

0CBBF3021361//ELM2 domain// Myb-like DNA-binding domain 
OCBBF3021502//Lept in 

0CBBF3022827//A20-like zinc finger// Vacuolar sorting protein 9 (VPS9) d 
omain 

0CBBF3023175//Protein phosphatase 2C// Beige/BEACH domain// WD domain, G 
-beta repeat// WD domain, G-beta repeat// WD domain, G-beta repeat// WD 
domain, G-beta repeat 

0CBBF3023913//R3H domain// Retroviral Vif (Viral infect ivity) protein 
0CBBF3025475//Sodium: sulfate symporter transmembrane region// Sodium: sul 
fate symporter transmembrane region 

0CBBF3025503//Vesiculovirus phosphoprotein// haloacid dehalogenase-1 ike 
hydrolase 

0CBBF3026088//Fatty acid desaturase 

0CBBF3026361//Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc fin 
ger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc 
finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zi 
nc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// 
RNA polymerases M/15 Kd subunit s 
0CBBF3026979//Laminin G domain// Thrombospondin N-terminal -like domains 
// von Willebrand factor type C domain// von Willebrand factor type C do 
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main// EGF-like domain// EB module// EGF-like domain// Plant PEC family 
metal lothionein// EGF-like domain// Trypsin Inhibitor like cysteine rich 
domain// Metal lothionein// EGF-like domain// EGF-like domain// EGF-like 
domain// EGF-like domain// von Willebrand factor type C domain// von Wi 
llebrand factor type C domain 

0CBBF3027969//Ank repeat// Ank repeat// Ank repeat// Ank repeat// Myosin 

head (motor domain) 
0CBBF3028001//Transmembrane region cyclic Nucleotide Gated Channel 
PEBLM2001803//Vacuolar sorting protein 9 (VPS9) domain 
PEBLM2005615//7 transmembrane receptor (rhodopsin family)// Herpesvirus 
glycoprotein M 

PEBLM2006298//Kinesin motor domain 

PLACE5000492//Viral RNA dependent RNA polymerase// Phosphat idyl inositol- 
specific phosphol ipase C, X domain// Phosphat idyl inosi to 1 -specific phosp 
holipase C, X domain// C2 domain 

PLACE6000055//WD domain, G-beta repeat// WD domain, G-beta repeat// WD d 
omain, G-beta repeat 
PLACE6001933//Receptor L domain 

PLACE6003004//Signal peptidase I// Mandelate racemase / muconate lactoni 
zing enzyme family 
PLACE6010925//Ribosomal protein Sll 

PLACE6010936//7 transmembrane receptor (rhodopsin family) 
PLACE6019600//Ras family 

PLACE7000266//Fibronectin type III domain// Fibronectin type III domain/ 
/ Fibronectin type III domain// Fibronectin type III domain// Fibronecti 
n type III domain// Fibronectin type III domain// Fibronectin type III d 
omain// Fibronectin type III domain// Fibronectin type III domain 
PLACE7002303//Homeobox domain 

PLACE7003985//Prokaryotic molybdopterin ox i do reductases// short chain de 
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hydrogenase 

PLACE7004103//KH domain// KH domain// KH domain// KH domain// Dynamin ce 
ntral region// Domain of unknown function// KH domain// KH domain// KH d 
omain// Small cytokines (intecrine/chemokine) , interleukin-8 like// Fane 
oni anaemia group C protein// KH domain// KH domain// AIR carboxylase// 
KH domain 

PLACE7004961//Dynamin GTPase effector domain 

PLACE7005169//Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc fin 
ger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc 
finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zi 
nc finger, C2H2 type 

PLACE7006090//Glycosyl hydrolases family 31 

PLACE7006498//ADP-ribosylation factor family// G-protein alpha subunit 
PLACE7007379//Zinc carboxypept idase 

PLACE7007973//Matrix protein (MA), pi 5// Matrix protein (MA), pi 5// Gag 
P30 core shell protein// Zinc finger, CCHC class 
PLACE7008136//Reverse transcriptase (RNA-dependent DNA polymerase) 
PLACE7009563//Arginase family// MAGE family 

PLACE7009757//Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc fin 
ger, C2H2 type 
PLACE7009936//RhoGAP domain 

PLACE7011559//Ank repeat// Ank repeat// Ank repeat// Ank repeat// Ank re 
peat// Ank repeat// Integrin alpha cytoplasmic region 
PLACE7012111//Reprolysin family propeptide// Reprolysin (M12B) family zi 
nc metal loprotease// Keratin, high sulfur B2 protein// Disintegrin// EGF 
-like domain 

PLACE7014247//Phosphat idyl inositol 3- and 4-kinases 

PLACE7016526//ATP-dependent protease La (LON) domain// NB-ARC domain// A 
denylyl sulfate kinase// IstB-like ATP binding protein// Shikimate kinase 
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// Isopentenyl transferase// ATPases associated with various cellular ac 
tivities (AAA) 

PLACE7018304//PLAT/LH2 domain// PLAT/LH2 domain// PLAT/LH2 domain// PLAT 
/LH2 domain// PLAT/LH2 domain// PLAT/LH2 domain// PLAT/LH2 domain// PLAT 
/LH2 domain// PLAT/LH2 domain// PLAT/LH2 domain 
PLACE7018512//Zinc finger, C2H2 type// Zinc finger, C2H2 type 
PR0ST2002078//RNA recognition motif, (a.k.a. RRM, RBD, or RNP domain) 
PUAEN2000594//Poly-adenylate binding protein, unique domain. 
PUAEN2000684//Gemini virus AL2 protein// Leucine Rich Repeat// Leucine Ri 
ch Repeat// Leucine Rich Repeat// Leucine Rich Repeat// Leucine Rich Rep 
eat// Leucine Rich Repeat// Leucine Rich Repeat// Leucine Rich Repeat// 
Leucine Rich Repeat 

PUAEN2006639//WD domain, G-beta repeat// WD domain, G-beta repeat// WD d 
omain, G-beta repeat// WD domain, G-beta repeat// WD domain, G-beta repe 
at// WD domain, G-beta repeat 

SKMUS2008585//Dual specificity phosphatase, catalytic domain 
SKMUS2009557//Hydroxyethylthiazole kinase family 

SMLNT2010753//TPR Domain// TPR Domain// TPR Domain// TPR Domain// PPR re 
peat// TPR Domain 

SMINT2011406//Dynamin GTPase effector domain 
SM1NT2011509//DNA polymerase X family 

SM1NT2014721//E2 (early) protein, N terminal// Carnitate acyl transferase 
SM1NT2017964//PH domain 
SPLEN2007689//PX domain// SH3 domain 

SPLEN2012571//SCAN domain// KRAB box// Zinc finger, C2H2 type// Zinc fin 
ger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// TRAF- 
type zinc finger// Zinc finger, C2H2 type 
SPLEN2022785//Polyomavirus coat protein 

SPLEN2025012//Immunoglobulin domain// Immunoglobulin domain// Immunoglob 
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ulin domain// Immunoglobulin domain// Immunoglobulin domain 
SPLEN2028417//Homeobox domain 

SPLEN2036608//Zinc finger C-x8-C-x5-C-x3-H type (and similar). 
ST0MA2004663//Immunoglobulin domain 
SYN0V2003326//TSC-22/d i p/bun f am i 1 y 

SYN0V2017179//Hepatitis C virus non-structural protein NS4a// TBC domain 
SYN0V4003174//Phosphoribulokinase// Myosin head (motor domain) 
SYNOV4009 1 39//Hya 1 uron i dase 

SYN0V4009575//WD domain, G-beta repeat// Gram-negative pili assembly cha 
perone// WD domain, G-beta repeat// WD domain, G-beta repeat 
T1ESE2000609//DNA polymerase (viral) C-terminal domain// G-patch domain/ 
/ Double-stranded RNA binding motif 

T1ESE2000904//KRAB box// Zinc finger, C2H2 type// Zinc finger, C2H2 type 
// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 t 
ype// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Transcription fa 
ctor S-II (TFIIS)// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zi 
nc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// 
Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 typ 
e// Zinc finger, C2H2 type// Zinc finger, C2H2 type 
T1ESE2002665//Amino acid permease 

TBAES2003917//Ank repeat// Ank repeat// Ank repeat// Ank repeat 
TBAES2007428//Scorpion short toxins// EGF-like domain// EGF-like domain 
TES0P2002005//E7 protein, Early protein 

TESTI2001364//Pyridine nucleot ide-di sulphide ox i do reductase// lactate/ma 
late dehydrogenase 

TESTI2005112//Respiratory-chain NADH dehydrogenase, 30 Kd subunit 
TESTI2005564//EF hand 

TESTI2006543//Collagen triple helix repeat (20 copies) 
TESTI2007490//UDP-glucoronosyl and UDP-glucosyl transferases 
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TESTI2009739//Tropomyosins// Domain of unknown function 
TESTI2011020//Keratin, high sulfur B2 protein 

TESTI2018335//NADH-ubiquinone/plastoquinone oxidoreductase chain 4L// Tr 
ansmerabrane amino acid transporter protein// Amino acid permease 
TESTI2018867//FF domain 

TESTI2021112//Carbamoyl -phosphate synthase (CPSase) 
TESTI2021654//Glycosyl hydrolases family 11 
TESTI2022323//7 transmembrane receptor (rhodopsin family) 
TESTI2023903//Ubiquitin family// Gram-negative pili assembly chaperone 
TESTI2024267//Transmembrane amino acid transporter protein// Ion transpo 
rt protein 

TESTI2030901//Glutathione S-transf erases. 

TESTI2034913//Intermediate filament proteins// Intermediate filament pro 
teins 

TESTI2036285//Ubiquitin family// Ubiquitin family// Ubiquitin family 
TESTI2036822//Integral membrane protein// ANl-like Zinc finger// DHHC zi 
nc finger domain 

TESTI2037877//Flavin containing amine oxidase 

TESTI2040377//Phorbol esters/diacylglycerol binding domain (Cl domain)// 
Zinc finger, C3HC4 type (RING finger)// PHD-finger// Zinc finger presen 
t in dystrophin, CBP/p300// Zinc finger, C3HC4 type (RING finger) 
TESTI2049041//TPR Domain// TPR Domain 
TESTI2049062//short chain dehydrogenase 

TESTI2052670//Immunoglobulin domain// Immunoglobulin domain// Immunoglob 
ulin domain// Immunoglobulin domain// Immunoglobulin domain 
TESTI4000370//Keratin, high sulfur B2 protein// Bacterial regulatory pro 
teins, gntR family 

TESTI4000621//SNF2 and others N-terminal domain// 6-0-methylguanine DNA 
methyl transferase// Rel homology domain (RHD).// Helicases conserved C-t 
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errainal domain 

TESTI4001517//Intermediate filament proteins 

TESTI4001569//Leucine Rich Repeat// Leucine Rich Repeat// Leucine Rich R 
epeat// Leucine Rich Repeat// Leucine Rich Repeat// KE2 family protein// 
Leucine Rich Repeat// Leucine Rich Repeat// Leucine Rich Repeat// Leuci 
ne Rich Repeat// Leucine Rich Repeat// Leucine Rich Repeat// Leucine Ric 
h Repeat// Leucine Rich Repeat// Leucine Rich Repeat// Leucine Rich Repe 
at// Leucine Rich Repeat 

TESTI4001679//FYVE zinc finger// Zinc finger, C3HC4 type (RING finger)// 
PHD-f inger 

TESTI4002141//Keratin, high sulfur B2 protein 

TESTI4002774//PH domain// Phosphoglycerate mutase family// Oxysterol-bin 
ding protein 

TESTI4002799//RNA polymerase beta subunit// PHD-f inger 
TESTI4002868//Metal lothionein 

TESTI4003404//Ank repeat// Ank repeat// Ank repeat// PEP-util izing enzym 
es 

TESTI4003565//Inositol monophosphatase family 

TESTI4003602//Translation initiation factor IF-3// Divalent cation trans 
porter 

TESTI4003703//Inositol monophosphatase family 

TESTI4003796//Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc fin 
ger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc 
finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type 
TESTI4003944//Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc fin 
ger, C2H2 type// Zinc finger, C2H2 type// Domain of unknown function// Z 
inc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type/ 
/ Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 ty 
pe// Zinc finger, C2H2 type// Zinc finger, C2H2 type// PHD-finger// Zinc 
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finger, C2H2 type// Zinc finger, C2H2 type 
TESTI4004031//Domain of unknown function 

TESTI4004539//Integral membrane protein// Sodium Bile acid symporter fam 

ily 

TESTI4004695//Leptin 

TESTI4005322//KRAB box// Fungal cellulose binding domain// Zinc finger, 
C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finge 
r, C2H2 type// Zinc finger, C2H2 type// TRAF-type zinc finger// Zinc fin 
ger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc 
finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type 
TESTI4005399//Divalent cation transporter// Divalent cation transporter 
TESTI4005470//Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc fin 
ger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc 
finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zi 
nc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type 
TESTI4005653//Collagen triple helix repeat (20 copies) 
TESTI400767 1//Th i oredox i n 

TESTI4007965//Adapt in N terminal region// Gamma-adapt in, C-terminus 
TESTI4008305//Collagen triple helix repeat (20 copies)// Herpesvirus Gly 
coprotein B 

TESTI4010544//Cytochrome C and Quinol oxidase polypeptide I// Sodium/hyd 
rogen exchanger family// Ion transport protein// Cyclic nucleotide-bindi 
ng domain 

TESTI4010721//Ribonucleot ide reductase 

TESTI4010902//WD domain, G-beta repeat// WD domain, G-beta repeat// WD d 
omain, G-beta repeat// WD domain, G-beta repeat// WD domain, G-beta repe 
at// WD domain, G-beta repeat 
TESTI4011926//Gag P30 core shell protein 

TESTI4012960//Inf luenza RNA-dependent RNA polymerase subunit PA// Reprol 
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ysin family propeptide// Leptin 

TESTI4013474//Nuclear transition protein 2// Phorbol esters/diacylglycer 
ol binding domain (CI domain)// RhoGAP domain 

TESTI4013742//Leucine Rich Repeat// Leucine Rich Repeat// Hantavirus nuc 
leocapsid protein// Troponin// Formin Homology 2 Domain// Apol ipoprotein 
A1/A4/E family 

TESTI4014415//Ribosomal protein S8// Uncharacterized protein family// Do 
main of unknown function// Sodium/hydrogen exchanger family// Ion transp 
ort protein// Cyclic nucleot ide-binding domain 
TESTI4017854//Hepatitis C virus non-structural protein E2/NS1 
TESTI4020342//WD domain, G-beta repeat// WD domain, G-beta repeat// WD d 
omain, G-beta repeat// WD domain, G-beta repeat// WD domain, G-beta repe 
at// WD domain, G-beta repeat// Protein phosphatase 2A regulatory subuni 
t PR55// WD domain, G-beta repeat 

TESTI4020596//Calpain family cysteine protease// Calpain large subunit, 
domain III// C2 domain 
TESTI4020819//Clq domain 
TESTI4021129//GAF domain 

TESTI4021197//C2 domain// PDZ domain (Also known as DHR or GLGF) . // Regu 
lator of G protein signaling domain// Regulator of G protein signaling d 
omain 

TESTI4021569//ABC transporter transmembrane region. 

TESTI4022158//Immunoglobul in domain// Thrombospondin type 1 domain// Thr 
ombospondin type 1 domain// ZU5 domain// Death domain 
TESTI4023096//ABC 3 transport family// Amino acid permease// Cystatin do 
main 

TESTI4024294//Chorion protein 

TESTI4024494//Zinc finger, C3HC4 type (RING finger)// Peroxidase// Zinc 
finger, C3HC4 type (RING finger)// B-box zinc finger.// Scorpion short t 



mtl# 2004-3059661 



0&M 2003-102207 



^-v : 236/ 



ox ins 

TESTI4026080//Nucleosome assembly protein (NAP)// Lipoate-protein 1 igase 
B// Asparaginase// ABC transporter 
TESTI4028042//WD domain, G-beta repeat// WD domain, G-beta repeat// WD d 
omain, G-beta repeat// Fibrillar collagen C-terminal domain 
TESTI4028182//3' 5' -cyclic nucleotide phosphodiesterase// Elongation fact 
or Tu family 

TESTI4029731//Ras family 
TESTI4030864//Ribosomal protein L36 

TESTI4031066//Lipoate-protein 1 igase B// KE2 family protein 
TESTI4031173//Immunoglobul in domain// Immunoglobulin domain// Immunoglob 
ulin domain// Immunoglobulin domain 

TESTI4032128//Amyloid A4 extracellular domain// Kunitz/Bovine pancreatic 

trypsin inhibitor domain 
TESTI4032913//Zinc finger present in dystrophin, CBP/p300// Ank repeat// 

Ank repeat// Ank repeat// Ank repeat// Ank repeat// Ank repeat// Ank re 
peat 

TESTI4033177//K-box region// Dual specificity phosphatase, catalytic dom 
ain// Penicillin amidase 

TESTI4035898//Kelch motif// Kelch motif// Kelch motif 
TESTI4036048//PX domain 

TESTI4037949//BTB/P0Z domain// Kelch motif// Kelch motif// Kelch motif// 
Kelch motif// Glycophorin A// Kelch motif// Kelch motif 
TESTI4039451//Adaptin N terminal region 

TESTI4039904//Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc fin 
ger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc 
finger, C2H2 type// Transcription factor S-II (TFIIS)// Zinc finger, C2H 
2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, 
C2H2 type// Zinc finger, C2H2 type 
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TESTI4040559//Transmembrane region cyclic Nucleotide Gated Channel// Cyc 
lie nucleotide-binding domain 
TESTI4040598//Cytochrome P450 
TESTI4041049//Calponin homology (CH) domain 
TESTI4041482//Archaeal ATPase 

TESTI4041984//EGF-like domain// EGF-like domain// EGF-like domain// EGF- 
like domain// EB module// EGF-like domain// EGF-like domain// EGF-like d 
omain// EGF-like domain// TB domain// EGF-like domain// EGF-like domain/ 
/ TB domain// EGF-like domain// EGF-like domain 
TESTT4043166//Formin Homology 2 Domain 
TESTI4046073//Dockerin domain type I// RhoGAP domain 
TESTT4046873//TPR Domain// TPR Domain// TPR Domain// TPR Domain 
TESTI4047328//von Willebrand factor type D domain// Trypsin Inhibitor li 
ke cysteine rich domain// Chi tin binding domain// von Willebrand factor 
type D domain// Trypsin Inhibitor like cysteine rich domain// Metal lothi 
one in 

TESTI4047569//Kerat in, high sulfur B2 protein 

TESTI4047808//Eukaryotic protein kinase domain// Eukaryotic protein kina 
se domain 

TESTI4049786//Mur ligase family// Hexokinase// Hexokinase 
TESTI4049899//Scavenger receptor cysteine-rich domain// CUB domain 
TESTI4051015//Major intrinsic protein// Major intrinsic protein 
TESTI4051054//B-box zinc finger. 

TESTI4051424//Immunoglobulin domain// Fibronectin type III domain// Fibr 
onectin type III domain// Fibronectin type III domain// Fibronectin type 
III domain// Fibronectin type III domain// Aldo/keto reductase family// 
Immunoglobulin domain// Thioredoxin// Immunoglobulin domain// Immunoglo 
bul in domain 

TESTI4051865//PDZ domain (Also known as DHR or GLGF) . // Collagen triple 
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helix repeat (20 copies)// PDZ domain (Also known as DHR or GLGF) . // PDZ 
domain (Also known as DHR or GLGF).// SH3 domain// Ribosomal protein LI 
5 amino terminal region// Guanylate kinase 

TESTI4052219//E1-E2 ATPase// E1-E2 ATPase// GTP cyclohydrolase II 
TESTI4052598//Lectin C-type domain 

TESTI4052775//Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc fin 
ger, C2H2 type// TRAF-type zinc finger// Zinc finger, C2H2 type 
THYMU2008207//Zinc finger, C3HC4 type (RING finger) 
THYMU2038199//Zinc finger, C2H2 type// Zinc finger, C2H2 type 
THYMU3000390//Ribonuclease T2 family 

THYMU3002825//F1 iP family// Glycosyl hydrolase family 47 
THYMU3003007//TPR Domain 

THYMU3008105//Zinc finger, C2H2 type// FYVE zinc finger// Zinc finger, C 
2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger 
, C2H2 type// Zinc finger, C2H2 type// PHD-finger// Zinc finger, C2H2 ty 
pe// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 

type// Zinc finger, C2H2 type// Zinc finger, C2H2 type 
THYMU3012402//Armadi 1 lo/beta-catenin-1 ike repeats// Armadi 1 lo/beta-caten 
in-like repeats// Armadi 1 lo/beta-catenin-1 ike repeats// Armadi 1 lo/beta-c 
atenin-like repeats// Armadi 1 lo/beta-catenin-1 ike repeats// Armadillo/be 
ta-catenin-1 ike repeats 

THYMU3012983//Zinc finger, C2H2 type// Zinc finger, C2H2 type// Transcri 
ption factor S-II (TFIIS)// Zinc finger, C2H2 type// Zinc finger, C2H2 t 
ype// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H 
2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, 
C2H2 type// Transcription factor S-II (TFIIS)// Zinc finger, C2H2 type// 
Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 typ 
e// Zinc finger, C2H2 type 
THYMU3013785//RasGEF domain 
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THYMU3014173//Class I Histocompatibility antigen, domains alpha 1 and 2 
THYMU3014372//Integrase Zinc binding domain// Aldo/keto reductase family 
// MCM2/3/5 family 

THYMU3015042//Polyomavirus coat protein 
THYMU3015571//Chaperonins 10 Kd subunit 

THYMU3015647//Domain of unknown function// Latrophi 1 in/CL-1-1 ike GPS dom 
ain// CbiM// 7 transmembrane receptor (Secretin family) 
THYMU3016518//Immunoglobulin domain// Immunoglobulin domain// Immunoglob 
ulin domain// Immunoglobulin domain 
THYMU3017761//Gag P30 core shell protein 
THYMU3019476//Matrix protein (MA), pl5 

THYMU3020221//Immunoglobulin domain// Fibronectin type II domain// Immun 
oglobulin domain// Immunoglobulin domain// Immunoglobulin domain 
THYMU3021404//Sugar (and other) transporter 
THYMU302 1 586//He 1 i x- 1 oop-he 1 i x DNA-b i nd i ng doma i n 
THYMU3021755//HC03- transporter family 
THYMU3022434//Zinc finger, C2H2 type// M0Z/SAS family 
THYMU3023400//Transmembrane amino acid transporter protein// Large-condu 
ctance mechanosensit ive channel, MscL// CbiM// DNA gyrase/topoisomerase 
IV, subunit A 

THYMU3025118//Immunoglobulin domain// Immunoglobulin domain// Immunoglob 
ulin domain// Immunoglobulin domain// Immunoglobulin domain 
THYMU3025642//von Hippel-Lindau disease tumor suppressor protein 
THYMU3025683//Heavy-metal-associated domain// Vacuolar sorting protein 9 
(VPS9) domain// chorismate binding enzyme// Ras association (RalGDS/AF- 
6) domain 

THYMU3026000//KRAB box// Zinc finger, C2H2 type// Zinc finger, C2H2 type 
// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 t 
ype// Zinc finger, C2H2 type// Transcription factor S-II (TFIIS)// Zinc 



mffl£# 2004-3059661 



mm 2003-102207 



^- v : 240/ 



finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type 
THYMU3026306//FI iP family// Glycosyl hydrolase family 47 
THYMU3026479//Glutathione S-transf erases. 
THYMU3026532//Plexin repeat// Integrins, beta chain 

THYMU3030072//KRAB box// Zinc finger, C2H2 type// Zinc finger, C2H2 type 
// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 t 
ype// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H 
2 type// Zinc finger, C2H2 type// PHD-finger// Zinc finger, C2H2 type// 
Zinc finger, C2H2 type// Zinc finger, C2H2 type// DnaJ central domain (4 
repeats)// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finge 
r, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type 
THYMU3030752//K+ channel tetramerisat ion domain 
THYMU3031878//PAP2 superfamily 
THYMU3032798//Eukaryotic protein kinase domain 
THYMU3033626//N0Ll/N0P2/sun family 

THYMU3033649//Immunoreceptor tyros ine-based activation motif 
THYMU3034671//Hi stone deacetylase family 
THYMU3036953//Tryps i n 

THYMU3037617//FYVE zinc finger// ANl-like Zinc finger 
THYMU3037772//Immunoglobul in domain// Immunoglobulin domain// Immunoglob 
ulin domain// Immunoglobulin domain 

THYMU3038158//Collagen triple helix repeat (20 copies)// Collagen triple 
helix repeat (20 copies)// Collagen triple helix repeat (20 copies) 
THYMU3040126//Metal lothionein 

THYMU3040172//Scavenger receptor cysteine-rich domain// Scavenger recept 
or cysteine-rich domain// Scavenger receptor cysteine-rich domain 
THYMU3040746//Immunoglobulin domain// Immunoglobulin domain// Immunoglob 
ulin domain// Immunoglobulin domain 

THYMU3040829//RNA recognition motif, (a.k.a. RRM, RBD, or RNP domain) 
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THYMU304 1 428//DEAD/DEAH box helicase// Helicases conserved C-terminal do 
main 

THYMU3043200//Zinc finger, C2H2 type 

THYMU3044075//BTB/P0Z domain// K+ channel tetramer isat ion domain 
THYMU3045704//Prokaryotic transcription elongation factor, GreA/GreB 
THYMU3046360//F-box domain. 

THYMU3047115//Site-specif ic recombinases// E1-E2 ATPase// Na+/K+ ATPase 
C- terminus 

THYMU3047891//ThiF family// short chain dehydrogenase 
TKIDN2003396//Zinc finger, CCHC class 
TKIDN2011051//Keratin, high sulfur B2 protein 
TKIDN2011160//Thrombospondin type 1 domain 

TLIVE2001616//Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc fin 
ger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc 
finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zi 
nc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// 
Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 typ 
e// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 
type 

TLIVE2007736//PDZ domain (Also known as DHR or GLGF). 
TLUNG2000654//bZIP transcription factor// Intermediate filament proteins 
TLUNG2001445//Immunoglobul in domain// Immunoglobulin domain// Immunoglob 
ulin domain// Immunoglobulin domain// Immunoglobulin domain 
TLUNG2001600//Immunoglobul in domain// Immunoglobulin domain// Immunoglob 
ulin domain// Immunoglobulin domain 
TRACH2022 1 13//dUTPase 

TRACH2024730//Phosphoribosyl-ATP py rophosphohydro 1 ase// Death domain 
TRACH3002752//PHD- finger// Zn-finger in ubi quit in-hydro lases and other p 
roteins 
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TRACH3002890//Collagen triple helix repeat (20 copies) 
TRACH3003037//Phosphotriesterase family// RhoGEF domain// PH domain// Th 
aumatin family// GATA zinc finger// FYVE zinc finger// PH domain 
TRACH3003357//Interleukin-6/G-CSF/MGF family// SH3 domain// SH3 domain// 

SH3 domain// SH3 domain 
TRACH3003458//Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc fin 
ger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc 
finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zi 
nc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// 

Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 typ 
e// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 
type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2 
H2 type// Zinc finger, C2H2 type 

TRACH3004113//Ribosomal protein L37e// FYVE zinc finger// Alpha-2-macrog 
lobulin family// Interleukin 4 
TRACH3004412//Zinc finger, CCHC class// Clusterin 

TRACH3004424//Fungal cellulose binding domain// Zinc finger, C2H2 type// 
Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 typ 
e// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 
type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2 
H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, 
C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc fing 
er, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc f 
inger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zin 
c finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// 
Zinc finger, C2H2 type 

TRACH3004747//Sugar (and other) transporter 
TRACH3005173//PH domain 

TRACH3005274//Trans-activation protein X// Glycosyl transferases group 1 
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TRACH3005699//SEA domain// SEA domain 
TRACH3006379//Intermediate filament proteins 

TRACH3006800//Fungalysin metal lopept idase (M36)// SEA domain// SEA domai 
n// SEA domain 

TRACH3007689//Ank repeat// Ank repeat// Ank repeat// TPR Domain// TPR Do 
main// TPR Domain 

TRACH3009008//Pyridine nucleot ide-di sulphide oxidoreductase 
TRACH3009061//Papairt family cysteine protease// ABC transporter 
TRACH3010079//Mov34/MPN/PAD-1 f ami ly 

TRACH3010167//Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc fin 
ger, C2H2 type 

TRACH3011082//Immunoglobulin domain 
TRACH3011184//Immunoglobul in domain 
TRACH3011313//Aminotransf erase class IV 
TRACH3011538//RhoGEF domain// PH domain 
TRACH3012106//FERM domain (Band 4.1 family) 
TRACH3012460//Collagen triple helix repeat (20 copies) 
TRACH30 1 2659//Immunog 1 obu 1 i n doma i n 

TRACH3015346//Uncharacterized protein family UPF0004// Uncharacterized p 
rote in family UPF0004 

TRACH3015354//Lect in (probable mannose binding) 

TRACH3015951//BTB/P0Z domain// Zinc finger, C2H2 type// Zinc finger, C3H 
C4 type (RING finger)// Zinc finger, C2H2 type// Zinc finger, C2H2 type/ 
/ Zinc finger, C2H2 type// PHD-finger// Zinc finger, C2H2 type// Zinc fi 
nger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc 

finger, C2H2 type// Zinc finger, C2H2 type 
TRACH3016455//Calpain family cysteine protease// Calpain large subunit, 
domain III 

TRACH3016805//Ank repeat// Ank repeat// Ank repeat// Ank repeat// Ank re 
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peat// Ank repeat// Ank repeat 
TRACH3017409//RNA dependent RNA polymerase 

TRACH3018108//FKBP-type peptidyl-prolyl cis-trans isomerases// TPR Domai 
n// TPR Domain 

TRACH3018261//Glycosyl hydrolase family 47 
TRACH3018519//WD domain, G-beta repeat 

TRACH3018524//Fibronectin type III domain// Fibronectin type III domain/ 
/ Fibronectin type III domain// Fibronectin type III domain// Fibronecti 
n type III domain// Fibronectin type III domain// Fibronectin type III d 
omain// Fibronectin type III domain// Fibronectin type III domain// Fibr 
onectin type III domain// Fibronectin type III domain// Fibronectin type 
III domain// Fibronectin type III domain// Fibronectin type III domain 
TRACH3018606//SAM domain (Sterile alpha motif) 

TRACH3018907//Immunoglobulin domain// Immunoglobulin domain// Immunoglob 
ulin domain// Immunoglobulin domain// Immunoglobulin domain 
TRACH3019058//Immunoglobul in domain// Immunoglobulin domain 
TRACH3019370//ABC transporter 
TRACH3019621//Glycosyl transferase 
TRACH3019807//Immunoglobulin domain 
TRACH3020605//RhoGEF domain// SH3 domain// SH3 domain 
TRACH3020769//Ezrin/radixin/moesin family// Myosin tail 
TRACH3020930//Immunoglobulin domain// Immunoglobulin domain// Immunoglob 
ulin domain// Immunoglobulin domain 

TRACH3021023//Immunoglobul in domain// Immunoglobulin domain// Immunoglob 
ulin domain// Immunoglobulin domain 

TRACH3021544//Ubiquitin carboxyl -terminal hydrolases family 2// Ubiquiti 
n carboxyl -terminal hydrolase family 2 

TRACH3021778//RNA recognition motif, (a.k.a. RRM, RBD, or RNP domain) 
TRACH3022109//DHHC zinc finger domain 
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TRACH3022296//DnaJ domain 
TRACH3022758//EF hand// EF hand 
TRACH3023203//Flavi virus polyprotein propeptide 

TRACH3023373//EF hand// EF hand// Reovirus viral attachment protein sigm 
a 1// Peptide hormone 

TRACH3023516//FKBP-type pept idyl-pro lyl cis-trans isomerases// FKBP-type 
pept idyl -prolyl cis-trans isomerases// FKBP-type pept idyl -pro lyl cis-tr 
ans isomerases// FKBP-type pept idyl -pro lyl cis-trans isomerases// EF han 
d// EF hand 

TRACH3024020//Eukaryotic protein kinase domain 
TRACH3024081//E1-E2 ATPase 

TRACH3024342//Metal lo-beta- lactamase superfami ly 
TRACH3024512//Chitin synthase// von Willebrand factor type A domain 
TRACH3025316//Armadi 1 lo/beta-catenin-1 ike repeats// Armadi 1 lo/beta-caten 
in-like repeats// Armadi 1 lo/beta-catenin-1 ike repeats// Armadi 1 lo/beta-c 
atenin-like repeats// Bet a- lactamase// Armadi 1 lo/beta-catenin-1 ike repea 
ts 

TRACH3026299//Immunoglobul in domain// Immunoglobulin domain// Immunoglob 
ulin domain// Immunoglobulin domain 

TRACH3026303//Rhodanese-like domain// Integrase Zinc binding domain// In 
tegrase Zinc binding domain 

TRACH3026650//IPT/TIG domain// IPT/TIG domain// IPT/TIG domain// Clq dom 
ain// EF hand// EF hand// Growth-Arrest -Spec if ic Protein 2 Domain// Poty 
virus PI protease 
TRACH3027229//Acy 1 1 ransf erase 
TRACH3027701//Thermophilic metal loprotease (M29) 

TRACH3028180//SCAN domain// Zinc finger, C2H2 type// Zinc finger, C2H2 t 
ype// Transcription factor S-II (TFIIS)// Zinc finger, C2H2 type// Zinc 
finger, C2H2 type// PHD-finger// Zinc finger, C2H2 type// Zinc finger, C 
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2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger 
, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc fin 
ger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type 
TRACH3028441//Immunoglobul in domain// Immunoglobulin domain// Immunoglob 
ulin domain// Immunoglobulin domain 
TRACH3028837//Calponin homology (CH) domain 

TRACH3028855//R3H domain// Uncharacterized protein family UPF0024 
TRACH3029329//Fes/CIP4 homology domain// Hrl repeat motif// ENV polyprot 
ein (coat polyprotein)// ATP synthase Alpha chain, C terminal 
TRACH3029462//Spectrin repeat// Spectrin repeat// Protein of unknown fun 
ction// Spectrin repeat// Bacterial flagellin N-terminus// Spectrin repe 
at// Spectrin repeat// Spectrin repeat// Caulimovirus movement protein// 
Spectrin repeat// Spectrin repeat// Spectrin repeat// UvrB/uvrC motif// 
Spectrin repeat// Spectrin repeat// Spectrin repeat// KE2 family protei 

n 

TRACH3029670//Immunoglobul in domain// Immunoglobulin domain// Immunoglob 
ulin domain// Immunoglobulin domain 

TRACH3030 1 76//Be i ge/BEACH domain// WD domain, G-beta repeat// WD domain, 

G-beta repeat 
TRACH3030855//Serpins (serine protease inhibitors) 
TRACH3031316//Immunoglobulin domain 

TRACH3031660//Regulatory subunit of type II PKA R-subunit// Cyclic nucle 
otide-binding domain// Cyclic nucleot ide-binding domain 
TRACH3031678//Natural resistance-associated macrophage protein 
TRACH3032150//Calcium channel extracellular region// Pyridoxal -dependent 

decarboxylase conserved domain 
TRACH3032570//PDZ domain (Also known as DHR or GLGF) . // PDZ domain (Also 

known as DHR or GLGF). 
TRACH3034680//Immunoglobul in domain// Immunoglobulin domain// Immunoglob 
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ulin domain// Immunoglobulin domain 
TRACH3036 1 03//Immunog 1 obu 1 i n doma i n 

TRACH3036750//BTK motif// Zinc finger, C2H2 type// Zinc finger, C2H2 typ 
e// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 
type// Zinc finger, C2H2 type// GATA zinc finger// Zinc finger, C2H2 typ 
e// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 
type// Ribonuclease T2 family 

TRACH3037505//Immunoglobul in domain// Immunoglobulin domain// Immunoglob 
ulin domain// Immunoglobulin domain 

TRACH3038399//Eukaryotic protein kinase domain// Eukaryotic protein kina 
se domain 

TST0M2001571//Eukaryot ic protein kinase domain 

TUTER2001433//Immunoglobul in domain// Immunoglobulin domain// Immunoglob 
ulin domain// Immunoglobulin domain// Immunoglobulin domain 
UTERU2016669//Hel ix-hairpin-hel ix motif.// Helix-hairpin-helix motif. 
UTERU2024042//Eukaryotic protein kinase domain 

UTERU2037423//Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc fin 
ger, C2H2 type// Zinc finger, C2H2 type// Transcription factor S-II (TFI 
IS)// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H 
2 type// Zinc finger, C2H2 type 

UTERU3001029//WD domain, G-beta repeat// WD domain, G-beta repeat// WD d 
omain, G-beta repeat// WD domain, G-beta repeat// WD domain, G-beta repe 
at// WD domain, G-beta repeat 
UTERU3001394//EGF-like domain 

UTERU3001946//Fungalysin metal lopeptidase (M36)// SEA domain// SEA domai 
n 

UTERU3006720//RhoGAP domain 

UTERU3009775//PDZ domain (Also known as DHR or GLGF). 
UTERU3010409//Immunoglobul in domain 
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UTERU3010604//Indoleamine 2, 3-dioxygenase 

UTERU3010919//Eukaryotic protein kinase domain// Regulator of chromosome 
condensation (RCCl)// Regulator of chromosome condensation (RCCl)// Reg 
ulator of chromosome condensation (RCCl) 
UTERU3011398//von Willebrand factor type A domain 
UTERU3011558//GTPase of unknown function 
UTERU3011579//Plant PEC family metal lothionein 
UTERU3011837//Fibronectin type III domain 

UTERU3012293//Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc fin 
ger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc 
finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zi 
nc finger, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// 
Transcription factor S-II (TFIIS)// Zinc finger, C2H2 type// Zinc finge 
r, C2H2 type// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zinc fi 
nger, C2H2 type 

UTERU3012414//ADP-ribosylation factor family// G-protein alpha subunit 
UTERU3015011//LIM domain containing proteins// LIM domain containing pro 
teins// LIM domain containing proteins// Phorbol esters/diacylglycerol b 
inding domain (CI domain)// PHD-finger// LIM domain containing proteins 
UTERU3015299//NADH ubiquinone oxidoreductase, 20 Kd subunit 
UTERU3015647//Immunoglobul in domain 

UTERU3016070//SCAN domain// Zinc finger, C2H2 type// Zinc finger, C2H2 t 
ype// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Transcription fa 
ctor S-II (TFIIS)// Zinc finger, C2H2 type// Zinc finger, C2H2 type// Zi 
nc finger, C2H2 type// Zinc finger, C2H2 type 
UTERU3016273//Integral membrane protein 

UTERU3017441//Armadi 1 lo/beta-catenin-1 ike repeats// Armadi 1 lo/beta-caten 
in-like repeats// Armadi 1 lo/beta-catenin-1 ike repeats// D-isomer specif i 
c 2-hydroxyacid dehydrogenases// Armadi 1 lo/beta-catenin-1 ike repeats// A 
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rmadi 1 lo/beta-catenin-1 ike repeats 

UTERU3017626//Ion transport protein// Transmembrane region cyclic Nucleo 
tide Gated Channel 
UTERU3017995//UBX domain 

UTERU3018172//Bacterial regulatory proteins, crp family 
UTERU3018255//Thrombospondin type 1 domain 
UTERU3019708//Viral (Superfamily 1) RNA helicase 
UTERU3020090//DNA polymerase (viral) C-terminal domain 
UTERU3021231//PX domain 

UTERU3021850//Thrombospondin type 1 domain// DnaJ central domain (4 repe 
ats) 

UTERU3022168//DNA polymerase family B// C2 domain// C2 domain// C2 domai 
n// C2 domain// C2 domain 
UTERU3022588//bZIP transcription factor 
UTERU3023141//Double-stranded RNA binding motif 
[0 19 2] 

<t XF&fcT 5 J ^K?!lOSwiss-Prot, nr. RefSeqO^r*- 9 ^ 
[0 19 3] 

9*$\Z growth factor, cytokine, hormone, signal, transmembrane, membrane 
, extracellular matrix, receptor, G-protein coupled receptor, ionic chan 
nel, voltage-gated channel, calcium channel, cell adhesion, collagen, co 
nnective tissue • Jltgfi JC<htt^£*L&|fi*b6 ? £>o fz, t> L < (iPsor 

1 1 sosui itzx & m^m^mm •> n- ^ -> - * > * *mnmmi&rf$> 
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[0 19 4] 

r-9^\^ glycoprotein MgeSMiSgSK^It^^ *l&ffi»b^&o tz 9 
u — yT~$>2> 0 

[0 19 5] 

y hf - serine/threonine-protein kinase, tyros ine-prote in kinase, 

SH3 domain, SH2 domain^, v^f-^feitMilMfiStli^^tl^fa^^o 

[0 19 6] 

transcription regulation, zinc finger, homeobox 1^ Unfile 6 
ntfeTzZti&mmtf&'ofzfu 0 

[0 19 7] 

9^\Z disease mutation, syndrome ^BMiSS^® tl&ffifc^ab 
ofc, *)^v^i^ft^IE^ijH^i-^Swiss-Protli y b r*- * , Wnr. RefSeq 
byf t* — 9 h <03tfe?- 1 fel<?) t*- * ^- ^ Tab &0nl ine Mendel ian I 

nheritance in Man (0MIM) ftX^&ffitt, Wi&^X*$>^tz? n- >X 

[0 19 8] 

mm ■ imm&m £ n<o * -r - kjr-*- & t £ ft£ * □ - > t 1±, 

h r* — ^ "t 1 ^metabol ism, ox i do reductase, E.C.No. (Enzyme commission numbe 
r)^ mm • ft»IWaseKi:*5fe$tL-6SBIR3&**o^^n->-c**o 
[0 1 9 9] 

mmfru ■ mmmmm a k<?> * x - \zm-t & t mfc £ * n - > t « % 

cell division, cell cycle, mitosis, chromosomal protein, cell growth, ap 

optosis^, mufru ■ igmmmm&ntM7£zti2>tzmi> t $>'?tz?u->r'& 
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[0 2 0 0] 

r*— ^ fft- structural protein, cytoskeleton, act in-binding, microtubles^ 
[0 2 0 1 ] 

(i N t: -7 h T"*— ^ pfl- nuclear protein, RNA splicing, RNA processing, RNA h 
elicase, polyadenylation^, ^SSK • RNA^jaWStSfiK fcfliSeS ft&fBfc 

[0 2 0 2] 

„ \L y h x— 9 translation regulation, protein biosynthesis, amino-ac 
id biosynthesis, ribosomal protein, protein transport, signal recognitio 
n particle^, SfiK£-J& • »&Ha£e«fc«5e3n*lBlfca s *ofc*n-> 

[0 2 0 3] 

f-^Kheat shock, DNA repair, DNA damaged *fflJfeP£fPMil®6g i:*^ 
[0 2 0 4] 

• frim&M&nn* r -izfct & t&feZftfc? * - > £1*. deve 
lopmental protein^, • 5MtP^^6g£«^2ft&f2^ ? &o*:? n- 

[0 2 0 5] 

DNA • RNAig#§6®0:&-r -KJR-r& <t *Lfc ? ° - > t 14, y h 

■r'-^^lCDNA-binding, RNA-binding^tfEIR* J *o^^ n- „ 
[0 2 0 6] 

ATP-GTP|g^®SK^^f-^ , ;-C«1-^t^$^^^n->«!:fi, t: y h 
t* — * KATP-binding, GTP-binding^ t t^WL^h -otz? u ->X"$>& 0 
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[0 2 0 7] 

;«*f n*'; -^T-(i-o(7) ^ n - >^±ffiOltm<7) # x rf 'J - \z%m 

i>Whfr iz £ & nrifett*** & o 
[0 2 0 8] 

53i& • l£SfiKKJR-**& fcJiSeStifc? n->(i, J^TO 5 5 1 ?u->X~$> 

3NB692004045, ADIPS2000069, ADRGL2010315, ASTR02015162, BLADE2001031, BL 
ADE2002744, BLADE2007744, BRACE2003628, BRACE2012528, BRACE2013126, BRAC 
E2017397, BRACE2017580, BRACE2017992, BRACE2023633, BRACE2030039, BRACE2 
035191, BRACE3001403, BRACE3001973, BRACE3002264, BRACE3002756, 
BRACE3004767, BRACE3004981, BRACE3007869, BRACE3009392, BRACE3013874, BR 
ACE3013986, BRACE3014523, BRACE3015898, BRACE3018083, BRACE3021517, BRAC 
E3021805, BRACE3022051, BRACE3024379, BRACE3024444, BRACE3024497, BRACE3 
024879, BRACE3026345, BRACE3026456, BRACE3026802, BRACE3028360, 
BRACE3029021, BRACE3030538, BRACE3031372, BRACE3031579, BRACE3031728, BR 
ACE3032385, BRACE3032537, BRACE3032980, BRACE3033525, BRACE3034964, BRAC 
E3034993, BRACE3037637, BRACE3037803, BRACE3038570, BRACE3039358, BRACE3 
039378, BRACE3040644, BRACE3040863, BRACE3042326, BRACE3042409, 
BRACE3042432, BRACE3044090, BRACE3046049, BRACE3046466, BRACE3048565, BR 
ACE3050504, BRACE3051144, BRACE3051621, BRACE3052486, BRALZ2010842, BRAL 
Z2011337, BRALZ2013690, BRAMY2015516, BRAMY2021098, BRAMY2025495, BRAMY2 
037609, BRAMY2041507, BRAMY2044686, BRAMY2046537, BRAMY3002886, 
BRAMY3004126, BRAMY3007449, BRAMY3009556, BRAMY3009904, BRAMY3010654, BR 
AMY3010902, BRAMY3015549, BRAMY3016829, BRAMY3018248, BRAWH2000256, BRAW 
H2010364, BRAWH2011812, BRAWH2011958, BRAWH2012866, BRAWH2014053, BRAWH2 
016209, BRAWH2016305, BRAWH3001053, BRAWH3001783, BRAWH3001833, 
BRAWH3003573, BRAWH3005892, BRAWH3008867, BRAWH3010461, BRAWH3010657, BR 
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AWH3011907, BRAWH3012005, BRAWH3012662, BRAWH3012779, BRAWH3013049, BRAW 
H3014609, BRAWH3015175, BRAWH3016123, BRAWH3017259, BRAWH3018063, BRAWH3 
018548, BRAWH3018969, BRAWH3019529, BRAWH3019820, BRAWH3020200, 
BRAWH3020884, BRAWH3021012, BRAWH3021641, BRAWH3022347, BRAWH3023156, BR 
AWH3023274, BRAWH3023415, BRAWH3023421, BRAWH3024186, BRAWH3024242, BRAW 
H3027574, BRAWH3027880, BRAWH3028223, BRAWH3028754, BRAWH3029806, BRAWH3 
030810, BRAWH3032298, BRAWH3034114, BRAWH3034134, BRAWH3035914, 
BRAWH3036270, BRAWH3038055, BRAWH3038324, BRAWH3040711, BRAWH3040900, BR 
AWH3042132, BRAWH3042772, BRAWH3042996, BRAWH3043498, BRAWH3043623, BRAW 
H3044151, BRAWH3044676, BRAWH3046196, BRAWH3047063, BRAWH3048374, BRAWH3 
048724, BRAWH3049068, BRAWH3049544, BRCAN2002662, BRCAN2003269, 
BRCAN2003814, BRCAN2006051, BRCAN2006955, BRCAN2015402, BRCAN2018269, BR 
CAN2019653, BRCAN2019907, BRCAN2020234, BRCAN2020412, BRCAN2020972, BRCA 
N2021325, BRCAN2022126, BRC0C2006164, BRC0C2006639, BRC0C2009638, BRHIP2 
006921, BRHIP2020930, BRHIP2021929, BRHIP3000859, BRHIP3001878, 
BRHIP3002000, BRHIP3002124, BRHIP3003063, BRHIP3003306, BRHIP3003395, BR 
HIP3004774, BRHIP3005801, BRHIP3005944, BRHIP3006950, BRHIP3007195, BRHI 
P3007424, BRHIP3007960, BRHIP3008320, BRHIP3010289, BRHIP3011269, BRHIP3 
011831, BRHIP3012185, BRHIP3012357, BRHIP3012997, BRHIP3013078, 
BRHIP3016032, BRHIP3017146, BRHIP3017558, BRHIP3019956, BRHIP3020733, BR 
HIP3021019, BRHIP3025795, BRHIP3025844, BRHIP3027160, BRHIP3027191, BRHI 
P3028742, BRHIP3029530, BRHIP3030230, BRHIP3031733, BRHIP3035222, BRHIP3 
035754, BRHIP3036715, BRHIP3036936, BRHIP3037810, BRHIP3039430, 
BRHIP3039509, BRSSN2004710, BRSSN2018218, BRSTN2010089, BRSTN2011688, BR 
STN2011899, BRSTN2011961, BRTHA2000969, BRTHA2003759, BRTHA2012189, BRTH 
A2014647, BRTHA2018304, BRTHA2019726, BRTHA2019743, BRTHA2020400, BRTHA2 
020566, BRTHA2020721, BRTHA2020781, BRTHA2021212, BRTHA2021440, 
BRTHA2021450, BRTHA2022914, BRTHA2022968, BRTHA2023437, BRTHA2026311, BR 
THA2027250, BRTHA2030036, BRTHA2031917, BRTHA2033155, BRTHA2033320, BRTH 
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A2033469, BRTHA2033683, BRTHA2036055, BRTHA2036295, BRTHA3003225, BRTHA3 
006593, BRTHA3010135, BRTHA3010540, BRTHA3010717, BRTHA3011194, 
BRTHA3011998, BRTHA3012265, BRTHA3013882, BRTHA3014835, BRTHA3016616, BR 
THA3018623, BRTHA3026161, BRTHA3027820, BRTHA3028505, CH0NS2001287, CHON 
S2001797, CH0NS2002419, COLON2004351, COLON2005623, COLON2005735, CT0NG2 
008989, CT0NG2020582, CT0NG2027150, CTONG3001605, CT0NG3002588, 
CT0NG3008223, FCBBF3012443, FEBRA2023498, FEBRA2026977, FEHRT2002708, FE 
KID2002231, FEKID2002493, FELNG2000720, FELNG2001706, HCH0N2009766, HSYR 
A2004550, JCMLC1000159, JCMLC2000273, JCMLC2002095, JCMLC2002751, KIDNE2 
004531, KIDNE2015987, KIDNE2017153, LYMPB1000158, LYMPB2002236, 
LYMPB2002458, LYMPB2002478, MESAN2014624, NETRP2004090, NETRP2004434, NE 
TRP2005282, NETRP2005849, NETRP2008582, NT2RI3001967, NT2RI3005861, NT2R 
13005923, NT2RI3009524, NT2RP7019682, NT2RP8001605, NT2RP8003787, NT2RP8 
008057, OCBBF2000831, 0CBBF2004478, 0CBBF2007039, 0CBBF2009536, 
0CBBF2018229, 0CBBF2018618, 0CBBF2036019, 0CBBF3003745, 0CBBF3007704, OC 
BBF3021502, 0CBBF3022123, 0CBBF3022576, 0CBBF3023175, 0CBBF3023993, OCBB 
F3025475, 0CBBF3025887, 0CBBF3026979, OCBBF3028001, PEBLM2003935, PEBLM2 
005615, PLACE5000522, PLACE6000012, PLACE6010936, PLACE6019674, 
PLACE7000266, PLACE7000707, PLACE7001759, PLACE7003639, PLACE7006090, PL 
ACE7006498, PLACE7008136, PLACE7011269, PLACE7012111, PLACE7016321, PLAC 
E7016454, PUAEN2000684, SMINT2003641, SPLEN2011252, SPLEN2025012, SPLEN2 
031004, SPLEN2034551, SPLEN2035615, SPLEN2042051, ST0MA2004663, 
SYN0V4009139, T1ESE2002665, TBAES2005361, TBAES2007428, TESOP2008556, TE 
STI2003768, TESTI2007490, TESTI2018335, TESTI2022323, TESTI2024267, TEST 
12028613, TESTI2036822, TESTI2037085, TESTI2037657, TESTI2037877, TESTI2 
046188, TESTI2049041, TESTI2052670, TESTI4001037, TESTI4002072, 
TESTI4002889, TESTI4003602, TESTI4004539, TESTI4004653, TESTI4005399, TE 
STI4007671, TESTI4010544, TESTI4010721, TESTI4013774, TESTI4014415, TEST 
14014932, TESTI4014977, TESTI4017647, TESTI4017854, TESTI4019149, TESTI4 
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021197, TESTI4021377, TESTI4021569, TESTI4022158, TESTI4023096, 
TESTI4023654, TESTI4024494, TESTI4026680, TESTI4027170, TESTI4028042, TE 
STI4031173, TESTI4031818, TESTI4032128, TESTI4034973, TESTI4035872, TEST 
14035989, TESTI4036012, TESTI4037949, TESTI4038047, TESTI4040559, TESTI4 
041049, TESTI4043067, TESTI4043371, TESTI4045168, TESTI4046450, 
TESTI4047119, TESTI4048296, TESTI4048545, TESTI4051015, TESTI4051858, TE 
STI4052219, TESTI4052430, TESTI4052598, THYMU3002825, THYMU3003007, THYM 
U3003350, THYMU3008935, THYMU3009755, THYMU3011360, THYMU3013197, THYMU3 
014173, THYMU3015457, THYMU3015647, THYMU3016518, THYMU3018151, 
THYMU3019605, THYMU3021404, THYMU3022211, THYMU3022528, THYMU3022668, TH 
YMU3023107, THYMU3023400, THYMU3025118, THYMU3025313, THYMU3025642, THYM 
U3026306, THYMU3026532, THYMU3026869, THYMU3027540, THYMU3028461, THYMU3 
029795, THYMU3031878, THYMU3032032, THYMU3033649, THYMU3033754, 
THYMU3034099, THYMU3034616, THYMU3036310, THYMU3036934, THYMU3036953, TH 
YMU3037192, THYMU3037772, THYMU3038158, THYMU3038167, THYMU3040068, THYM 
U3040126, THYMU3040146, THYMU3040172, THYMU3040746, THYMU3040816, THYMU3 
041918, THYMU3042321, THYMU3043688, THYMU3043779, THYMU3044188, 
THYMU3045510, THYMU3047115, THYMU3047156, THYMU3047542, THYMU3047760, TK 
IDN2011160, TLIVE2008797, TRACH3003872, TRACH3004747, TRACH3005274, TRAC 
H3005699, TRACH3007274, TRACH3007625, TRACH3009008, TRACH3009061, TRACH3 
010382, TRACH3011082, TRACH3011184, TRACH3012659, TRACH3012891, 
TRACH3013900, TRACH3014063, TRACH3014580, TRACH3015136, TRACH3015346, TR 
ACH3016368, TRACH3016885, TRACH3016992, TRACH3017409, TRACH3018191, TRAC 
H3018240, TRACH3018524, TRACH3018943, TRACH3019058, TRACH3019370, TRACH3 
019621, TRACH3019807, TRACH3020930, TRACH3021023, TRACH3021544, 
TRACH3022758, TRACH3023063, TRACH3023203, TRACH3023516, TRACH3023945, TR 
ACH3024081, TRACH3024671, TRACH3025346, TRACH3026542, TRACH3027681, TRAC 
H3029670, TRACH3031316, TRACH3031678, TRACH3032480, TRACH3034680, TRACH3 
036103, TRACH3036278, TST0M2002682, UTERU3005422, UTERU3010029, 
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UTERU3011092, UTERU3011398, UTERU3011837, UTERU3012414, UTERU3015647, UT 
ERU3016273, UTERU3017626, UTERU3021850, UTERU3022168, UTERU3022922, UTER 
U3023413 

[0 2 0 9] 

mm&nmms&n^mir & tmfcztitz? n - y &t<d i h^d-> 

3NB692004045, ADIPS2000069, BRACE2017397, BRACE3001403, BRACE3001973, BR 
ACE3002264, BRACE3009392, BRACE3026345, BRACE3032385, BRACE3039358, BRAC 
E3039378, BRACE3042432, BRACE3046466, BRACE3051621, BRAMY3004126, BRAWH2 
012866, BRAWH3001783, BRAWH3003573, BRAWH3014609, BRAWH3023156, 
BRAWH3024186, BRAWH3029806, BRAWH3040900, BRAWH3043623, BRAWH3044151, BR 
AWH3049544, BRCAN2003269, BRCAN2021325, BRHIP3005944, BRHIP3007424, BRHI 
P3010289, BRHIP3011269, BRHIP3011567, BRHIP3030230, BRHIP3036715, BRHIP3 
036936, BRHIP3039509, BRTHA2019726, BRTHA2020721, BRTHA2022968, 
BRTHA2025869, BRTHA2027250, BRTHA2031917, BRTHA2033155, BRTHA2033683, BR 
THA3010135, CH0NS2001287, C0L0N2004351, FEKID2002493, FELNG2000720, JCML 
C1000159, JCMLC2000273, JCMLC2002095, JCMLC2002751, KIDNE2015987, LYMPB2 
002458, NT2RI3005923, NT2RI3009524, 0CBBF2000831, 0CBBF2004478, 
0CBBF2007039, 0CBBF2018618, OCBBF3026979, PEBLM2005615, PLACE6001933, PL 
ACE6010936, PLACE7006090, PLACE7012111, SPLEN2025012, STOMA2004663, TIES 
E2002665, TESTI2007490, TESTI2022323, TESTI2037657, TESTI2052670, TESTI4 
001517, TESTI4014932, TESTI4031173, THYMU3014173, THYMU3015647, 
THYMU3016518, THYMU3020221, THYMU3025118, THYMU3026532, THYMU3032032, TH 
YMU3037772, THYMU3040172, TKIDN2011160, TLUNG2001445, TRACH3005274, TRAC 
H3009061, TRACH3015136, TRACH3018524, TRACH3018907, TRACH3019058, TRACH3 
019370, TRACH3019621, TRACH3019807, TRACH3020930, TRACH3021023, 
TRACH3023516, TRACH3025346, TRACH3026299, TRACH3028441, TRACH3029670, TR 
ACH3031678, TRACH3034680, TRACH3037505, TRACH3038399, TUTER2001433, UTER 
U3011398, UTERU3011837, UTERU3015647, UTERU3021850 
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[0 2 10] 

BRACE3002344, BRACE3017253, BRACE3031315, BRACE3036283, BRACE3042046, BR 
ACE3044172, BRACE3046491, BRACE3046609, BRAMY3009491, BRAMY30 15547, BRAM 
Y3017920, BRAWH3017180, BRAWH3019026, BRAWH3027806, BRAWH3032340, BRAWH3 
042438, BRAWH3047644, BRCAN2010665, BRHIP3006294, BRHIP3011460, 
BRHIP3011567, BRHIP3033557, BRHIP3037543, BRHIP3041587, BRTHA2026290, BR 
THA2035743, BRTHA3011187, BRTHA3021708, BRTHA3025073, BRTHA3026916, KIDN 
E2010049, N1ESE2000698, OCBBF3005330, OCBBF3006986, 0CBBF3009244, 0CBBF3 
025630, PLACE6000055, PLACE6001933, PLACE7009936, PLACE7011559, 
PLACE7014247, PUAEN2006639, SKMUS2008585, SPLEN2007689, TESTI2021654, TE 
STI2040377, TESTI4010902, TESTI4013474, TESTI4046073, TESTI4049786, TEST 
14051865, THYMU3013785, THYMU3025683, THYMU3032798, TRACH3003037, TRACH3 
003357, TRACH3005173, TRACH3018519, TRACH3018606, TRACH3024020, 
TRACH3026650, TRACH3027701, TRACH3029462, TRACH3030176, TRACH3038399, TS 
T0M2001571, TST0M2002611, UTERU2024042, UTERU3001029, UTERU3010919, UTER 
U3021231 

[0211] 

ASTR02016114, BEAST2000981, BRACE2012947, BRACE2019348, BRACE3025719, BR 
ACE3026844, BRACE3034183, BRACE3041162, BRACE3046152, BRAMY2040915, BRAM 
Y3000692, BRAMY3007078, BRAMY3011581, BRAMY3014027, BRAMY3018754, BRAWH3 
000446, BRAWH3005886, BRAWH3011577, BRAWH3013009, BRAWH3013264, 
BRAWH3017477, BRAWH3023172, BRAWH3028796, BRAWH3031342, BRAWH3032571, BR 
AWH3035936, BRAWH3036247, BRAWH3036334, BRAWH3038827, BRCOC2012386, BRHI 
P2023735, BRHIP2027077, BRHIP2029529, BRHIP3004725, BRHIP3027651, BRHIP3 
028246, BRTHA2024712, BRTHA3000456, BRTHA3003736, BRTHA3010212, 
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BRTHA3014000, BRTHA3028339, CHONS2000797, CH0NS2002829, CT0NG2001932, CT 
0NG2011801, D90ST2003106, FCBBF3020030, FCBBF5000384, HCASM2008154, NETR 
P2004017, NT2RI3008179, NT2RI3009480, NT2RP8003490, NTONG2003805, NT0NG2 
008483, 0CBBF2016928, 0CBBF3005330, 0CBBF3008392, OCBBF3020263, 
0CBBF3021361, 0CBBF3022166, PLACE7002303, PLACE7005169, PLACE7009757, SP 
LEN2012571, SPLEN2028417, SYN0V2003326, T1ESE2000904, TESTI2040377, TEST 
14001679, TESTI4002799, TESTI4002868, TESTI4003796, TESTI4003944, TESTI4 
005322, TESTI4005470, TESTI4039904, TESTI4052775, THYMU3008105, 
THYMU3012983, THYMU3014372, THYMU3020869, THYMU3021586, THYMU3022434, TH 
YMU3026000, THYMU3030072, THYMU3037052, THYMU3043200, TLIVE2001616, TRAC 
H3003037, TRACH3003458, TRACH3004424, TRACH3010079, TRACH3010167, TRACH3 
010342, TRACH3015951, TRACH3021883, TRACH3022109, TRACH3028180, 
TRACH3036750, UTERU2037423, UTERU3012293, UTERU3016070, UTERU3019708, UT 
ERU3022588 

[0 2 12J 

ADIPS2000069, ASTR02015162, ASTR02016114, ASTR03000154, BLADE2000256, BR 
ACE1000475, BRACE2012838, BRACE2012947, BRACE2013009, BRACE2016896, BRAC 
E2017397, BRACE2023744, BRACE2027382, BRACE3001403, BRACE3001973, BRACE3 
002756, BRACE3004767, BRACE3009392, BRACE3013418, BRACE3018083, 
BRACE3019941, BRACE3020669, BRACE3025719, BRACE3026345, BRACE3026802, BR 
ACE3028998, BRACE3036283, BRACE3039378, BRACE3040644, BRACE3041059, BRAC 
E3041162, BRACE3042046, BRACE3042432, BRACE3043597, BRACE3044172, BRACE3 
046152, BRACE3046466, BRACE3046609, BRACE3051621, BRACE3052321, 
BRALZ2010842, BRALZ2013621, BRAMY2041384, BRAMY3000692, BRAMY3004126, BR 
AMY3007078, BRAMY3009491, BRAMY3011501, BRAMY3011581, BRAMY3014027, BRAM 
Y3015086, BRAMY3017920, BRAMY3018248, BRAWH2002333, BRAWH2012866, BRAWH2 
014053, BRAWH3001638, BRAWH3001783, BRAWH3004335, BRAWH3010602, 
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BRAWH3011577, BRAWH3011623, BRAWH3017180, BRAWH3017259, BRAWH3018548, BR 
AWH3019026, BRAWH3021580, BRAWH3023156, BRAWH3023172, BRAWH3023415, BRAW 
H3024186, BRAWH3029385, BRAWH3029538, BRAWH3031342, BRAWH3032298, BRAWH3 
032571, BRAWH3033513, BRAWH3034668, BRAWH3034775, BRAWH3034890, 
BRAWH3036334, BRAWH3038324, BRAWH3038827, BRAWH3040900, BRAWH3041492, BR 
AWH3041556, BRAWH3042438, BRAWH3042447, BRAWH3042772, BRAWH3043295, BRAW 
H3043623, BRAWH3044151, BRAWH3046424, BRAWH3047565, BRAWH3047644, BRAWH3 
049544, BRCAN2003269, BRCAN2006051, BRCAN2010665, BRCAN2020331, 
BRCAN2021325, BRC0C2012386, BRHIP2008756, BRHIP2023735, BRHIP2029529, BR 
HIP3001076, BRHIP3001481, BRHIP3003984, BRHIP3004215, BRHIP3004725, BRHI 
P3005037, BRHIP3005307, BRHIP3005673, BRHIP3005801, BRHIP3006449, BRHIP3 
007609, BRHIP3010289, BRHIP3011567, BRHIP3017146, BRHIP3017855, 
BRHIP3021019, BRHIP3023922, BRHIP3025795, BRHIP3027191, BRHIP3027651, BR 
HIP3028742, BRHIP3029409, BRHIP3030230, BRHIP3032374, BRHIP3035006, BRHI 
P3036715, BRHIP3037543, BRHIP3039509, BRSSN2004710, BRSTN2006466, BRSTN2 
008475, BRSTN2011961, BRSTN2012069, BRSTN2016918, BRTHA2019726, 
BRTHA2020721, BRTHA2020910, BRTHA2024712, BRTHA2025869, BRTHA2026071, BR 
THA2026290, BRTHA2031917, BRTHA2033155, BRTHA2033683, BRTHA3003736, BRTH 
A3010135, BRTHA3010212, BRTHA3011187, BRTHA3011998, BRTHA3012265, BRTHA3 
014547, BRTHA3021708, BRTHA3021971, BRTHA3023403, BRTHA3026916, 
BRTHA3027957, CH0NS2001287, CH0NS2002829, COLON2001829, COL0N2004911, CO 
L0N2005735, CTONG2001932, CTONG2010330, CTONG2011801, CT0NG2014206, D90S 
T2004417, FCBBF3020030, FCBBF3021191, FCBBF3024911, FCBBF5000384, FEBRA2 
013570, FEBRA2026582, FEBRA2028457, FEKID2002637, FELNG2000720, 
FELNG2001953, HCASM2008154, JCMLC1000159, JCMLC2000273, JCMLC2002095, KI 
DNE2015987, N1ESE2000698, NETRP2000961, NETRP2003448, NETRP2004017, NETR 
P2008582, NT2RI3008179, NT2RI3009480, NT2RI3009524, NT2RP8003787, NT2RP8 
008057, NT0NG2003805, 0CBBF2004478, OCBBF2007039, 0CBBF2018618, 
0CBBF2024589, 0CBBF2030927, 0CBBF2036019, 0CBBF3001202, 0CBBF3004487, OC 
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BBF3008392, 0CBBF3020263, 0CBBF3022166, 0CBBF3025475, OCBBF3025503, OCBB 
F3025630, 0CBBF3026979, PEBLM2005615, PLACE5000492, PLACE6001933, PLACE6 
016030, PLACE7000266, PLACE7001759, PLACE7002303, PLACE7003985, 
PLACE7004103, PLACE7006090, PLACE7006268, PLACE7006498, PLACE7007379, PL 
ACE7009563, PLACE7009757, PLACE7009936, PLACE7011559, PLACE7012111, PLAC 
E7014247, PLACE7016526, PUAEN2000594, SKNSH2007306, SMINT2011406, SMINT2 
011509, SMINT2014721, SPLEN2007689, SPLEN2012571, SPLEN2025012, 
SPLEN2028417, SPLEN2033996, SYN0V2003326, SYN0V4009139, T1ESE2000609, TE 
STI2005112, TESTI2007490, TESTI2009739, TESTI2023903, TESTI2030901, TEST 
12034913, TESTI2052670, TESTI4001517, TESTI4001679, TESTI4002868, TESTI4 
003796, TESTI4003944, TESTI4004653, TESTI4005322, TESTI4005653, 
TESTI4007965, TESTI4017382, TESTI4017647, TESTI4018436, TESTI4020596, TE 
STI4021197, TESTI4021569, TESTI4021713, TESTI4023096, TESTI4026080, TEST 
14028182, TESTI4031173, TESTI4032128, TESTI4032834, TESTI4032913, TESTI4 
033177, TESTI4036048, TESTI4039575, TESTI4039904, TESTI4041984, 
TESTI4046073, TESTI4047119, TESTI4049786, TESTI4049899, TESTI4051015, TE 
STI4052775, THYMU3002825, THYMU3008105, THYMU3012402, THYMU3012983, THYM 
U3013785, THYMU3014173, THYMU3014372, THYMU3014620, THYMU3016518, THYMU3 
020221, THYMU3020869, THYMU3021586, THYMU3021755, THYMU3022434, 
THYMU3023400, THYMU3025118, THYMU3026306, THYMU3026532, THYMU3027671, TH 
YMU3032032, THYMU3032798, THYMU3033649, THYMU3033759, THYMU3037052, THYM 
U3037772, THYMU3038158, THYMU3038375, THYMU3040172, THYMU3040746, THYMU3 
040816, THYMU3040829, THYMU3043200, THYMU3047115, THYMU3047760, 
TKIDN2011160, TLIVE2007736, TLUNG2000654, TLUNG2001445, TLUNG2001600, TR 
ACH2024730, TRACH3004424, TRACH3005173, TRACH3005191, TRACH3005699, TRAC 
H3006379, TRACH3006800, TRACH3008042, TRACH3009008, TRACH3009701, TRACH3 
010079, TRACH3010167, TRACH3010342, TRACH3011282, TRACH3011313, 
TRACH3011503, TRACH3012891, TRACH3015951, TRACH3016455, TRACH3016805, TR 
ACH3018524, TRACH3018907, TRACH3019058, TRACH3019621, TRACH3020769, TRAC 
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H3020930, TRACH3021023, TRACH3021373, TRACH3021778, TRACH3021883, TRACH3 
023373, TRACH3023960, TRACH3024081, TRACH3024671, TRACH3025346, 
TRACH3026283, TRACH3026299, TRACH3028441, TRACH3028597, TRACH3028837, TR 
ACH3029670, TRACH3030855, TRACH3031660, TRACH3031678, TRACH3032570, TRAC 
H3034680, TRACH3036750, TRACH3037505, TRACH3038399, TUTER2001433, UTERU2 
024042, UTERU2037423, UTERU3001946, UTERU3004635, UTERU3011398, 
UTERU3012293, UTERU3012414, UTERU3012999, UTERU3015011, UTERU3015299, UT 
ERU3016308, UTERU3017441, UTERU3017626, UTERU3019708, UTERU3021850, UTER 
U3022588 

[0 2 131 

^ CO , Swiss-Prot fc: y Y 9 , S.rfiir, RefSeqt: y Y T — 9 th« 
itfE^fc^i&OT* — — X"C& ^Online Mendel ian Inheritance in Man (OMI 

abofj n — >^0^^> <7) # 7 n F*3(±*t£. t & o fcOMIM Number) 0 
ADIPS2000069( 146900), ASTR02015162 (606106) , ASTR020161 14 (603899), ASTR03 
000154(601594), BLADE2000256 ( 140750) , BRACE1000475 (600696) , BRACE2012838 
(605032), BRACE2012947 (140580), BRACE2013009 (605888) , BRACE2016896 (60142 
1), BRACE2017397 (115437), BRACE2023744 (600763) , BRACE2027382 (606019), BR 
ACE3001403 (126141), BRACE3001973 (600976) , BRACE3002756 (603143) , BRACE300 
4767(182790), BRACE3009392 (600229) , BRACE3013418 ( 182900) , BRACE3018083(6 
05268) , 

BRACE3019941 (600595) , BRACE3020669 (603917) , BRACE3025719 (605493) , BRACE3 
026345(147470), BRACE3026802 (605784) , BRACE3028998 (603063) , BRACE3036283 
(602052), BRACE3039378 (604100), BRACE3040644 (603159) , BRACE304 1059 (60348 
6), BRACE3041162 (194556), BRACE3042046(311030) , BRACE3042432 (192321), BR 
ACE3043597 (603704), BRACE3044172 (601231) , BRACE3046152 (604950) , BRACE304 
6466 (604210 ; 600105) , BRACE3046609 (606457) , BRACE3051621 (601313 ; 173900) , 
BRACE3052321 (603050) , 

BRALZ2010842 (212138), BRALZ2013621 (600712) , BRAMY204 1384 (114070), BRAMY3 
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000692(603971), BRAMY3004126 (603071) , BRAMY3007078 (602410) , BRAMY3009491 
(600286), BRAMY301 1501 (602869), BRAMY301 1581 (601243) , BRAMY3014027 (19454 
2), BRAMY3015086 (602879), BRAMY3017920 (600365) , BRAMY3018248 (605464) , BR 
AWH2002333 (171891), BRAWH2012866 (185605) , BRAWH2014053 (604581) , BRAWH300 
1638 (605003) , BRAWH3001783 (605514) , BRAWH3004335 (603244) , BRAWH3010602 (6 
03216), 

BRAWH301 1577 (601 139), BRAWH3011623 (164020) , BRAWH3017180 (601441) , BRAWH3 
017259(603143), BRAWH3018548 (193065) , BRAWH3019026 (602033) , BRAWH3021580 
(179838), BRAWH3023156( 137190), BRAWH3023172 (603755) , BRAWH3023415 (60434 
6), BRAWH3024 186 (179590), BRAWH3029385 (602378) , BRAWH3029538 (600948) , BR 
AWH3031342 (603971), BRAWH3032298 (601995) , BRAWH303257 1(603277), BRAWH303 
3513 (604054 ; 261510) , BRAWH3034668 (603486) , BRAWH3034775 (605800) , BRAWH30 
34890(606265), 

BRAWH3036334 (603971), BRAWH3038324 (604249) , BRAWH3038827 (600574), BRAWH3 
040900(604265), BRAWH3041492 (130500) , BRAWH3041556 (172460) , BRAWH3042438 
(125855) , BRAWH3042447 (606323) , BRAWH3042772 (602878) , BRAWH3043295 (17903 
0), BRAWH3043623 (600976), BRAWH3044151 (605421) , BRAWH3046424 (300272) , BR 
AWH3047565 (606277) , BRAWH3047644 (605216) , BRAWH3049544 (602273) , BRCAN200 
3269(171060:602347), BRCAN2006051 (604581) , BRCAN2010665 (603583) , BRCAN20 
20331(604851), 

BRCAN2021325 (114855), BRC0C2012386 (602277) , BRHIP2008756 (605819), BRHIP2 
023735(601670), BRHIP2029529 (189972) , BRHIP3001076 (604673) , BRHIP3001481 
(176889), BRHIP3003984 (603722; 223900), BRHIP3004215 (603294) , BRHIP300472 
5(602075), BRHIP3005037 (603526), BRHIP3005307 (603197) , BRHIP3005673(1383 
85), BRHIP3005801 (605704), BRHIP3006449 (604275) , BRHIP3007609 (426000) , B 
RHIP3010289 (603130), BRHIP3011567 (114207), BRHIP3017146 (602878) , BRHIP30 
17855(606406), 

BRHIP3021019 (176879) , BRHIP3023922 (156570 ; 250940) , BRHIP3025795 (603877) , 
BRHIP3027191 (601746) , BRHIP3027651 (604589) , BRHIP3028742 (602076) , BRHIP 
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3029409(604156), BRHIP3030230 (602367) , BRHIP3032374 (603197) , BRHIP303500 
6 (604402) , BRHIP3036715 (142800) , BRHIP3037543 (602052) , BRHIP3039509 (6013 
28), BRSSN2004710 (600127), BRSTN2006466 ( 138275) , BRSTN2008475 (605178) , B 
RSTN201 1961 (176790), BRSTN2012069 (130590), BRSTN2016918 ( 137780) , BRTHA20 
19726(147100), 

BRTHA2020721 (147100) , BRTHA202091 0(602661) , BRTHA2024712 (600747) , BRTHA2 
025869 (162280) , BRTHA2026071 (605297) , BRTHA2026290 (602306) , BRTHA2031917 
(118946), BRTHA2033155 (601873), BRTHA2033683 (111000) , BRTHA3003736 (13351 
0;234050), BRTHA3010135 (179590), BRTHA3010212 (603971) , BRTHA301 1187 (6058 
37), BRTHA301 1998 (603264), BRTHA3012265 (605646) , BRTHA3014547 (182900) , B 
RTHA3021708 (602654) , BRTHA3021971 (605609) , BRTHA3023403 (600597) , BRTHA30 
26916(601619), 

BRTHA3027957 (606078) , CH0NS2001287 ( 146732) , CH0NS2002829 (602981 ) , C0L0N2 
001829(604399) , C0L0N2004911 (603937; 180100) , COLON2005735(111690; 111700) 
, CT0NG2001932 (605683), CT0NG2010330 (606088) , CT0NG201 1801 (603971) , CTON 
G2014206 (605609), D90ST2004417 (1 13703) , FCBBF3020030 (603406) , FCBBF30211 
91(605119), FCBBF5000384 (601737), FEBRA2013570 (248600) , FEBRA2026582(300 
252) , FEBRA2028457 (164035) , FEKID2002637 (176875) , FELNG2000720 (601662) , 
FELNG2001953 (603597), 

HCASM2008154 (133450) , JCMLC1000159( 107470; 209950) , JCMLC2000273 (120980) , 
JCMLC2002095 (600738) , KIDNE2015987 (191845) , N1ESE2000698 (604734) , NETRP 
2000961(600417), NETRP2003448 (179551) , NETRP2004017 (605344) , NETRP200858 
2 (103195) , NT2RI3008179 (603808) , NT2RI3009480 (601804) , NT2RI3009524 (6042 
10 ; 600105) , NT2RP8003787 (605427) , NT2RP8008057 (603489) , NT0NG2003805 (601 
781), 0CBBF2004478 (604265), 0CBBF2007039 (605009) , OCBBF2018618 (102775) , 
0CBBF2024589 (602462), 

OCBBF2030927 (603897) , 0CBBF2036019 (601825 ; 256000) , 0CBBF3001202 (140750) , 
0CBBF3004487 ( 142560) , 0CBBF3008392 (605682) , 0CBBF3020263 (604077) , OCBBF 
3022166 (600848) , 0CBBF3025475 (604148) , 0CBBF3025503 (601653 ; 1 13650) , OCBB 
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F3025630 (604141), 0CBBF3026979 (602319) , PEBLM2005615 (600242) , PLACE50004 
92(602142), PLACE6001933( 131550), PLACE6016030 (605442) , PLACE7000266(188 
840), PLACE7001759 (600338), PLACE7002303 ( 60 1542; 180500; 137600; 604229), P 
LACE7003985 (109684) , PLACE7004103 (142695) , 

PLACE7006090 (154360) , PLACE7006268 (603053) , PLACE7006498 (604394) , PLACE7 
007379(603105), PLACE7009563 (300344) , PLACE7009757 (601804) , PLACE7009936 
(600365), PLACE7011559 (600831), PLACE70121 11 (602714), PLACE7014247 (60123 
2), PLACE70 16526 (605490), PUAEN2000594 (604679) , SKNSH2007306 (1 18990) , SM 
INT201 1406 (147890), SMINT201 1509 (606343) , SMINT2014721 (606090) , SPLEN200 
7689(233700), SPLEN2012571 (603430) , SPLEN2025012 ( 146900) , SPLEN2028417(l 
42995) , 

SPLEN2033996 (603853) , SYN0V2003326 (602960) , SYNOV4009139 (603551) , T1ESE2 
000609(182465), TESTI2005112 (603846) , TESTI2007490 (601291) , TESTI2009739 
(160745), TESTI2023903 (605046), TESTI2030901 (600436) , TESTI2034913 (14806 
0), TESTI2052670( 142461), TESTI4001517 (148070) , TESTI4001679 (602850) , TE 
STI4002868 (601863; 209920), TESTI4003796 (603132) , TESTI4003944 (603971) , T 
ESTI4004653 (606106), TESTI4005322 (603899) , TESTI4005653 ( 182465) , TESTI40 
07965(603533), 

TESTI4017382 (605689), TESTI4017647 (603211) , TESTI4018436 (601754) , TESTI4 
020596(602537), TESTI4021 197 (602189) , TESTI4021569 (605464) , TESTI4021713 
(604105), TESTI4023096 (604878), TESTI4026080 (605575) , TESTI4028182 (60389 
2), TESTI4031173(190197), TESTI4032128 ( 104776) , TESTI4032834 (300188) , TE 
STI4032913 (106410) , TESTI4033177 (602038) , TESTI4036048 (601272) , TESTI403 
9575(600951), TESTI4039904 (603899) , TESTI4041984 (604710), TESTI4046073(3 
001 18; 309801), 

TESTI40471 19 (606202) , TESTI4049786 ( 142600; 235700) , TESTI4049899 (601969) , 
TESTI4051015 (602974), TESTI4052775 (165250) , THYMU3002825 (604346) , THYMU 
3008105(194548), THYMU3012402 (600686), THYMU30 12983 (194556), THYMU301378 
5(604722), THYMU3014173( 143010), THYMU3014372 (116945) , THYMU3014620(6056 
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57), THYMU3016518( 147100), THYMU3020221 (147100) , THYMU3020869 (602550) , T 
HYMU3021586( 184756), THYMU3021755 (605024) , THYMU3022434 (601408) , THYMU30 
23400(605180), 

THYMU30251 18 (155735), THYMU3026306 (604346), THYMU3026532 (600065; 116920) , 
THYMU3027671 (604143) , THYMU3032032 (604463) , THYMU3032798 (601212), THYMU 
3033649(186780), THYMU3033759 (600495) , THYMU3037052 (300346) , THYMU303777 
2(147100), THYMU3038158 (603033; 603034), THYMU3038375 ( 181590) , THYMU30401 
72(186720), THYMU3040746(147110), THYMU3040816 (605704) , THYMU3040829 (602 
649), THYMU3043200 (605596), THYMU3047115 (108730) , THYMU3047760 (604783) , 
TKIDN2011160 (605011), 

TLIVE2007736 (604990) , TLUNG2000654 ( 148059) , TLUNG2001445 ( 146900) , TLUNG2 
001600(147130), TRACH2024730 (605611), TRACH3004424 (603971) , TRACH3005173 
(151410) , TRACH3005191 (605333) , TRACH3005699 (606154) , TRACH3006379 (14805 
9), TRACH3006800 (606154), TRACH3008042 (166945) , TRACH3009008 (601112) , TR 
ACH3009701 (603330), TRACH3010079 (604850) , TRACH3010167 (601804) , TRACH301 
0342(602943), TRACH301 1282 (601833) , TRACH301 1313(1 13520) , TRACH3011503(6 
02862) , 

TRACH3012891 (602397) , TRACH3015951 (604084) , TRACH3016455 (605286) , TRACH3 
016805(106410), TRACH3018524 (176882), TRACH3018907 ( 146900) , TRACH3019058 
(147170), TRACH3019621 (191350), TRACH3020769 (160776) , TRACH3020930 (14710 
0), TRACH3021023( 147170), TRACH3021373 (606030) , TRACH3021778( 164035), TR 
ACH3021883 (603347) , TRACH3023373 (159350) , TRACH3023960 (603337) , TRACH302 
4081 (605867) , TRACH3024671 (605942) , TRACH3025346 (603377 ; 212140) , TRACH30 
26283(601517), 

TRACH3026299 (147170) , TRACH3028441 (147170) , TRACH3028597 (604310) , TRACH3 
028837 (602127) , TRACH3029670 (147170) , TRACH3030855 (173321) , TRACH3031660 
(176912) , TRACH3031678 (600523) , TRACH3032570 (602217) , TRACH3034680 (14717 
0) , TRACH3036750 (604077) , TRACH3037505 (147170) , TRACH3038399 (604032 ; 2269 
80), TUTER2001433 (146900), UTERU2024042 (602214) , UTERU2037423 (604077) , U 
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TERU3001946 (606154) , UTERU3004635 ( 103390) , UTERU301 1398 (120240; 158810; 25 
4090) , UTERU3012293 (194556) , 

UTERU3012414 (604394) , UTERU3012999 (605567) , UTERU301501 1 (602505) , UTERU3 
015299 (601825; 256000), UTERU3016308 (602127) , UTERU30 17441 (604276), UTERU 
3017626(603788), UTERU3019708 (601430) , UTERU3021850 (605009) , UTERU302258 
8(123811) 

[0 2 14] 

mm ■ ftmm&s&%(vij-T3>i)-i l zmi-2>tmfcztifz?u->te^ &t<d 

1 6 4 * n->T£>o£ 0 

ASTR02008972, BRACE1000475, BRACE2013132, BRACE2016896, BRACE2035120, BR 
ACE3017253, BRACE3021805, BRACE3028998, BRACE3031315, BRACE3036283, BRAC 
E3041059, BRACE3042409, BRACE3044172, BRACE3046609, BRAMY3009491, BRAMY3 
011581, BRAWH2002333, BRAWH2014053, BRAWH3001638, BRAWH3004335, 
BRAWH3011331, BRAWH3017180, BRAWH3020928, BRAWH3023415, BRAWH3023421, BR 
AWH3024186, BRAWH3024506, BRAWH3029385, BRAWH3029806, BRAWH3032571, BRAW 
H3033513, BRAWH3034668, BRAWH3037428, BRAWH3037979, BRAWH3041556, BRAWH3 
042438, BRAWH3043295, BRAWH3044151, BRAWH3046424, BRAWH3047692, 
BRAWH3049544, BRCAN2003814, BRCAN2006051, BRCAN2015402, BRCAN2021325, BR 
HIP3001481, BRHIP3003126, BRHIP3005307, BRHIP3005673, BRHIP3007195, BRHI 
P3007223, BRHIP3011082, BRHIP3011269, BRHIP3021019, BRHIP3023922, BRHIP3 
032374, BRHIP3035006, BRHIP3037543, BRHIP3041587, BRSSN2004710, 
BRSTN2006466, BRSTN2011961, BRTHA2005448, BRTHA2010672, BRTHA2025869, BR 
THA2026311, BRTHA2033155, BRTHA2035743, BRTHA3003736, BRTHA3010135, BRTH 
A3010469, BRTHA3023403, CH0NS2002829, C0L0N2004351, CT0NG2010330, CT0NG2 
020582, CT0NG3001605, FCBBF3001018, FCBBF3021191, FCBBF5000384, 
FEBRA2013570, FEBRA2026582, FEKID2002637, HSYRA2004550, KIDNE2010049, NE 
TRP2000961, NT2RI2004818, NT2RP7016508, 0CBBF2007039, 0CBBF2024589, OCBB 
F2036019, 0CBBF3004487, OCBBF3005330, 0CBBF3009244, PLACE5000492, PLACE6 
001933, PLACE7001759, PLACE7003985, PLACE7004103, PLACE7004961, 
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PLACE7006090, PLACE7006268, PLACE7007379, PLACE7011559, PLACE7012111, PL 
ACE7014247, PLACE7016526, SKMUS2008585, SMINT2011509, SMINT2012179, SMIN 
T2014721, SPLEN2007689, SYNOV4009139, TBAES2007428, TESTI2005112, TESTI2 
007490, TESTI2021654, TESTT2040377, TESTI2049062, TESTI4000621, 
TESTI4002799, TESTI4007671, TESTI4020596, TESTI4033177, TESTI4049786, TE 
STI4052219, THYMU3002825, THYMU3026306, THYMU3032798, THYMU3034671, THYM 
U3036953, THYMU3041428, THYMU3047115, THYMU3047891, TKIDN2011160, TRACH3 
005173, TRACH3005274, TRACH3009008, TRACH3011313, TRACH3011503, 
TRACH3012891, TRACH3015136, TRACH3016455, TRACH3018108, TRACH3018261, TR 
ACH3018524, TRACH3019621, TRACH3021544, TRACH3022758, TRACH3023516, TRAC 
H3024020, TRACH3024081, TRACH3027229, TRACH3027701, TRACH3032150, TRACH3 
038399, TSTOM2001571, TSTOM2002611, UTERU2024042, UTERU3010604, 
UTERU3010919, UTERU3015299, UTERU3019708, UTERU3021850 
[0 2 15] 

T<D2 7 tu — yx&^tzo 

BLADE2000256, BRACE2002392, BRACE3030538, BRACE3036283, BRACE3044495, BR 
AMY3002886, BRAMY3009556, BRAWH2016209, BRAWH3004350, BRAWH3027574, BRCA 
N2019907, BRHIP3001076, BRHIP3029409, BRSTN2008475, BRTHA3011265, FEKID2 
002637, NT2RP8005546, 0CBBF3001202, PLACE7011559, SPLEN2033996, 
TESTI2023903, TESTI4020819, TESTI4049899, THYMU3014372, THYMU3021586, UT 
ERU3010919, UTERU3012999 
[0 2 16] 

0 ^ n- y^fr-otzo 

BRACE3004767, BRACE3013418, BRACE3051819, BRAMY3005184, BRAMY3015086, BR 
AMY4000915, BRAMY4001652, BRAWH3001783, BRAWH3015175, BRAWH3018548, BRAW 
H3019026, BRAWH3021580, BRAWH3021724, BRAWH3027440, BRAWH3027806, BRAWH3 
029385, BRAWH3040900, BRAWH3041492, BRCAN2020467, BRHIP3003063, 
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BRHIP3003340, BRSTN2016918, BRTHA2020910, BRTHA2025869, BRTHA3014547, BR 
THA3025073, CERVX2000968, JCMLC2000273, N1ESE2000698, NT2RI3005923, OCBB 
F2003518, 0CBBF2004478, 0CBBF3027969, PLACE7000266, PLACE7004961, SMINT2 
010753, SPLEN2034934, SYN0V4003174, TESTI2001915, TESTI2009739, 
TESTI2034913, TESTI4001517, TESTI4004917, TESTI4010902, TESTI4032913, TE 
STI4051424, THYMU3026532, TLUNG2000654, TRACH3006379, TRACH3016805, TRAC 
H3020769, TRACH3022960, TRACH3026650, TRACH3028837, TRACH3029462, TRACH3 
032570, UTERU3000670, UTERU3001029, UTERU3015011, UTERU3016308 
[0 2 17] 

mm&*d - rna^^ mmm e %<n> a -r =*• u - k * -r & t Mjb $ ft tz ? n - >\± 

ASTR03000154, BRACE3014714, BRACE3036283, BRALZ2013621, BRAMY3009556, BR 
AMY3011501, BRAWH3011623, BRAWH3017180, BRAWH3022651, BRAWH3038252, BRAW 
H3040695, BRAWH3046424, BRHIP3004215, BRHIP3007223, BRHIP3020046, BRTHA3 
010530, CTONG2006235, FEBRA2028457, NT2RP7016508, 0CBBF3001333, 
0CBBF3004487, PLACE7004103, PLACE7006268, TESTI2036285, TESTI2037657, TE 
STI4014932, TESTI4028182, TESTI4032128, TESTI4033177, TESTI4039575, THYM 
U3012402, THYMU3040829, THYMU3041428, TRACH3002752, TRACH3018108, TRACH3 
021778, UTERU3004635, UTERU3010409, UTERU3010919, UTERU3013302 
[0 2 18] 

&T<n 5 0 * n->-e£>ofc 0 

BRACE2016896, BRACE2023744, BRACE3020669, BRACE3030538, BRACE3041059, BR 
ACE3043597, BRAWH2014053, BRAWH3001638, BRAWH3010602, BRAWH3024506, BRAW 
H3026349, BRAWH3034668, BRAWH3037979, BRAWH3041556, BRAWH3044151, BRAWH3 
047692, BRCAN2000923, BRCAN2002892, BRCAN2006051, BRCAN2021325, 
BRHIP3007223, BRSTN2012069, BRTHA2005448, BRTHA2010672, CH0NS2002829, CT 
0NG3001605, D90ST2004417, 0CBBF2000831, OCBBF2007039, PLACE6019600, PLAC 
E7007379, PLACE7012111, PLACE7016526, TESTI4018436, TESTI4020596, TESTI4 
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032128, TESTI4036048, THYMU3012402, THYMU3033759, THYMU3036953, 
THYMU3046360, TKIDN2011160, TRACH3016455, TRACH3018519, TRACH3021544, TR 
ACH3025316, TRACH3030855, TRACH3038399, UTERU3014647, UTERU3021850 
[0 2 19] 

BRACE2012947, BRHIP2029529, BRTHA3003736, THYMU3015571, TRACH3022296 
[0 2 2 0] 

1 6 * n- >-?$>ofzo 

ASTR03000154, BRACE3034964, BRAWH3004350, BRAWH3029538, BRAWH3038252, BR 
HIP3007424, BRTHA2024712, BRTHA3011265, FEKID2002493, NT2RP8003490, NT2R 
P8006452, 0CBBF3025503, PLACE7002303, TESTI2026024, TRACH3028180, UTERU3 
016070 

[0 2 2 1] 

DNA • RNAfS-g-SfiSfO^-r tmfcZtitz 9 n- J^T<7) 1 

1 9 ^ n — >-e&o7t 0 

ASTR02016114, BEAST2000981, BRACE2012947, BRACE2019348, BRACE3020669, BR 
ACE3025719, BRACE3026844, BRACE3031743, BRACE3034183, BRACE3041162, BRAC 
E3046152, BRALZ2013621, BRAMY2040915, BRAMY2046537, BRAMY3000692, BRAMY3 
007078, BRAMY3011501, BRAMY3011581, BRAMY3014027, BRAMY3018754, 
BRAMY4000962, BRAWH3000446, BRAWH3011577, BRAWH3011623, BRAWH3013009, BR 
AWH3013264, BRAWH3017477, BRAWH3028796, BRAWH3031342, BRAWH3032571, BRAW 
H3034775, BRAWH3035936, BRAWH3036247, BRAWH3036334, BRAWH3038827, BRCAN2 
020331, BRC0C2012386, BRHIP2027077, BRHIP3004725, BRHIP3028246, 
BRSSN2015497, BRTHA2024712, BRTHA3000456, BRTHA3003736, BRTHA3010212, BR 
THA3014000, BRTHA3028339, CH0NS2000797, CH0NS2002829, CT0NG2001932, CTON 
G2011801, D90ST2003106, FCBBF3020030, FCBBF5000384, FEBRA2028457, HCASM2 
008154, NETRP2004017, NT2RI3008179, NT2RI3009480, NT2RP7016508, 
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NT2RP8003490, NT0NG2003805, NT0NG2008483, 0CBBF2016928, 0CBBF3004487, 0C 
BBF3008392, 0CBBF3020263, 0CBBF3021361, 0CBBF3022166, PLACE7002303, PLAC 
E7004103, PLACE7005169, PLACE7009757, PR0ST2002078, PUAEN2000594, SMINT2 
011509, SPLEN2012571, SPLEN2028417, T1ESE2000609, T1ESE2000904, 
TESTI4002868, TESTI4003796, TESTI4003944, TESTI4005322, TESTI4005470, TE 
STI4005653, TESTI4032128, TESTI4039575, TESTI4039904, TESTI4052775, THYM 
U3008105, THYMU3012983, THYMU3014372, THYMU3020869, THYMU3021586, THYMU3 
026000, THYMU3030072, THYMU3033759, THYMU3037052, THYMU3040829, 
TLIVE2001616, TRACH3003458, TRACH3004424, TRACH3005191, TRACH3008508, TR 
ACH3010079, TRACH3010167, TRACH3010342, TRACH3015951, TRACH3021778, TRAC 
H3021883, TRACH3022109, TRACH3028180, TRACH3036750, UTERU2037423, UTERU3 
012293, UTERU3013302, UTERU3016070, UTERU3022588 
[0 2 2 2] 

ATP • GTP^SeM^^xmj-lzJg-t^ tmfcZtitzfu-yii, TO6 
8 ? u-y-ch^fzo 

BRACE2013009, BRACE2016896, BRACE3002344, BRACE3014714, BRACE3017253, BR 
ACE3036283, BRACE3051819, BRAMY3011501, BRAMY3018248, BRAWH2014053, BRAW 
H3015175, BRAWH3024506, BRAWH3029385, BRAWH3032571, BRAWH3037428, BRAWH3 
041556, BRAWH3047692, BRCAN2000923, BRCAN2002892, BRCAN2003269, 
BRCAN2006051, BRHIP3007195, BRHIP3027191, BRHIP3041587, BRSTN2012069, BR 
THA2020910, BRTHA3003736, HSYRA2004550, KIDNE2010049, NETRP2003448, NT2R 
P7016508, 0CBBF2003518, OCBBF3004487, PLACE6001933, PLACE6019600, PLACE7 
004961, PLACE7006498, PUCE7011559, PUCE7016526, PUAEN2006639, 
SMINT2011406, TESTI2009739, TESTI2040377, TESTI4004917, TESTI4013474, TE 
STI4021569, TESTI4028182, TESTI4049786, TESTI4052219, THYMU3014372, THYM 
U3032798, THYMU3041428, THYMU3047115, TRACH3005191, TRACH3009061, TRACH3 
009701, TRACH3012891, TRACH3019370, TRACH3020769, TRACH3022960, 
TRACH3023960, TRACH3024081, TRACH3038399, TST0M2001571, UTERU2024042, UT 
ERU3010919, UTERU3012414, UTERU3019708 
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[0 2 2 3] 

ilJ^tLTv^ ? u-yx~hZ>o 9 n->^^t@|B]t4^SIS^:<7)Definition^//-r 

BLADE2002310//SH3-domain binding protein 1 [Homo sapiens] 
BLADE2007799//Hepatocel lular carcinoma-associated antigen 66. 
BRACE2017359//Mus musculus suppressor of Ty 6 homolog (S. cerevisiae) (S 
upt6h) 

BRACE2017872//nuclear receptor-binding SET-domain protein 1 [Mus musculu 
s] 

BRACE3009416//testis specific ankyr in-like protein 1 [Homo sapiens] 
BRACE3016020//SBBI31 protein [Homo sapiens] 
BRACE3019570//SNAP-25- interacting protein [Rattus norvegicus] 
BRACE3022303//Pax transcription activation domain interacting protein [M 
us musculus] 

BRACE3022340//SNAP-25-interacting protein [Rattus norvegicus] 
BRACE3026290//Homo sapiens lethal giant larvae homolog 2 [Homo sapiens] 
BRACE3032631//F-box protein FBX13 [Mus musculus]. 
BRACE3040239//Deltex3 [Mus musculus] 

BRACE3047482//tripartite motif-containing 9 [Homo sapiens] 
BRACE30497 14//NYD-TSPG protein [Homo sapiens] 
BRACE3052410//IDN3 protein [Homo sapiens] 
BRACE3052595//Nim2 [Rattus norvegicus] 
BRALZ2014054//cenexin 2 [Rattus norvegicus]. 

BRAMY3007471//gene trap locus F3b; transcript expressed during hematopoi 
esis 2 [Mus musculus] 

BRAMY3010321//MRIP-1 protein [Homo sapiens] 
BRAMY3014613//SH3-domain binding protein 1 [Homo sapiens] 
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BRAMY4001863//Mus musculus enabled homolog (Drosophila) (Enah), mRNA 
BRAWH2011796//S-100 protein, alpha chain. 
BRAWH3008167//CUB and Sushi multiple domains 1 [Homo sapiens] 
BRAWH3009961//Nim2 [Rattus norvegicus] 

BRAWH3010726//phosphat idyl inositol transfer protein, membrane-associated 
; Drosophila retinal degeneration B [Homo sapiens] 
BRAWH3015017//axonemal dynein light chain p33. 
BRAWH3024231//Tetratricopeptide repeat protein 4. 

BRAWH3026938//semaF cytoplasmic domain associated protein 3; semaphorin 

cytoplasmic domain-associated protein 3A [Mus musculus] 

BRAWH3027533//rap2 interacting protein x [Homo sapiens]. 

BRAWH3030910//Sec23- interacting protein pl25 [Homo sapiens] 

BRAWH3031 71 0//sero logical ly defined colon cancer antigen 33 [Homo sapien 

s] 

BRAWH3033293//synaptopodin [Homo sapiens] 

BRAWH3042568//ventral anterior homeobox containing gene 1 [Mus musculus] 
BRAWH3043034//Mus musculus neuregulin 1 (Nrgl) 
BRAWH3044122//Muncl3-1 [Rattus norvegicus] 

BRHIP2026346//lymphocyte specific formin related protein; formin-related 

gene in leukocytes [Mus musculus] 
BRHIP2027563//host cell factor homolog [Homo sapiens] 
BRHIP3002114//rTS beta protein [Homo sapiens] 

BRHIP3003795//cytochrome P450 retinoid metabolizing protein [Homo sapien 
s] 

BRHIP3006786//pept idyl prolyl isomerase (cyclophi 1 in)-l ike 2; cyclophilin 
-like protein CyP-60 [Homo sapiens] 
BRHIP3017109//Socs-5 [Mus musculus] 

BRHIP3019643//Homo sapiens gamma tubulin ring complex protein (76p gene) 
(76P), mRNA 
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BRHIP3032148//bra in-enriched guanylate kinase-associated [Rattus norvegi 
cus] 

BRSTN2006638//synaptotagmin interacting protein 1 [Rattus norvegicus] 
BRSTN2016892//BUP protein [Homo sapiens] 
BRSTN2016992//DRR1 protein (TU3A protein). 

BRSTN2017151//C0P9 (constitutive photoraorphogenic) , subunit 7a (Arabidop 
sis); C0P9 complex S7a [Mus musculus] 
BRTHA2020642//DRR1 protein (TU3A protein). 

BRTHA3018409//synaptotagmin-l ike 4; granuphi 1 in-a; granuphi 1 in-b; granup 
hi 1 in 

BRTHA3019183//Ca<2+>dependent activator protein for secretion; Ca2+-depe 
ndent activator protein for secretion [Mus musculus] 
CH0NS2001834//tumor endothelial marker 7 precursor [Homo sapiens] 
CT0NG2009570//rabll binding protein [Bos taurus]. 

CT0NG2012123//Mus musculus enabled homolog (Drosophila) (Enah), mRNA 
CT0NG2027591//Mus musculus pecanex homolog (Drosophila) (Pcnx), mRNA. 
CT0NG3003669//high-glucose-regulated protein 8 [Homo sapiens] 
ERLTF2002178//Kelch-like protein X. 
HHDPC2008185//jerky [Mus musculus] 
NT2RI3001573//F-box protein FBL10 [Mus musculus]. 
NT2RI3007095//Mus musculus neuregulin 1 (Nrgl), mRNA. 
NT2RP8001363//signal peptide, CUB domain, EGF-like 1 [Mus musculus] 
NT2RP8001584//alpha integrin binding protein 63 [Homo sapiens] 
NT2RP8001604//CUB and Sushi multiple domains 1 [Homo sapiens] 
0CBBF3019269//Homo sapiens Dvl-binding protein IDAX (inhibition of the D 
vl and Axin complex) (IDAX) 

0CBBF3022827//putative Rab5 GDP/GTP exchange factor homologue [Homo sapi 
ens] 

OCBBF3023913//Mus musculus protein phosphatase 1, regulatory (inhibitor) 
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subunit 1C (Ppplrlc) 
PLACE6003004//rTS beta protein [Homo sapiens] 

PLACE6008315//similar to ALPHA- ACTTNIN, SARCOMERIC (F-ACTIN CROSS LINKIN 
G PROTEIN) (D. melanogaster) [Homo sapiens]. 
PLACE6010925//NY-REN-50 antigen [Homo sapiens] 
PLACE7012127//AAA-ATPase T0B3 [Homo sapiens] 
PR0ST2016566//erythroblast macrophage protein [Mus musculus] 
SYNOV2017179//EBP50-PDZ interactor of 64 kD [Homo sapiens] 
SYNOV3000345//upregulated by 1, 25-dihydroxyvitamin D-3 [Homo sapiens] 
TBAES2003917//NG28 protein [Mus musculus] 
TESTI 200 1364// lactate dehydrogenase A -like [Homo sapiens] 
TESTI2004601//NYD-TSPG protein [Homo sapiens] 
TESTI2009497//GPI-anchored protein pl37 (pl37GPI). 
TESTI4002774//oxysterol binding protein 2 [Mus musculus] 
TESTI4003579//FH1/FH2 domains-containing protein (Formin homolog overexp 
ressed in spleen) (FH0S). 

TESTI4003703//retinoblastoma-associated protein RAP140 [Homo sapiens] 
TESTI4013742//antigen identified by monoclonal antibody 2A8 [Mus musculu 
s] 

TESTI4014908//dedicator of cyto-kinesis 2 [Mus musculus] 
TESTI4018506//tomosyn [Rattus norvegicus] 
TESTI4020342//H326 [Homo sapiens] 

TESTI4024294//WW domain binding protein 2 [Mus musculus] 
TESTI4039451//B29 protein [Homo sapiens] 

TESTI4041482//Rattus norvegicus SEC 15 homolog (S. cerevisiae) (Secl5), m 
RNA 

TESTI4043166//lymphocyte specific formin related protein; formin-related 

gene in leukocytes [Mus musculus] 
TESTI4047328//otogelin [Mus musculus] 
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THYMU3011717//exocyst component protein 70 kDa homolog (S. cerevisiae) 
THYMU3016822//ery throb last macrophage protein [Mus musculus] 
THYMU3026479//secretory pathway component Sec31B-l [Homo sapiens] 
THYMU3028702//chromosome condensat ion- related SMC-associated protein 1; 
chromosome condensation-related SMC-associated protein 1; KIAA0159 gene 
product [Homo sapiens] 

THYMU3029719//AAA-ATPase T0B3 [Homo sapiens] 

THYMU3038347//tumor stroma and activated macrophage protein DLM-1 [Homo 
sapiens] 

THYMU3038603//WW domain binding protein 2 [Mus musculus] 
THYMU3040830//AD-012 protein [Homo sapiens] 
THYMU3041603//gamma-tubul in complex protein 2 [Homo sapiens] 
TKIDN2003396//Homo sapiens paternally expressed 10 (PEG10), mRNA 
TRACH2011057//D-type eye 1 in- interact ing protein 1; MAID protein [Homo sa 
pi ens] 

TRACH3004412//c luster in-1 ike 1 (retinal); unknown prepropept ide specific 

to rod photoreceptor [Homo sapiens] 
TRACH3012106//erythrocyte protein band 4. 1-1 ike 3 [Mus musculus] 
UTERU3009775//PAPIN [Rattus norvegicus] 

UTERU3010892//adaptor-related protein complex 3, delta 1 subunit; adapt i 
n, delta [Homo sapiens] 
UTERU3017995//p47 [Homo sapiens] 
[0 2 2 4] 

ADRGL2010594, AHMSC1000138, BLADE2004849, BLADE2006043, BLADE2007735, BL 
ADE2008809, BRACE2005991, BRACE2010336, BRACE2012625, BRACE2012833, BRAC 
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E2012936, BRACE2017844, BRACE2025452, BRACE2026404, BRACE2027312, BRACE2 
028956, BRACE2032584, BRACE2033128, BRACE2034434, BRACE2039362, 
BRACE2039607, BRACE2042541, BRACE2046976, BRACE2047232, BRACE2047975, BR 
ACE3002541, BRACE3003866, BRACE3004046, BRACE3004371, BRACE3004887, BRAC 
E3005870, BRACE3005903, BRACE3006553, BRACE3007649, BRACE3009075, BRACE3 
009265, BRACE3009539, BRACE3010702, BRACE3011447, BRACE3011774, 
BRACE3015090, BRACE3016167, BRACE3016580, BRACE3016788, BRACE3016810, BR 
ACE3016862, BRACE3019611, BRACE3019817, BRACE3020356, BRACE3021430, BRAC 
E3022312, BRACE3022847, BRACE3023604, BRACE3024537, BRACE3025627, BRACE3 
026161, BRACE3026947, BRACE3027256, BRACE3027931, BRACE3028895, 
BRACE3029005, BRACE3029205, BRACE3029447, BRACE3031161, BRACE3031184, BR 
ACE3031185, BRACE3031843, BRACE3032538, BRACE3034389, BRACE3035168, BRAC 
E3036156, BRACE3036271, BRACE3037612, BRACE3038012, BRACE3038030, BRACE3 
038760, BRACE3039288, BRACE3039454, BRACE3040012, BRACE3040504, 
BRACE3041827, BRACE3042210, BRACE3042594, BRACE3044247, BRACE3044377, BR 
ACE3045078, BRACE3045145, BRACE3045424, BRACE3045708, BRACE3045981, BRAC 
E3046294, BRACE3046837, BRACE3046855, BRACE3046966, BRACE3047018, BRACE3 
047801, BRACE3048483, BRACE3048615, BRACE3048677, BRACE3048756, 
BRACE3048904, BRACE3048905, BRACE3049186, BRACE3050270, BRACE3051627, BR 
ACE3051722, BRACE3051879, BRALZ2003119, BRALZ2007661, BRALZ2008930, BRAM 
Y2022320, BRAMY2023939, BRAMY2031516, BRAMY2033895, BRAMY2035801, BRAMY2 
036254, BRAMY2036266, BRAMY2039630, BRAMY2041347, BRAMY2046489, 
BRAMY3001409, BRAMY3002329, BRAMY3002508, BRAMY3004364, BRAMY3005656, BR 
AMY3005912, BRAMY3008436, BRAMY3009158, BRAMY3010603, BRAMY3011865, BRAM 
Y3014555, BRAMY3017827, BRAMY3017965, BRAMY3018121, BRAMY3018340, BRAMY4 
001234, BRAMY4001913, BRAMY4002575, BRAMY4002628, BRAWH2004078, 
BRAWH2010619, BRAWH2012054, BRAWH2013955, BRAWH2016223, BRAWH2016514, BR 
AWH2016562, BRAWH2016785, BRAWH3000884, BRAWH3003244, BRAWH3003975, BRAW 
H3005037, BRAWH3005896, BRAWH3008559, BRAWH3010833, BRAWH3011101, BRAWH3 
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011402, BRAWH3011685, BRAWH3011929, BRAWH3013508, BRAWH3014639, 
BRAWH3015610, BRAWH3015825, BRAWH3016715, BRAWH3017260, BRAWH3017980, BR 
AWH3018369, BRAWH3019594, BRAWH3020318, BRAWH3021574, BRAWH3021643, BRAW 
H3022431, BRAWH3022459, BRAWH3022542, BRAWH3022719, BRAWH3022900, BRAWH3 
023168, BRAWH3024989, BRAWH3025157, BRAWH3027420, BRAWH3027607, 
BRAWH3027616, BRAWH3027675, BRAWH3028202, BRAWH3028461, BRAWH3029313, BR 
AWH3030772, BRAWH3031054, BRAWH3033117, BRAWH3033448, BRAWH3034097, BRAW 
H3034743, BRAWH3035403, BRAWH3035904, BRAWH3036077, BRAWH3036561, BRAWH3 
037265, BRAWH3037394, BRAWH3037533, BRAWH3038230, BRAWH3039258, 
BRAWH3039623, BRAWH3040297, BRAWH3041928, BRAWH3042787, BRAWH3042820, BR 
AWH3043944, BRAWH3044487, BRAWH3044585, BRAWH3044985, BRAWH3045118, BRAW 
H3045229, BRAWH3045625, BRAWH3046209, BRAWH3046802, BRAWH3046959, BRAWH3 
047539, BRAWH3047946, BRAWH3048548, BRAWH3049726, BRAWH3049858, 
BRCAN2007525, BRCAN2008701, BRCAN2009168, BRCAN2010547, BRCAN2010581, BR 
CAN2015757, BRCAN2018667, BRCAN2019953, BRCAN2020880, BRCAN2021452, BRCA 
N2021718, BRCAN2025093, BRCAN2027593, BRCAN2028702, BRCOC2001355, BRC0C2 
002777, BRC0C2006942, BRC0C2010115, BRHIP2006819, BRHIP2009177, 
BRHIP2011199, BRHIP2013958, BRHIP2015153, BRHIP2016125, BRHIP2017714, BR 
HIP2024941, BRHIP2029643, BRHIP2029663, BRHIP3000626, BRHIP3001141, BRHI 
P3001338, BRHIP3001360, BRHIP3001573, BRHIP3002141, BRHIP3002363, BRHIP3 
002691, BRHIP3002920, BRHIP3002931, BRHIP3003688, BRHIP3003845, 
BRHIP3003961, BRHIP3004710, BRHIP3004786, BRHIP3005142, BRHIP3005231, BR 
HIP3006279, BRHIP3007172, BRHIP3007291, BRHIP3007409, BRHIP3008082, BRHI 
P3008714, BRHIP3009672, BRHIP3009753, BRHIP3010916, BRHIP3012289, BRHIP3 
012736, BRHIP3013588, BRHIP3013698, BRHIP3014675, BRHIP3015854, 
BRHIP3016421, BRHIP3017256, BRHIP3018784, BRHIP3019824, BRHIP3019880, BR 
HIP3020155, BRHIP3021499, BRHIP3021987, BRHIP3022656, BRHIP3024703, BRHI 
P3024820, BRHIP3026231, BRHIP3026651, BRHIP3027947, BRHIP3028570, BRHIP3 
029670, BRHIP3029866, BRHIP3031890, BRHIP3032311, BRHIP3033481, 
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BRHIP3033734, BRHIP3033806, BRHIP3036371, BRHIP3038030, BRHIP3038735, BR 
HIP3039592, BRHIP3040878, BRHIP3042817, BRHIP3043012, BRSSN2004303, BRSS 
N2008464, BRSSN2011843, BRSSN2012157, BRSSN2012198, BRSSN2013696, BRSTN2 
000312, BRSTN2009247, BRSTN2010416, BRSTN2015699, BRSTN2015788, 
BRSTN2017104, BRSTN2017184, BRSTN2018712, BRTHA2001304, BRTHA2001953, BR 
THA2002091, BRTHA2006720, BRTHA2008502, BRTHA2008598, BRTHA2020695, BRTH 
A2022074, BRTHA2023402, BRTHA2024177, BRTHA2024354, BRTHA2027227, BRTHA2 
027229, BRTHA2028297, BRTHA2029969, BRTHA2030213, BRTHA2031517, 
BRTHA2032763, BRTHA2033122, BRTHA2034281, BRTHA2034576, BRTHA2037247, BR 
THA2038279, BRTHA2038345, BRTHA2038353, BRTHA3002411, BRTHA3003417, BRTH 
A3005988, BRTHA3007469, BRTHA3007662, BRTHA3009858, BRTHA3011229, BRTHA3 
011306, BRTHA3011361, BRTHA3011510, BRTHA3011892, BRTHA3013860, 
BRTHA3014105, BRTHA3014507, BRTHA3014854, BRTHA3014920, BRTHA3017791, BR 
THA3020369, BRTHA3020771, BRTHA3021569, BRTHA3021786, BRTHA3022641, BRTH 
A3023590, BRTHA3023929, BRTHA3024600, BRTHA3026180, BRTHA3026556, BRTHA3 
027171, BRTHA3027318, BRTHA3027638, BRTHA3027879, CERVX2000812, 
C0L0N2001866, CT0NG2003517, CT0NG2009033, CT0NG2010633, CT0NG2014959, CT 
0NG2026987, CT0NG2027783, CT0NG2027959, CTONG3002518, D90ST2003989, DFNE 
S2001829, DFNES2011221, ERLTF2001452, ERLTF2001835, ERLTF2002369, FCBBF3 
002188, FCBBF3005160, FEBRA2000805, FEBRA2002260, FEBRA2012625, 
FEBRA2013069, FEBRA2017736, FEBRA2017811, FEBRA2028222, FEHRT2001482, FE 
KID2001001, FEKID2001201, FELNG2001613, HCASM2007773, HEART2002531, HLUN 
G2012600, HSYRA2007338, KIDNE2014496, KIDNE2016464, KIDNE2018268, LIVER2 
008465, LYMPB2001387, LYMPB2002344, MESAN2007032, MESAN2009156, 
MESAN2016304, MESAN2017133, MESTC2000170, NETRP2000439, NETRP2002082, NE 
TRP2003103, NETRP2003268, NETRP2003539, NETRP2005972, NETRP2006468, NETR 
P2007945, NETRP2008488, NOVAR2000783, NT2NE2011107, NT2NE2016041, NT2RI2 
009233, NT2RI2010795, NT2RI2012542, NT2RI2015533, NT2RI2023671, 
NT2RI2028537, NT2RP7003439, NT2RP7007387, NT2RP7014178, NT2RP7014778, NT 
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2RP7017139, NT2RP7020343, NT2RP8000633, NT2RP8001407, NT2RP8003657, NT2R 
P8006521, NT2RP8007416, NT2RP8007503, NT2RP8007920, NT2RP8009119, NT2RP8 
009248, NT0NG2002278, NT0NG2004829, NTONG2009468, 0CBBF2014745, 
OCBBF2019761, OCBBF2024779, 0CBBF2025631, 0CBBF3000743, 0CBBF3000830, 0C 
BBF3001076, 0CBBF3001616, 0CBBF3004908, 0CBBF3005843, OCBBF3007078, OCBB 
F3008835, OCBBF3020414, 0CBBF3021086, 0CBBF3021166, 0CBBF3021515, 0CBBF3 
023543, 0CBBF3025127, 0CBBF3025131, 0CBBF3025901, 0CBBF3026088, 
0CBBF3026361, PEBLM2001803, PEBLM2006298, PERIC2003349, PLACE5000527, PL 
ACE6019542, PLACE7003684, PLACE7005671, PLACE7005840, PLACE7006240, PLAC 
E7006540, ^£7007973, PLACE7008766, PLACE7010567, PUCE7013060, PLACE7 
014396, PLACE7015238, PLACE7015647, PLACE7016214, PLACE7018304, 
PLACE7018349, PLACE7018452, PLACE7018479, PLACE7018512, PR0ST2007444, PR 
0ST2017578, PR0ST2017729, PROST2017749, PR0ST2017910, RECTM2001519, SKMU 
S2009479, SKMUS2009557, SKMC2003639, SMINT2009292, SMINT2009895, SMINT2 
012040, SMINT2014166, SMINT2017964, SMINT2019105, SPLEN2001227, 
SPLEN2017999, SPLEN2019092, SPLEN2019480, SPLEN2021231, SPLEN2021991, SP 
LEN2022785, SPLEN2022920, SPLEN2024571, SPLEN2027852, SPLEN2028593, SPLE 
N2032677, SPLEN2034601, SPLEN2036608, SPLEN2037077, ST0MA2003894, SYN0V4 
000598, SYN0V4004210, SYNOV4009575, TBAES2007548, TBAES2007862, 
TESOP2002005, TES0P2003308, TES0P2004110, TESTI1000459, TESTI2004452, TE 
STI2004971, TESTI2005153, TESTI2005564, TESTI2006543, TESTI2008636, TEST 
12011020, TESTI2011033, TESTI2018687, TESTI2018867, TESTI2021112, TESTI2 
023053, TESTI2026284, TESTI2030519, TESTI2033905, TESTI2035962, 
TESTI2037209, TESTI2037572, TESTI2038733, TESTI2039342, TESTI2039732, TE 
STI2039738, TESTI2040372, TESTI2041362, TESTI2041976, TESTI2051742, TEST 
12052110, TESTI2052202, TESTI2052799, TESTI4000370, TESTI4000534, TESTI4 
000600, TESTI4000703, TESTI4000957, TESTI4001348, TESTI4001569, 
TESTI4002003, TESTI4002141, TESTI4002195, TESTI4002520, TESTI4003179, TE 
STI4003279, TESTI4003319, TESTI4003404, TESTI4003565, TESTI4003574, TEST 
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14003733, TESTI4004031, TESTI4004210, TESTI4004695, TESTI4005013, TESTI4 
006441, TESTI4006539, TESTI4007565, TESTI4008086, TESTI4008305, 
TESTI4009501, TESTI4010979, TESTI4011616, TESTI4011744, TESTI4011926, TE 
STI4012258, TESTI4012382, TESTI4012623, TESTI4012956, TESTI4012960, TEST 
14013960, TESTI4013962, TESTI4014262, TESTI4014891, TESTI4015129, TESTI4 
015339, TESTI4016848, TESTI4017229, TESTI4021129, TESTI4021821, 
TESTI4023172, TESTI4024240, TESTI4024245, TESTI4025062, TESTI4025401, TE 
STI4025908, TESTI4027139, TESTI4027262, TESTI4027660, TESTI4029023, TEST 
14029297, TESTI4029651, TESTI4029676, TESTI4029731, TESTI4029743, TESTI4 
030319, TESTI4030673, TESTI4030864, TESTI4031066, TESTI4032270, 
TESTI4032375, TESTI4032856, TESTI4034633, TESTI4035770, TESTI4035898, TE 
STI4037228, TESTI4038758, TESTI4039744, TESTI4040197, TESTI4040598, TEST 
14040804, TESTI4041832, TESTI4042420, TESTI4042846, TESTI4043223, TESTI4 
043378, TESTI4044076, TESTI4044291, TESTI4044770, TESTI4045330, 
TESTI4045470, TESTI4046090, TESTI4046245, TESTI4046328, TESTI4046873, TE 
STI4046962, TESTI4047305, TESTI4047437, TESTI4047569, TESTI4047746, TEST 
14047808, TESTI4048232, TESTI4048619, TESTI4049110, TESTI4049552, TESTI4 
049562, TESTI4049677, TESTI4049863, TESTI4050293, TESTI4050954, 
TESTI4051054, TESTI4051388, TESTI4051504, TESTI4051747, TESTI4051952, TE 
STI4052132, TESTI4052217, THYMU2008207, THYMU2038199, THYMU3000390, THYM 
U3000776, THYMU3001082, THYMU3001593, THYMU3001776, THYMU3002887, THYMU3 
003958, THYMU3004628, THYMU3004632, THYMU3007308, THYMU3007559, 
THYMU3009643, THYMU3011012, THYMU3011244, THYMU3011534, THYMU3011556, TH 
YMU3012907, THYMU3013114, THYMU3013241, THYMU3013470, THYMU3013897, THYM 
U3014038, THYMU3014701, THYMU3015042, THYMU3017761, THYMU3018896, THYMU3 
019095, THYMU3019476, THYMU3019916, THYMU3020970, THYMU3021900, 
THYMU3022982, THYMU3023394, THYMU3023797, THYMU3024164, THYMU3024339, TH 
YMU3025772, THYMU3026350, THYMU3026783, THYMU3027251, THYMU3027655, THYM 
U3028075, THYMU3029188, THYMU3029318, THYMU3029421, THYMU3029774, THYMU3 
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030706, THYMU3030752, THYMU3031146, THYMU3031402, THYMU3031612, 
THYMU3031868, THYMU3032867, THYMU3033626, THYMU3033630, THYMU3034453, TH 
YMU3034853, THYMU3034867, THYMU3034983, THYMU3036200, THYMU3037617, THYM 
U3037827, THYMU3037856, THYMU3037867, THYMU3037909, THYMU3037980, THYMU3 
038214, THYMU3038266, THYMU3038687, THYMU3038759, THYMU3038879, 
THYMU3038970, THYMU3039807, THYMU3039846, THYMU3040168, THYMU3040725, TH 
YMU3041354, THYMU3041386, THYMU3041573, THYMU3041736, THYMU3042075, THYM 
U3042758, THYMU3043327, THYMU3043482, THYMU3043883, THYMU3043993, THYMU3 
044075, THYMU3044441, THYMU3044445, THYMU3045673, THYMU3045692, 
THYMU3045704, THYMU3046140, THYMU3047144, THYMU3047513, TKIDN2000319, TK 
IDN2010602, TKIDN2011051, TLIVE2000142, TLUNG2001810, TLUNG2002055, TRAC 
H2013585, TRACH2019080, TRACH2022113, TRACH3002188, TRACH3002293, TRACH3 
002890, TRACH3004113, TRACH3004288, TRACH3004596, TRACH3006397, 
TRACH3006717, TRACH3007689, TRACH3007995, TRACH3008632, TRACH3011454, TR 
ACH3011538, TRACH3012460, TRACH3012718, TRACH3012864, TRACH3013043, TRAC 
H3013072, TRACH3013684, TRACH3014183, TRACH3015354, TRACH3015467, TRACH3 
016264, TRACH3018783, TRACH3020137, TRACH3020563, TRACH3020605, 
TRACH3021335, TRACH3021834, TRACH3022198, TRACH3022732, TRACH3023242, TR 
ACH3023752, TRACH3024342, TRACH3024423, TRACH3024428, TRACH3024512, TRAC 
H3024823, TRACH3025520, TRACH3026303, TRACH3026676, TRACH3026949, TRACH3 
028164, TRACH3028855, TRACH3029139, TRACH3029329, TRACH3029520, 
TRACH3029592, TRACH3032044, TRACH3033535, TRACH3035451, TRACH3036004, TR 
ACH3036792, TRACH3036897, TRACH3036932, TST0M2000235, TUTER1000014, UTER 
U2000300, UTERU2014998, UTERU2016464, UTERU2016669, UTERU2020226, UTERU2 
022955, UTERU2023941, UTERU2027369, UTERU2028377, UTERU2029660, 
UTERU2035926, UTERU3001394, UTERU3005264, UTERU3006538, UTERU3006720, UT 
ERU3007108, UTERU3011558, UTERU3011579, UTERU3012476, UTERU3012599, UTER 
U3013167, UTERU3014274, UTERU3014906, UTERU3015844, UTERU3016274, UTERU3 
018172, UTERU3018255, UTERU3020090, UTERU3023141 
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[0 2 2 51 

#7t\ Pfam (http://www.sanger.ac.uk/Software/Pfam/index.shtml) Hiott'B 
ffiMffl&ffi^T-'- ^ PROSITE (http://www.expasy.en/cgi-bin/prosite-list.p 
l)lz&Z>mm*>7-=r } ) -55HS£#flS^ ^ y h Ltz 6 6 4 ?n->^(;3- KS 

[0 2 2 6] 

* > "f - -V > * MS?^ £ »J Zti&Xo fcflflx. i£7 transmem 

brane receptor, Pancreatic hormone peptides, Ion transport protein, Fibr 
oblast growth factor!^ 4 tf-7t#o^n->tiS 0 
[0 2 2 7] 

/^S^ II^E^£^GlycobiologyKKlfc>& tfemZHZ «t "9 fctfOx-lflmmun 
oglobulin domain, Glycosyl transferases group \^<D V ^ 4 y ^ -t^— 7£r 
W-o?T3~-yx~$>2> 0 
[0 2 2 8] 

^<^K'J ^iftfk«*. JMV SH2 K^-T Small G? 

b* btfkffll £ <fc -9 ^l?!lx.(i"Eukaryotic protein kinase domain, Protein phos 
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phatase 2C, Ras farai ly^O 4 -=6^- 7 £J#o ^ n - >-e&& 0 
[0 2 2 9] 

$mmmm&n<7)iJ7-=r^) -nm-tz tm^zntztu-y tit, $mm^-, 

$mmB^mfo& 9 >^?m%£'tmW\Ztl& X n &1?U;if;ifbZIP transcription 
factor, Zinc finger, C2H2 type^O Y* <f >, *f-7S:^o^D-^T* 

[0 2 3 0] 

^miwiiseRo * -r - nm-a t«ss $ ? n - > t # 5eo«s,s. 

-CHS ri ? jL <b ti& X ? * * > ^ ^ Jt ^ . 5£m-e#&3Ert J -h# L «J «^ L r> -r & 
<b^$lJ£;rL& i ^ &1£lJxJ£Wilm's tumour protein, von Hippel-Lindau disease 
tumor suppressor protein^O K ^ >\ ^-3- — V £J#o^ n — >-Cab-S 0 
[0 2 3 1 ] 

• ft»wasesro * x =rv - {zm-r & tm^ztitzru-ytit, %m 
mm, &mmm, m^frmmm* ztmmztiz xittmx. tf Aldehyde dehydro 

genase family, Chi tin synthase, Glucose-6-phosphate dehydrogenase^ <D K 
[0 2 3 2] 

7 V >\ fflll&Ji&SftJ&l * W^W&<h*tMJ£ft& <fc 5 &0Ux.{£tyclin, Ce 
ll division protein^O K> >f 7 o ? n - >-e&<i>o 

[0 2 3 3] 

aBfl&#*&HjtS6Ro * t- - KJR-*- & t mfe* tit: 7 n - > t li, T 7 + 
>, 7 4 fu^t + yr* t*tlfcmZti2> t o &0|xJ*Actin, Fibrone 

ctin type I domain, Kinesin motor domainl£<7) K^^f "7 ^ n 

[0 2 3 4] 

it, 7,-7/7 4 v/'^S^ RNA£-J»f?t, --'J #--*r&^£}£a!lS*i& J; ^ fcflH 
x. (iHepat i t i s C virus RNA dependent RNA polymerase, DEAD/DEAH box helica 
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[0 2 3 5] 

saw^-js; • iira3ias©*f^'j -nm-fz tm^ztitztu-y tit 

s mmmm? ^^^w^jf, Ribosoraal protein^ ft 

#t$lj£*l& J: -9 ^fllx.(iTranslation initiation factor SUI1, Ubiquitin fami 
ly, Ribosomal protein L16^0 K * 4 > , ^f-7^#o^D->-e$>^o 
' [0 2 3 6] 

IHP M jtS S?^ * t =f U - KJRf -5> i: «^ $ *i£ * o - > t It , v 
DNA^I^ ^^StSrf t JUiMStL* =fc -? &$Jx.f;£Hsp90 protein, DN 
A mismatch repair proteinic 7 ) K^^f>, : ef-7?:#o^D->ti^o 
[0 2 3 7] 

!Mil^>^^f^^ t»J£ft&J:d&mf£Tloricaula / Leafy protein 
[0 2 3 8] 

DNA • RNA!S£-S SfO^f^'J- KJR-T * t Mte. Ztifz? v bit, 
i\ DNA 'J 2f--tf£{i LfcDNA • RNAPMSIftSPL Zinc-f ingerP^il ^ 

®&if tfeMZtlZ £ -9 &^Jx.(£Transcription factor WhiB, B-box zinc fing 
er, tRNA synthetases class I (C)|<?)K>^, -t?— 7 £#o* n — 
•5> o 

[0 2 3 9] 

ATP • GTP^SeW^^T-^'i-^^i-^t^i^^ti^^n-^.ha, ATPase 
^£(i£#<h LfcATP • GTPP*BiiS£ff«, G? >^°?5C& if tMJSft* «t ? fcfll 
xJ£El-E2 ATPase, Ras fami ly^<D >f ; Ef-7^#o^D-^t*S 0 
[0 2 4 0] 

£ <7)$£f£# t- =n; -»ii-o<o^ n - ytf±M^%%L<D Jj r- 'J - 
[0 2 4 1] 
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tz 0 

3NB692004045, BRACE3002264, BRACE3009392, BRACE3013418, BRACE3024879, BR 
ACE3032385, BRACE3039378, BRACE3042432, BRACE3050504, BRACE3051621, BRAM 
Y2046537, BRAMY3004126, BRAWH2000256, BRAWH2011812, BRAWH3023156, BRAWH3 
025157, BRAWH3027880, BRAWH3036270, BRAWH3037265, BRAWH3042772, 
BRCAN2003269, BRCAN2022126, BRC0C2006164, BRHIP3002000, BRHIP3005944, BR 
HIP3008320, BRHIP3011567, BRHIP3014675, BRHIP3016032, BRHIP3017558, BRHI 
P3025795, BRHIP3033557, BRHIP3039509, BRSTN2010089, BRTHA2031917, BRTHA3 
011194, BRTHA3012265, BRTHA3014547, COL0N2005735, JCMLC2000273, 
KIDNE2004531, LYMPB2002236, NT2RP7019682, NT2RP8001363, NT2RP8003787, 0C 
BBF2003518, 0CBBF2004478, OCBBF2009536, 0CBBF2018618, 0CBBF3004487, OCBB 
F3025475, 0CBBF3028001, PEBLM2005615, PLACE6010936, PLACE7004103, PLACE7 
011559, PLACE7018304, TESTI2018335, TESTI2022323, TESTI2024267, 
TESTI2036822, TESTI4003602, TESTI4004539, TESTI4005399, TESTI4008305, TE 
STI4010544, TESTI4014415, TESTI4021569, TESTI4023096, TESTI4026080, TEST 
14040559, TESTI4049899, THYMU3015647, THYMU3021404, THYMU3023400, THYMU3 
026532, THYMU3030752, THYMU3040172, THYMU3044075, TRACH3003357, 
TRACH3004113, TRACH3004747, TRACH3005699, TRACH3006800, TRACH3009061, TR 
ACH3019370, TRACH3023373, TRACH3031678, TRACH3032150, UTERU3001946, UTER 
U3016273, UTERU3017626 
[0 2 4 2] 

3NB692004045, ADIPS2000069, BRACE2017397, BRACE3013874, BRACE3017253, BR 
ACE3039358, BRAMY2040915, BRAMY3015549, BRAWH3009961, BRAWH3023415, BRAW 
H3049544, BRHIP3017558, BRHIP3025795, BRHIP3036371, BRHIP3036715, BRHIP3 
038735, BRTHA2019726, BRTHA2020400, BRTHA2020721, BRTHA3017791, 
CERVX2000968, FELNG2000720, JCMLC2000273, KIDNE2004531, NT2RP8008057, OC 
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BBF2000831, 0CBBF2004478, 0CBBF2030927, PEBLM2005615, PLACE7006090, SPLE 
N2025012, ST0MA2004663, TESTI2021654, TESTI2052670, TESTI4008305, TESTI4 
022158, TESTI4031173, TESTI4032128, TESTI4037949, TESTI4051424, 
THYMU3002825, THYMU3014173, THYMU3016518, THYMU3020221, THYMU3025118, TH 
YMU3026306, THYMU3026532, THYMU3037772, THYMU3040746, TLUNG2001445, TLUN 
G2001600, TRACH3003357, TRACH3004113, TRACH3004412, TRACH3005274, TRACH3 
005699, TRACH3006800, TRACH3011082, TRACH3011184, TRACH3012659, 
TRACH3015354, TRACH3018261, TRACH3018907, TRACH3019058, TRACH3019621, TR 
ACH3019807, TRACH3020930, TRACH3021023, TRACH3024512, TRACH3026299, TRAC 
H3028441, TRACH3029670, TRACH3031316, TRACH3034680, TRACH3036103, TRACH3 
037505, TUTER2001433, UTERU3001946, UTERU3010409, UTERU3011398, 
UTERU3015647 

[0 2 4 3] 

"y?i-M5;mmmm&n^mirz> trnfeztitf? &t<di 25^ 

- ofco 

BLADE2002310, BLADE2008809, BRACE2047975, BRACE3002344, BRACE3003866, BR 
ACE3004767, BRACE3013418, BRACE3015898, BRACE3017253, BRACE3042046, BRAC 
E3044172, BRACE3045424, BRACE3046491, BRACE3051621, BRACE3052321, BRACE3 
052595, BRAMY3005184, BRAMY3009491, BRAMY3010321, BRAMY3014613, 
BRAMY3015547, BRAMY3017920, BRAWH2012866, BRAWH3009961, BRAWH3017180, BR 
AWH3018063, BRAWH3019026, BRAWH3022431, BRAWH3024186, BRAWH3026349, BRAW 
H3027574, BRAWH3027806, BRAWH3029385, BRAWH3031342, BRAWH3032340, BRAWH3 
035914, BRAWH3037428, BRAWH3044122, BRAWH3047692, BRCAN2000923, 
BRCAN2002892, BRC0C2001355, BRHIP3003306, BRHIP3006294, BRHIP3006786, BR 
HIP3011460, BRHIP3017109, BRHIP3021019, BRHIP3028570, BRHIP3037543, BRHI 
P3041587, BRTHA2026290, BRTHA2027250, BRTHA3014547, BRTHA3020771, BRTHA3 
021708, BRTHA3023403, BRTHA3026916, CT0NG2009570, ERLTF2002369, 
FEKID2001001, FEKID2002637, FELNG2001953, KIDNE2010049, LYMPB2002344, Nl 
ESE2000698, NETRP2003448, NT2RI2004818, NT0NG2008483, 0CBBF3006986, OCBB 
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F3021086, 0CBBF3021502, 0CBBF3023175, PLACE5000492, PLACE6000055, PLACE6 
019600, PLACE7009936, PLACE7014247, PLACE7016526, PUAEN2006639, 
SKMUS2008585, SKMUS2009557, SMINT2017964, SPLEN2007689, SYN0V2017179, SY 
NOV4009575, TESTI4002774, TESTI4004695, TESTI4010902, TESTI4012960, TEST 
14013474, TESTI4020342, TESTI4020596, TESTI4021197, TESTI4022158, TESTI4 
028042, TESTI4029731, TESTI4033177, TESTI4036048, TESTI4046073, 
TESTI4047808, TESTI4049786, TESTI4051865, THYMU3013785, THYMU3025683, TH 
YMU3032798, TRACH2024730, TRACH3003037, TRACH3003357, TRACH3005173, TRAC 
H3011538, TRACH3018519, TRACH3020605, TRACH3024020, TRACH3030176, TRACKS 
031660, TRACH3036750, TRACH3038399, TST0M2001571, UTERU2024042, 
UTERU3001029, UTERU3006720, UTERU3010919, UTERU3021231, UTERU3022168 
[0 2 4 4] 

ASTR02016114, BEAST2000981, BRACE2019348, BRACE3025719, BRACE3026844, BR 
ACE3026947, BRACE3029021, BRACE3034183, BRACE3040239, BRACE3041162, BRAC 
E3047482, BRAMY2041347, BRAMY3000692, BRAMY3007078, BRAMY3011581, BRAMY3 
014027, BRAMY4002575, BRAWH2000256, BRAWH2014053, BRAWH2016209, 
BRAWH3000446, BRAWH3005886, BRAWH3009961, BRAWH3013009, BRAWH3013264, BR 
AWH3015175, BRAWH3015610, BRAWH3017477, BRAWH3021580, BRAWH3022651, BRAW 
H3027533, BRAWH3027880, BRAWH3028796, BRAWH3031342, BRAWH3031710, BRAWH3 
032571, BRAWH3035936, BRAWH3036247, BRAWH3036334, BRAWH3042787, 
BRAWH3044122, BRAWH3046424, BRCAN2021452, BRC0C2012386, BRHIP2027077, BR 
HIP2029663, BRHIP3005037, BRHIP3007609, BRHIP3017256, BRHIP3019824, BRHI 
P3027651, BRHIP3028246, BRHIP3039592, BRSSN2011843, BRSTN2012069, BRTHA3 
000456, BRTHA3003225, BRTHA3010212, BRTHA3014000, BRTHA3028339, 
CH0NS2000797, CT0NG2006235, CT0NG2011801, FCBBF3020030, FEBRA2002260, HC 
ASM2008154, KIDNE2018268, NETRP2003103, NETRP2004017, NT2RI3009480, NTON 
G2003805, NTONG2008483, OCBBF2014745, OCBBF2016928, 0CBBF3001333, 0CBBF3 



tblE#2 004-3059661 



&M 2003-102207 



^- V : 288/ 



008392, 0CBBF3019269, 0CBBF3020263, 0CBBF3022827, 0CBBF3025503, 
0CBBF3026361, PLACE7005169, PLACE7007973, PLACE7009757, PLACE7018512, SM 
INT2014721, SPLEN2012571, SPLEN2036608, T1ESE2000904, TESTI2036822, TEST 
12040377, TESTI4000370, TESTI4000621, TESTI4001679, TESTI4002799, TESTI4 
003796, TESTI4003944, TESTI4005322, TESTI4005470, TESTI4024494, 
TESTI4028182, TESTI4032913, TESTI4039904, TESTI4051054, TESTI4052775, TH 
YMU2008207, THYMU2038199, THYMU3008105, THYMU3012983, THYMU3014372, THYM 
U3021586, THYMU3022434, THYMU3026000, THYMU3030072, THYMU3034671, THYMU3 
037617, THYMU3043200, THYMU3045704, TKIDN2003396, TLIVE2001616, 
TLUNG2000654, TRACH3002752, TRACH3003037, TRACH3003458, TRACH3004113, TR 
ACH3004412, TRACH3004424, TRACH3005274, TRACH3010079, TRACH3010167, TRAC 
H3015951, TRACH3022109, TRACH3026303, TRACH3028180, TRACH3036750, UTERU2 
037423, UTERU3012293, UTERU3015011, UTERU3016070, UTERU3018172, 
UTERU3022588 

[0 2 4 51 

BRAWH3041928, BRHIP3000859, BRTHA3018409, THYMU3025642 
[0 2 4 6] 

2 6 4 ^D->t^o/: 0 

BRACE1000475, BRACE2003628, BRACE2012528, BRACE2013132, BRACE2016896, BR 
ACE2035120, BRACE2042541, BRACE2047975, BRACE3002344, BRACE3009392, BRAC 
E3013418, BRACE3015898, BRACE3017253, BRACE3019941, BRACE3024444, BRACE3 
031315, BRACE3031372, BRACE3032537, BRACE3033525, BRACE3034183, 
BRACE3034964, BRACE3039288, BRACE3039454, BRACE3041059, BRACE3042409, BR 
ACE3044172, BRACE3046491, BRACE3049714, BRACE3050270, BRACE3051819, BRAC 
E3052410, BRACE3052595, BRAMY3007078, BRAMY3009491, BRAMY3011581, BRAMY3 
014613, BRAMY4000915, BRAWH2000256, BRAWH2002333, BRAWH2012866, 



ttlliEtf 2004-3059661 



&m 2003-102207 



^-v! 289/ 



BRAWH2014053, BRAWH2016785, BRAWH3009961, BRAWH3010657, BRAWH3013264, BR 
AWH3015175, BRAWH3017180, BRAWH3017259, BRAWH3019026, BRAWH3021724, BRAW 
H3022431, BRAWH3023415, BRAWH3024186, BRAWH3028796, BRAWH3029385, BRAWH3 
029806, BRAWH3032571, BRAWH3033513, BRAWH3034668, BRAWH3034743, 
BRAWH3037979, BRAWH3041556, BRAWH3043295, BRAWH3044122, BRAWH3044985, BR 
AWH3046424, BRAWH3047692, BRAWH3048724, BRAWH3049544, BRCAN2003814, BRCA 
N2006051, BRCAN2015402, BRCAN2021325, BRC0C2001355, BRC0C2006164, BRHIP2 
029663, BRHIP3001481, BRHIP3002000, BRHIP3002114, BRHIP3002141, 
BRHIP3003063, BRHIP3003126, BRHIP3003795, BRHIP3004725, BRHIP3005307, BR 
HIP3005673, BRHIP3007195, BRHIP3007223, BRHIP3011082, BRHIP3012289, BRHI 
P3016032, BRHIP3019643, BRHIP3021019, BRHIP3032374, BRHIP3033557, BRHIP3 
035006, BRHIP3037543, BRHIP3038030, BRHIP3041587, BRSSN2004710, 
BRSSN2011843, BRSTN2011961, BRSTN2016918, BRTHA2001304, BRTHA2005448, BR 
THA2026290, BRTHA2026311, BRTHA2027250, BRTHA2030036, BRTHA2033683, BRTH 
A2035743, BRTHA2036295, BRTHA2037247, BRTHA3003736, BRTHA3010135, BRTHA3 
014547, BRTHA3021786, BRTHA3023403, BRTHA3026916, CH0NS2002829, 
C0L0N2004351, CTONG2010330, CT0NG2020582, CT0NG2026987, FCBBF3001018, FC 
BBF3021191, FEBRA2013570, FEBRA2026582, FEHRT2002708, FEKID2002637, HHDP 
C2008185, HSYRA2004550, KIDNE2004531, KIDNE2010049, LYMPB2002236, NT2RI2 
004818, NT2RI3001967, NT2RP7016508, NT2RP8003490, NT2RP8003787, 
NT2RP8005546, 0CBBF2000831, 0CBBF2007039, 0CBBF2024589, 0CBBF3001616, 0C 
BBF3004487, 0CBBF3021086, OCBBF3023175, 0CBBF3025503, 0CBBF3026088, OCBB 
F3026361, PLACE5000492, PLACE6003004, PLACE7003985, PLACE7004103, PLACE7 
004961, PLACE7006090, PLACE7007379, PLACE7008136, PLACE7012111, 
PLACE7014247, PLACE7016526, SKMUS2008585, SKMUS2009557, SMINT2011406, SM 
INT2011509, SYN0V2017179, SYN0V4003174, SYN0V4009139, T1ESE2000609, TIES 
E2002665, TESTI2001364, TESTI2005112, TESTI2007490, TESTI2018335, TESTI2 
021112, TESTI2021654, TESTI2030901, TESTI2037877, TESTI2049062, 
TESTI4000621, TESTI4002774, TESTI4002799, TESTI4003404, TESTI4003565, TE 
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STI4003602, TESTI4003703, TESTI4005399, TESTI4007671 , TESTI4010544, TEST 
14010721, TESTI4012960, TESTI4017854, TESTI4020342, TESTI4020596, TESTI4 
020819, TESTI4021129, TESTI4021197, TESTI4023096, TESTI4024494, 
TESTI4026080, TESTI4028182, TESTI4031066, TESTI4033177, TESTI4040598, TE 
STI4041482, TESTI4046073, TESTI4047808, TESTI4049786, TESTI4051424, TEST 
14051865, TESTI4052219, THYMU3000390, THYMU3002825, THYMU3014372, THYMU3 
023400, THYMU3025683, THYMU3026306, THYMU3026479, THYMU3031878, 
THYMU3032798, THYMU3034671, THYMU3036953, THYMU3041428, THYMU3047115, TH 
YMU3047891, TRACH2022113, TRACH2024730, TRACH3003037, TRACH3005274, TRAC 
H3006800, TRACH3009008, TRACH3009061, TRACH3011313, TRACH3016455, TRACH3 
017409, TRACH3018108, TRACH3018261, TRACH3019621, TRACH3021544, 
TRACH3023516, TRACH3024020, TRACH3024081, TRACH3024342, TRACH3024512, TR 
ACH3025316, TRACH3026303, TRACH3026650, TRACH3027229, TRACH3027701, TRAC 
H3029329, TRACH3032150, TRACH3036750, TRACH3038399, TSTOM2001571, UTERU2 
024042, UTERU3001946, UTERU3010604, UTERU3010919, UTERU3015299, 
UTERU3017441, UTERU3019708, UTERU3020090, UTERU3022168 
[0 2 4 7] 

T<D 1 3 9 o- ytrh^tzo 

BRACE3022303, BRAWH3017260, BRHIP2008756, BRHIP3028570, BRSTN2006638, NT 
2RI2004818, PLACE7009563, PLACE7016526, SMINT2014721, THYMU3025642, THYM 
U3033626, TRACH3029329, UTERU3010919 
[0 2 4 8] 

1 ^o->-C*o/; 0 

BRACE2046976, BRACE3013874, BRACE3047482, BRACE3051819, BRAMY3015549, BR 
AWH3015175, BRAWH3018548, BRAWH3021580, BRAWH3024186, BRAWH3024506, BRAW 
H3029385, BRAWH3032298, BRAWH3049544, BRHIP3003340, BRHIP3012736, BRHIP3 
036936, BRSTN2016918, BRTHA2020910, BRTHA2025869, BRTHA2031917, 



ailE#2 004-3059661 



mm 2003-102207 



^- V : 291/ 



BRTHA3011361, BRTHA3025073, CT0NG2008989, HSYRA2007338, LYMPB2002458, 0C 
BBF3008835, OCBBF3027969, PEBLM2006298, PLACE7000266, PLACE7004103, PLAC 
E7004961, SMINT2011406, SYN0V4003174, TESTI2006543, TESTI2034913, TESTI4 
001517, TESTI4005653, TESTI4008305, TESTI4041049, TESTI4051424, 
TESTI4051865, THYMU3020221, THYMU3038158, TLUNG2000654, TRACH3002890, TR 
ACH3006379, TRACH3012460, TRACH3018524, TRACH3020769, TRACH3028837, UTER 
U3011837 

[0 2 4 9] 

, JilT0 2 9 9u-y-c$>^tz 0 

BRACE2016896, BRACE3032537, BRACE3034183, BRACE3039288, BRAWH3013264, BR 
AWH3032571, BRC0C2006164, BRHIP3004725, BRSSN2011843, BRTHA2026290, BRTH 
A3003736, BRTHA3014547, NT2RP7016508, NT2RP8005546, 0CBBF3004487, 0CBBF3 
021086, 0CBBF3026361, PLACE5000492, TESTI4000621, TESTI4002799, 
TESTI4010721, TESTI4012960, THYMU3014372, THYMU3033626, THYMU3041428, TR 
ACH3017409, TRACH3029462, UTERU3010919, UTERU3019708 
[0 2 5 0] 

WTO 5 0 ^ n->T-^o^ 0 

BRACE3033525, BRACE3041059, BRAMY4001652, BRAWH3010657, BRAWH3013264, BR 
AWH3034668, BRAWH3036247, BRAWH3037428, BRAWH3037979, BRCAN2000923, BRCA 
N2002892, BRCAN2006051, BRCAN2021325, BRCAN2021718, BRHIP2029663, BRHIP3 
002000, BRHIP3003126, BRHIP3007223, BRHIP3011082, BRSTN2010089, 
BRTHA2036295, BRTHA3012265, CH0NS2002829, D90ST2004417, HHDPC2008185, NE 
TRP2003448, OCBBF2007039, OCBBF3021086, PLACE6003004, PLACE6010925, PLAC 
E7006498, PLACE7007379, PLACE7012111, PLACE7016526, TESTI2023903, TESTI2 
036285, TESTI4003602, TESTI4012960, TESTI4014415, TESTI4030864, 
TESTI4051865, THYMU3036953, THYMU3047891, TRACH3004113, TRACH3006800, TR 
ACH3009061, TRACH3021544, TRACH3026650, UTERU3001946, UTERU3012414 
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[0 2 5 1 ] 

BRHIP3027191, SYN0V4009575, TESTI2023903, TRACH3029462 
[0 2 5 2] 

1 ? n- >-e^>o7t 0 
CH0NS2000797 

[0 2 5 3] 

DNA • RNAfg^g 6 # t- '1 - H JSf * mfc Zfltz9u->\^ V1T<D 1 
8 5 ? a - >-C$>otio 

ASTR02016114, BEAST2000981, BRACE2012625, BRACE2016896, BRACE2019348, BR 
ACE3019941, BRACE3025719, BRACE3026844, BRACE3026947, BRACE3029021, BRAC 
E3031743, BRACE3032537, BRACE3034183, BRACE3039288, BRACE3040239, BRACE3 
041162, BRACE3047482, BRACE3050270, BRALZ2013621, BRAMY2041347, 
BRAMY3000692, BRAMY3007078, BRAMY3011581, BRAMY3014027, BRAMY4002575, BR 
AWH2000256, BRAWH2014053, BRAWH2016209, BRAWH3000446, BRAWH3005886, BRAW 
H3009961, BRAWH3011623, BRAWH3013009, BRAWH3013264, BRAWH3015175, BRAWH3 
015610, BRAWH3017477, BRAWH3021580, BRAWH3022651, BRAWH3027533, 
BRAWH3027607, BRAWH3027880, BRAWH3028796, BRAWH3031342, BRAWH3031710, BR 
AWH3032571, BRAWH3035403, BRAWH3035936, BRAWH3036247, BRAWH3036334, BRAW 
H3038055, BRAWH3042787, BRAWH3044122, BRCAN2020331, BRCAN2021452, BRC0C2 
006164, BRC0C2012386, BRHIP2027077, BRHIP2029663, BRHIP3002141, 
BRHIP3004725, BRHIP3005037, BRHIP3007609, BRHIP3017256, BRHIP3019824, BR 
HIP3027651, BRHIP3028246, BRHIP3039592, BRSSN2011843, BRSTN2012069, BRTH 
A2026290, BRTHA2037247, BRTHA3000456, BRTHA3003225, BRTHA3003736, BRTHA3 
010212, BRTHA3014000, BRTHA3014547, BRTHA3028339, CH0NS2000797, 
CT0NG2003517, CT0NG2006235, CT0NG2011801, CT0NG2026987, D90ST2003106, FC 
BBF3020030, FEBRA2002260, FEBRA2028457, FEHRT2002708, HCASM2008154, KIDN 
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E2018268, NETRP2003103, NETRP2004017, NT2RI3009480, NT2RP7016508, NT2RP8 
005546, NT0NG2003805, NT0NG2008483, 0CBBF2014745, OCBBF2016928, 
0CBBF3001333, 0CBBF3001616, 0CBBF3004487, 0CBBF3008392, 0CBBF3019269, OC 
BBF3020263, 0CBBF3021086, 0CBBF3021361, 0CBBF3022827, 0CBBF3025503, OCBB 
F3026361, PLACE5000492, PLACE7004103, PLACE7005169, PLACE7007973, PLACE7 
008136, PLACE7009757, PLACE7018512, PROST2002078, SMINT2011509, 
SMINT2014721, SPLEN2012571, SPLEN2036608, T1ESE2000609, T1ESE2000904, TE 
STI2036822, TESTI2040377, TESTI4000370, TESTI4000621, TESTI4001679, TEST 
14002799, TESTI4003796, TESTI4003944, TESTI4005322, TESTI4005470, TESTI4 
012960, TESTI4024494, TESTI4028182, TESTI4032913, TESTI4039904, 
TESTI4051054, TESTI4052775, THYMU2008207, THYMU2038199, THYMU3008105, TH 
YMU3012983, THYMU3014372, THYMU3021586, THYMU3022434, THYMU3023400, THYM 
U3026000, THYMU3030072, THYMU3037617, THYMU3040829, THYMU3041428, THYMU3 
043200, THYMU3045704, TKIDN2003396, TLIVE2001616, TLUNG2000654, 
TRACH3002752, TRACH3003037, TRACH3003458, TRACH3004113, TRACH3004412, TR 
ACH3004424, TRACH3005274, TRACH3010079, TRACH3010167, TRACH3015951, TRAC 
H3017409, TRACH3021778, TRACH3022109, TRACH3026303, TRACH3028180, TRACH3 
036750, UTERU2037423, UTERU3012293, UTERU3015011, UTERU3016070, 
UTERU3019708, UTERU3020090, UTERU3022168, UTERU3022588, UTERU3023141 
[0 2 5 4] 

ATP • GTPIS^SS^^^^ 1 ; -IzmtZ tm^titztu-Z/te^ 
1 ^n->^of: 0 

BRACE3042409, BRAWH2002333, BRAWH2014053, BRAWH3015175, BRAWH3029385, BR 
AWH3029806, BRAWH3034743, BRAWH3037428, BRAWH3047692, BRCAN2000923, BRCA 
N2002892, BRCAN2022126, BRC0C2001355, BRCOC2006164, BRHIP3007195, BRSSN2 
004710, BRTHA2026290, BRTHA2033683, BRTHA3026916, CT0NG2020582, 
HSYRA2004550, NETRP2003448, PLACE6019600, PLACE7004961, PLACE7006498, PL 
ACE7016526, SMINT2011406, TESTI4010544, TESTI4014415, TESTI4028182, TEST 
14029731, TESTI4040559, TESTI4041482, TESTI4052219, THYMU3013785, THYMU3 
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047115, TRACH2024730, TRACH3024081, TRACH3029329, TRACH3031660, 
UTERU3012414 

[0 2 5 5] 

&T<D 1 7 2 ^n->{;o^-C(i, PfanfCt: y h 9 1f.$>i tz £ coo, ±|E 
> >T > , * - 7 4- #o * > / < * f<7) r*- * co ^ff t * K £ 19 i¥£H K ft? W 

BLADE2001031// Thrombospondin type 1 domain 
BRACE2010336// TPR Domain 
BRACE20 13009// EF hand 
BRACE2017872// PWWP domain 

BRACE2023744// Translational ly controlled tumor protein 
BRACE2034434// Protein of unknown function 
BRACE3001973// EGF-like domairvVLaminin G domain 
BRACE3002756// SAM domain (Sterile alpha motif) 
BRACE3005903// K-box region//TSC-22/dip/bun family 
BRACE30 14523// Wiskott Aldrich syndrome homology region 2 
BRACE3019570// Troponin 
BRACE3022340// Troponin 
BRACE3026345// Insul in/IGF/Relaxin family 
BRACE3036283// DnaJ domain 

BRACE3040644// Low-density lipoprotein receptor domain class A//EB modul 
e//CUB domain 
BRACE3043597// K0W motif 

BRACE3046466// EGF-like domairvVLaminin G domain//Laminin EGF-like (Doma 
ins III and V)//EB module 
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BRACE3048615// Leucine Rich Repeat 
BRALZ20 10842// Mitochondrial carrier proteins 
BRAMY2031516// wnt family of developmental signaling proteins 
BRAMY2041384// Annex in 

BRAMY3002886// Domain of unknown funct ion//CBS domain 
BRAMY3011501// SAP domain//SPRY domain 
BRAMY3015086// FERM domain (Band 4.1 family) 

BRAMY3018754// Protein of unknown funct ion//Doma in of unknown function 
BRAMY4000962// Tudor domain 

BRAWH2011796// S-100/ICaBP type calcium binding domain//EF hand 
BRAWH2016223// TPR Domain 
BRAWH3001783// Cadherin domain 
BRAWH3003573// EF hand 

BRAWH3008167// Sushi domain (SCR repeat)//CUB domain 
BRAWH3011331// Disintegrin 
BRAWH3011577// KRAB box 

BRAWH30 14609// Leucine rich repeat N-terminal domain//Leucine Rich Repea 

t//Leucine rich repeat C-terminal domain 

BRAWH3021574// Wiskott Aldrich syndrome homology region 2 

BRAWH3022347// Leucine Rich Repeat 

BRAWH3022719// Eukaryotic initiation factor 4E 

BRAWH3024231// TPR Domain 

BRAWH3026938// PDZ domain (Also known as DHR or GLGF). 
BRAWH3027440// TPR Domain//PPR repeat 
BRAWH3030772// Ank repeat 

BRAWH3030910// SAM domain (Sterile alpha motif) 
BRAWH3033448// TPR Domain 
BRAWH3034775// SAP domain//SPRY domain 
BRAWH3038252// Formin Homology 2 Domain 
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BRAWH3038324// Dehydrins 

BRAWH3038827// Kelch motif//BTB/P0Z domain 

BRAWH3042438// 'Paired box' domain//EF hand//Phorbol esters/diacylglycer 
ol binding domain (Cl domain) 
BRAWH3042568// Homeobox domain 

BRAWH3044151// Thrombospondin type 1 domain//Kerat in, high sulfur B2 pro 
tein 

BRAWH3045118// DnaJ domain 

BRAWH3048374// Sushi domain (SCR repeat) //Keratin, high sulfur B2 protei 
n 

BRCAN2010665// PDZ domain (Also known as DHR or GLGF). 
BRCAN2019907// EF hand 

BRCAN2020234// Lipocalin / cytosolic fatty-acid binding protein family 
BRCAN2025093// Ank repeat//Flagel lar FliJ protein 
BRC0C2006639// Leucine Rich Repeat 

BRHIP2013958// Domain of unknown funct ion//MSP (Major sperm protein) dom 
ain 

BRHIP2026346// Form in Homology 2 Domain 
BRHIP2027563// Kelch motif 
BRHIP3001878// POT family 
BRHIP3004710// TPR Domain 
BRHIP3005142// Adapt in N terminal region 
BRHIP3005231// TPR Domain 

BRHIP3006449// Armadillo/beta-catenin-like repeats 
BRHIP3007424// wnt family of developmental signaling proteins 
BRHIP3009753// CUB domain//Low-density lipoprotein receptor domain class 
A 

BRHIP3010289// Delta serrate 1 igand//Kelch mot if//Plexin repeat//Lect in 
C-type domain//Laminin EGF-like (Domains III and V) //Keratin, high sulfu 
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r B2 protein 

BRHIP3020733// Keratin, high sulfur B2 protein 

BRHIP3029409// NTR/C345C module 

BRHIP3030230// Pentaxin family 

BRHIP3033734// Keratin, high sulfur B2 protein 

BRSSN20 15497// Tudor domain 

BRTHA2038345// Ank repeat 

BRTHA3011187// EF hand 

BRTHA3021971// Putative pept idoglycan binding domain 
BRTHA3026161// Adenosine-deaminase (editase) domain 
BRTHA3027171// Scorpion short toxins 
BRTHA3027638// Matrix protein (MA), pl5 

CHONS2001287// Insulin-like growth factor binding proteins//Thyroglobul i 
n type-1 repeat 
CHONS2001834// PI ex in repeat 
DFNES2011221// Rotavirus NS26 
ERLTF2002178// Kelch motif 

FCBBF3012443// Leucine rich repeat N-terminal domainZ/Leucine Rich Repea 
t//Leucine rich repeat C-terminal domain 
FCBBF3024911// PWWP domain 

FCBBF5000384// BAF60b domain of the SWIB complex 

FEBRA2000805// Uncharacterized protein family UPF0054 

FEBRA2023498// Leucine rich repeat N-terminal domairvVLeucine Rich Repea 

t 

FEKID2002493// wnt family of developmental signaling proteins 
HCH0N2009766// eIF4-gamma/eIF5/eIF2-epsi Ion 

JCMLC2002751// von Willebrand factor type D domain//Plant PEC family met 
allothionein//Trypsin Inhibitor like cysteine rich domain//von Willebran 
d factor type C domain 
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KIDNE20 15987// EGF-like domain//Keratin, high sulfur B2 protein//Zona pe 
1 lucida-1 ike domain 
NT2RI3001573// Leucine Rich Repeat 
NT2RI3005923// Cadherin domain 

NT2RI3009524// EGF-like domain//Metal lothionein/Aaminin G domain 
NT2RP7007387// Armadi 1 lo/beta-catenin-1 ike repeat s//picornavirus capsid 
protein 

NT2RP7020343// Transforming growth factor beta like domairvVKeratin, hig ' 
h sulfur B2 protein 
NT2RP8000633// VPR/VPX protein 

NT2RP8001604// CUB domain//Sushi domain (SCR repeat) 

NT2RP8006452// African swine fever virus multigene family 360 protein//L 
eucine Rich Repeat 

NT2RP8007920// PPR repeat//LIM domain containing proteins 
NT2RP8009119// Picornavirus 2B protein 
0CBBF3001202// DENN (AEX-3) domain 

0CBBF3005330// Domain found in Dishevelled, Egl-10, and Pleckstrin//TCP- 
l/cpn60 chaperonin family 

0CBBF3023913// R3H domain//Retroviral Vif (Viral infect ivity) protein 
0CBBF3026979// Laminin G domain//Thrombospondin N-terminal -like domains 
//von Willebrand factor type C domain//EGF-l ike domain//EB module//Plant 
PEC family metal lothioneirvVTryps in Inhibitor like cysteine rich domain 
//Metal lothionein 

PEBLM2001803// Vacuolar sorting protein 9 (VPS9) domain 
PLACE6001933// Receptor L domain 
PLACE7002303// Homeobox domain 

PUAEN2000594// Poly-adenylate binding protein, unique domain. 
PUAEN2000684// Geminivirus AL2 proteirvVLeucine Rich Repeat 
SMINT20 10753// TPR Domain//PPR repeat 
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SPLEN2022785// Polyomavirus coat protein 
SPLEN2028417// Horaeobox domain 
SYN0V2003326// TSC-22/dip/bun family 
TBAES2003917// Ank repeat 

TBAES2007428// Scorpion short toxins//EGF-l ike domain 
TES0P2002005// E7 protein, Early protein 
TESTI2005564// EF hand 

TESTI 2009739// Tropomyosins//Domain of unknown function 
TESTI2011020// Keratin, high sulfur B2 protein 
TESTI20 18867// FF domain 
TESTI2049041// TPR Domain 

TESTI4001569// Leucine Rich Repeat//KE2 family protein 
TESTI4002141// Keratin, high sulfur B2 protein 
TESTI4002868// Metal lothionein 
TESTI4004031// Domain of unknown function 

TESTI4007965// Adapt in N terminal region//Gamma-adapt in, C-terminus 
TESTI4011926// Gag P30 core shell protein 

TESTI4013742// Leucine Rich Repeat//Hantavirus nucleocapsid protein//Tro 
ponin//Formin Homology 2 Domain//Apol ipoprotein A1/A4/E family 
TESTI4024294// Chorion protein 
TESTI4035898// Kelch motif 
TESTI4039451// Adapt in N terminal region 
TESTI4041984// EGF-like domain//EB module//TB domain 
TESTI4043166// Formin Homology 2 Domain 
TESTI4046873// TPR Domain 

TESTI4047328// von Willebrand factor type D domain/Arypsin Inhibitor li 
ke cysteine rich domain//Chit in binding domain//Metal lothionein 
TESTI4047569// Keratin, high sulfur B2 protein 
TESTI4051015// Major intrinsic protein 
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TESTI4052598// Lectin C-type domain 
THYMU3003007// TPR Domain 

THYMU30 12402// Armadi 1 lo/beta-catenin-1 ike repeats 
THYMU3015042// Polyomavirus coat protein 
THYMU3015571// Chaperonins 10 Kd subunit 
THYMU3017761// Gag P30 core shell protein 
THYMU3019476// Matrix protein (MA), pl5 
THYMU3021755// HC03- transporter family 

THYMU3033649// Immunoreceptor tyrosine -based activation motif 
0 THYMU3040126// Metal lothionein 
THYMU3046360// F-box domain. 
TKIDN2011051// Keratin, high sulfur B2 protein 
TKIDN2011160// Thrombospondin type 1 domain 
TLIVE2007736// PDZ domain (Also known as DHR or GLGF). 
TRACH3007689// Ank repeat//TPR Domain 
TRACH3012106// FERM domain (Band 4.1 family) 
TRACH3015346// Uncharacterized protein family UPF0004 
TRACH3016805// Ank repeat 

TRACH3018606// SAM domain (Sterile alpha motif) 
• TRACH3022296// DnaJ domain 
TRACH3022758// EF hand 

TRACH3023203// Flavivirus polyprotein propeptide 
TRACH3028855// R3H domain/AJncharacterized protein family UPF0024 
TRACH3030855// Serpins (serine protease inhibitors) 
TRACH3032570// PDZ domain (Also known as DHR or GLGF). 
UTERU2016669// Helix-hairpin-helix motif. 
UTERU3001394// EGF-like domain 

UTERU3009775// PDZ domain (Also known as DHR or GLGF). 
UTERU3011558// GTPase of unknown function 
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UTERU3011579// Plant PEC family metal lothionein 

UTERU3017995// UBX domain 

UTERU3018255// Thrombospondin type 1 domain 

UTERU3021850// Thrombospondin type 1 domain//DnaJ central domain (4 repe 
ats) 

[0 2 5 6] 

t tz CI ti h JJWwPf arn-C \l v h -T- 9 tftt ^of:^f)(D^D->i;o^Ti, 
[0 2 5 7] 

hm^J8. in silicosis n z>5&mmMm%T 

r 5U-*>?) cDNA * n - > £ MftM {Z MIR LT > ^5' *^Hi^OgS?!l £ 

L> ffcLfco *T-*-*^->ui 1,402,07 om<o? u-><Di& 

cDNA^ 7*7 «J -CO V-^ fc&oTV>&&tt*IBII&Kj3tt£, &&it{r?-<0#&Jg. 
[0 2 5 8] 

• iWJI&W^S&MOJfctllWtt&K L/Co ~?%t>-tb 6 0 0^m±OcDNA^n-> 
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[0 2 5 9] 

# mm \z wit 4 ansr- 

«^5Mfc-t-&S&#*lHJfe (Molecular Medicine 38. 642-648. (2001)) OifftlK 
[0 2 6 0] 

cd34+«bii&) xo^&mmmtitmLx, cDM+mm.zm'WmMfHtm* (Moiecuia 

r Medicine 38. 642-648. (2001)) "CMS LtzfflMXM fct±«4>"t& itfcT" 
S:, ia^ge^iJif^CL7t^oTft¥tlf t, $SSL£o CD34+McORNA^<bff^ Lfc 
7^7^';- (CD34C) , CD34+|«^^#M^kHT-^aL7^|ffl^<7)RNA^ 
"bfp^Lfc^-r r^'J- (D30ST, D60STi?t{iD90ST) OcDNAfcffMfr LXtt&L 
fz&M <M2) > M*T-f&^ftO&&3t{^{±&TO 1 2 *n-y-e£>o£ 0 
BRAWH3018063, BRHIP3020046, BRSSN2013696, BRSTN2012069, BRTHA2027229, D9 
OST2003106, D90ST2003989, D90ST2004417, 0CBBF2016928, TESTI4005653, TEST 
14013474, THYMU3032798 

[0 2 6 1 ] 
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(7)7 0 7']- (NT2RM) tft1tmm*&mLfzmm<7)7 <{ 7? 'J- (NT2RP, NT2R 
I $ Tt: (£NT2NE) <7)cDNA£ fi?#f LT Jt<i£ L/cift* (^3) , ffi^f§Jl^lt<7>&& 
m\iPt-\$VXT<n 1 0 2 7n->t^o/: o 

BLADE2004849, BRACE2003628, BRACE2012528, BRAMY2023939, BRAMY2031516, BR 
AMY4002628, BRAWH3010461, BRAWH3017259, BRAWH3018063, BRAWH3022651, BRAW 
H3024186, BRCAN2019653, BRCAN2022126, BRCOC2012386, BRHIP3002000, BRHIP3 
007223, BRHIP3021019, BRSTN2011961, BRSTN2012069, BRTHA2033155, 
BRTHA3010212, BRTHA3011194, BRTHA3011265, BRTHA3017791, BRTHA3021971, CH 
0NS2002829, CT0NG2006235, FCBBF3012443, FEBRA2026582, LIVER2008465, NT2N 
E2011107, NT2NE2016041, NT2RI2004818, NT2RI2009233, NT2RI2010795, NT2RI2 
015533, NT2RI2023671, NT2RI2028537, NT2RI3001573, NT2RI3001967, 
NT2RI3005861, NT2RI3005923, NT2RI3007095, NT2RI3008179, NT2RI3009480, NT 
2RI3009524, NT2RP7003439, NT2RP7007387, NT2RP7014178, NT2RP7014778, NT2R 
P7016508, NT2RP7017139, NT2RP7019682, NT2RP7020343, NT2RP8000633, NT2RP8 
001363, NT2RP8001407, NT2RP8001584, NT2RP8001604, NT2RP8001605, 
NT2RP8003490, NT2RP8003657, NT2RP8003787, NT2RP8005546, NT2RP8006452, NT 
2RP8006521, NT2RP8007416, NT2RP8007503, NT2RP8007920, NT2RP8008057, NT2R 
P8009119, NT2RP8009248, NTONG2008483, OCBBF2003518, OCBBF3001333, 0CBBF3 
004908, PLACE7004103, PR0ST2017910, SMINT2009292, SPLEN2012571, 
T1ESE2000904, TESTI4002072, TESTI4002774, TESTI4002799, TESTI4005653, TE 
STI4007965, TESTI4012960, TESTI4018436, THYMU3001776, THYMU3002887, THYM 
U3029795, THYMU3041428, THYMU3047115, TRACH3003872, TRACH3004424, TRACH3 
006717, TRACH3007625, TRACH3009008, TRACH3016805, TRACH3016885, 
TRACH3026303, UTERU2016669 

z\tth <d sfei 1 im&mm k m 1- * mm^-x$> %> 0 

[0 2 6 2] 
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M/^^t^ftH^ JftJflLjE^aU^-rn-^jflL^jfcfOJlllirH^t 

-c£>&fc#x.fc*L£ 0 r^^^^-^-m^^^&fffi^^^^r^ 1 ;- (BRAL 

Z, BRASW) iE#^laaMfi*0 7^-7^';- (BRAWH) <D C DNA £ filt/f L Tit 
IS* L tag* m4) , W*t?l&a^bO**itfe : f-t±mT02 9 8 ^n->"C* 
o 7t: 0 

ASTR02016114, BRACE2002392, BRACE2012528, BRACE3004371, BRACE3004767, BR 
ACE3022340, BRACE3031185, BRACE3031743, BRACE3032385, BRACE3032631, BRAC 
E3039358, BRACE3040863, BRACE3042432, BRACE3045981, BRALZ2003119, BRALZ2 
007661, BRALZ2008930, BRALZ2010842, BRALZ2011337, BRALZ2013621, 
BRALZ2013690, BRALZ2014054, BRAMY2031516, BRAMY3002329, BRAMY3004126, BR 
AMY3005912, BRAMY3008436, BRAWH2000256, BRAWH2002333, BRAWH2004078, BRAW 
H2010364, BRAWH2010619, BRAWH2011796, BRAWH2011812, BRAWH2011958, BRAWH2 
012054, BRAWH2012866, BRAWH2013955, BRAWH2014053, BRAWH2016209, 
BRAWH2016223, BRAWH2016305, BRAWH2016514, BRAWH2016562, BRAWH2016785, BR 
AWH3000446, BRAWH3000884, BRAWH3001053, BRAWH3001638, BRAWH3001783, BRAW 
H3001833, BRAWH3003244, BRAWH3003573, BRAWH3003975, BRAWH3004335, BRAWH3 
004350, BRAWH3005037, BRAWH3005886, BRAWH3005892, BRAWH3005896, 
BRAWH3008167, BRAWH3008559, BRAWH3008867, BRAWH3009961, BRAWH3010461, BR 
AWH3010602, BRAWH3010657, BRAWH3010726, BRAWH3010833, BRAWH3011101, BRAW 
H3011331, BRAWH3011402, BRAWH3011577, BRAWH3011623, BRAWH3011685, BRAWH3 
011907, BRAWH3011929, BRAWH3012005, BRAWH3012662, BRAWH3012779, 
BRAWH3013009, BRAWH3013049, BRAWH3013264, BRAWH3013508, BRAWH3014609, BR 
AWH3014639, BRAWH3015017, BRAWH3015175, BRAWH3015610, BRAWH3015825, BRAW 
H3016123, BRAWH3016715, BRAWH3017180, BRAWH3017259, BRAWH3017260, BRAWH3 
017477, BRAWH3017980, BRAWH3018063, BRAWH3018369, BRAWH3018548, 
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BRAWH3018969, BRAWH3019026, BRAWH3019529, BRAWH3019594, BRAWH3019820, BR 
AWH3020200, BRAWH3020318, BRAWH3020884, BRAWH3020928, BRAWH3021012, BRAW 
H3021574, BRAWH3021580, BRAWH3021641, BRAWH3021643, BRAWH3021724, BRAWH3 
022347, BRAWH3022431, BRAWH3022459, BRAWH3022542, BRAWH3022651, 
BRAWH3022719, BRAWH3022900, BRAWH3023156, BRAWH3023168, BRAWH3023172, BR 
AWH3023274, BRAWH3023421, BRAWH3024186, BRAWH3024231, BRAWH3024242, BRAW 
H3024506, BRAWH3024989, BRAWH3026349, BRAWH3026938, BRAWH3027420, BRAWH3 
027440, BRAWH3027533, BRAWH3027574, BRAWH3027607, BRAWH3027616, 
BRAWH3027675, BRAWH3027806, BRAWH3027880, BRAWH3028202, BRAWH3028223, BR 
AWH3028461, BRAWH3028754, BRAWH3028796, BRAWH3029313, BRAWH3029385, BRAW 
H3029538, BRAWH3029806, BRAWH3030772, BRAWH3030810, BRAWH3030910, BRAWH3 
031054, BRAWH3031342, BRAWH3031710, BRAWH3032298, BRAWH3032340, 
BRAWH3032571, BRAWH3033117, BRAWH3033293, BRAWH3033448, BRAWH3033513, BR 
AWH3034097, BRAWH3034114, BRAWH3034134, BRAWH3034668, BRAWH3034743, BRAW 
H3034775, BRAWH3034890, BRAWH3035403, BRAWH3035904, BRAWH3035914, BRAWH3 
035936, BRAWH3036077, BRAWH3036247, BRAWH3036270, BRAWH3036334, 
BRAWH3036561, BRAWH3037265, BRAWH3037394, BRAWH3037428, BRAWH3037533, BR 
AWH3037979, BRAWH3038055, BRAWH3038230, BRAWH3038252, BRAWH3038324, BRCA 
N2010665, BRCAN2019653, BRCAN2022126, BRCAN2025093, BRC0C2012386, BRHIP2 
015153, BRHIP2027077, BRHIP3001573, BRHIP3002000, BRHIP3003063, 
BRHIP3003984, BRHIP3004774, BRHIP3007223, BRHIP3007409, BRHIP3008320, BR 
HIP3014675, BRHIP3017855, BRHIP3018784, BRHIP3021019, BRHIP3028246, BRHI 
P3028570, BRSTN2010089, BRSTN2012069, BRSTN2016992, BRTHA2033155, BRTHA3 
003736, BRTHA3005988, BRTHA3010135, BRTHA3010212, BRTHA3011194, 
BRTHA3011265, BRTHA3017791, BRTHA3020771, BRTHA3021971, BRTHA3023403, CT 
ONG2006235, CT0NG2009033, CTONG2020582, D90ST2003106, DFNES2001829, KIDN 
E2010049, MESAN2017133, NT2RI2009233, NT2RI2015533, NT2RI3005923, NT2RI3 
009524, NT2RP7007387, NT2RP8001605, NT2RP8007920, NT0NG2008483, 
0CBBF2003518, 0CBBF2018618, 0CBBF3001333, OCBBF3004487, PLACE7004103, PL 
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ACE7006240, PR0ST2007444, PR0ST2017910, TBAES2007428, TESTI2005112, TEST 
12021654, TESTI4002072, TESTI4002774, TESTI4002799, TESTI4003602, TESTI4 
004210, TESTI4005399, TESTI4005653, TESTI4006441, TESTI4013474, 
TESTI4014908, TESTI4022158, THYMU3000776, THYMU3002887, THYMU3003350, TH 
YMU3021586, THYMU3026000, THYMU3026306, THYMU3026350, THYMU3032798, THYM 
U3032867, THYMU3037827, THYMU3038214, THYMU3041428, THYMU3044075, TRACH2 
013585, TRACH3002752, TRACH3003037, TRACH3003872, TRACH3004424, 
TRACH3006717, TRACH3007625, TRACH3007689, TRACH3008632, TRACH3009008, TR 
ACH3010079, TRACH3016805, TRACH3016885, TRACH3024342, TRACH3024671, TRAC 
H3026303, TRACH3026676, TRACH3028855, TRACH3032570, TRACH3036932, TRACH3 
038399, UTERU3010409, UTERU3013167 
- it h ^itfci^i r )v y ^ 4 -7 -ffi tzm-f MittXh Z> o 
[0 2 6 3] 
s*-*y V yffim&AfcT 

%<DH-7*^')- (BRSSN) t, lE^mm.^^y 4 7**7 'J - (BRAWH) <7)cD 
5 ? u-y-rsh-otzo 

ASTR02016114, BRACE2012528, BRACE2017844, BRACE3004371, BRACE3004767, BR 
ACE3022340, BRACE3025719, BRACE3026802, BRACE3031185, BRACE3031743, BRAC 
E3032385, BRACE3032631, BRACE3039358, BRACE3040863, BRACE3042432, BRACE3 
045981, BRAMY2031516, BRAMY3002329, BRAMY3004126, BRAMY3005912, 
BRAMY3008436, BRAWH2000256, BRAWH2002333, BRAWH2004078, BRAWH2010364, BR 
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AWH2010619, BRAWH2011796, BRAWH2011812, BRAWH2011958, BRAWH2012054, BRAW 
H2012866, BRAWH2013955, BRAWH2014053, BRAWH2016209, BRAWH2016223, BRAWH2 
016305, BRAWH2016514, BRAWH2016562, BRAWH2016785, BRAWH3000446, 
BRAWH3000884, BRAWH3001053, BRAWH3001638, BRAWH3001783, BRAWH3001833, BR 
AWH3003244, BRAWH3003573, BRAWH3003975, BRAWH3004335, BRAWH3004350, BRAW 
H3005037, BRAWH3005886, BRAWH3005892, BRAWH3005896, BRAWH3008167, BRAWH3 
008559, BRAWH3008867, BRAWH3009961, BRAWH3010461, BRAWH3010602, 
BRAWH3010657, BRAWH3010726, BRAWH3010833, BRAWH3011101, BRAWH3011331, BR 
AWH3011402, BRAWH3011577, BRAWH3011623, BRAWH3011685, BRAWH3011907, BRAW 
H3011929, BRAWH3012005, BRAWH3012662, BRAWH3012779, BRAWH3013009, BRAWH3 
013049, BRAWH3013264, BRAWH3013508, BRAWH3014609, BRAWH3014639, 
BRAWH3015017, BRAWH3015175, BRAWH3015610, BRAWH3015825, BRAWH3016123, BR 
AWH3016715, BRAWH3017180, BRAWH3017259, BRAWH3017260, BRAWH3017477, BRAW 
H3017980, BRAWH3018063, BRAWH3018369, BRAWH3018548, BRAWH3018969, BRAWH3 
019026, BRAWH3019529, BRAWH3019594, BRAWH3019820, BRAWH3020200, 
BRAWH3020318, BRAWH3020884, BRAWH3020928, BRAWH3021012, BRAWH3021574, BR 
AWH3021580, BRAWH3021641, BRAWH3021643, BRAWH3021724, BRAWH3022347, BRAW 
H3022431, BRAWH3022459, BRAWH3022542, BRAWH3022651, BRAWH3022719, BRAWH3 
022900, BRAWH3023156, BRAWH3023168, BRAWH3023172, BRAWH3023274, 
BRAWH3023421, BRAWH3024186, BRAWH3024231, BRAWH3024242, BRAWH3024506, BR 
AWH3024989, BRAWH3026349, BRAWH3026938, BRAWH3027420, BRAWH3027440, BRAW 
H3027533, BRAWH3027574, BRAWH3027607, BRAWH3027616, BRAWH3027675, BRAWH3 
027806, BRAWH3027880, BRAWH3028202, BRAWH3028223, BRAWH3028461, 
BRAWH3028754, BRAWH3028796, BRAWH3029313, BRAWH3029385, BRAWH3029538, BR 
AWH3029806, BRAWH3030772, BRAWH3030810, BRAWH3030910, BRAWH3031054, BRAW 
H3031342, BRAWH3031710, BRAWH3032298, BRAWH3032340, BRAWH3032571, BRAWH3 
033117, BRAWH3033293, BRAWH3033448, BRAWH3033513, BRAWH3034097, 
BRAWH3034114, BRAWH3034134, BRAWH3034668, BRAWH3034743, BRAWH3034775, BR 
AWH3034890, BRAWH3035403, BRAWH3035904, BRAWH3035914, BRAWH3035936, BRAW 
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H3036077, BRAWH3036247, BRAWH3036270, BRAWH3036334, BRAWH3036561, BRAWH3 
037265, BRAWH3037394, BRAWH3037428, BRAWH3037533, BRAWH3037979, 
BRAWH3038055, BRAWH3038230, BRAWH3038252, BRAWH3038324, BRCAN2010665, BR 
CAN2022126, BRCAN2025093, BRC0C2012386, BRHIP2015153, BRHIP2027077, BRHI 
P2029643, BRHIP3001573, BRHIP3002000, BRHIP3003063, BRHIP3003984, BRHIP3 
004774, BRHIP3007223, BRHIP3007409, BRHIP3008320, BRHIP3014675, 
BRHIP3017855, BRHIP3018784, BRHIP3020046, BRHIP3021019, BRHIP3028246, BR 
HIP3028570, BRSSN2004303, BRSSN2004710, BRSSN2008464, BRSSN2011843, BRSS 
N2012157, BRSSN2012198, BRSSN2013696, BRSSN2015497, BRSSN2018218, BRSTN2 
010089, BRSTN2011961, BRSTN2012069, BRSTN2016992, BRSTN2017104, 
BRTHA2033155, BRTHA3003736, BRTHA3005988, BRTHA3010135, BRTHA3010212, BR 
THA3011194, BRTHA3011265, BRTHA3017791, BRTHA3020771, BRTHA3021971, BRTH 
A3023403, CTONG2006235, CTONG2009033, CT0NG2011801, CTONG2020582, D90ST2 
003106, DFNES2001829, KIDNE2010049, MESAN2017133, NT2RI2009233, 
NT2RI2015533, NT2RI3005923, NT2RI3009524, NT2RP7007387, NT2RP8001605, NT 
2RP8007920, NTONG2008483, OCBBF2003518, 0CBBF2018618, 0CBBF3001333, OCBB 
F3004487, PLACE7004103, PLACE7006240, PR0ST2007444, SMINT2009292, T1ESE2 
000904, TBAES2007428, TESTI2005112, TESTI2021654, TESTI4002072, 
TESTI4002774, TESTI4002799, TESTI4003602, TESTI4004210, TESTI4005399, TE 
STI4005653, TESTI4006441, TESTI4014908, TESTI4022158, THYMU3000776, THYM 
U3002887, THYMU3003350, THYMU3021586, THYMU3026000, THYMU3026306, THYMU3 
026350, THYMU3032798, THYMU3032867, THYMU3037827, THYMU3038214, 
THYMU3044075, TRACH2013585, TRACH3002752, TRACH3003037, TRACH3003872, TR 
ACH3004424, TRACH3006717, TRACH3007625, TRACH3007689, TRACH3008632, TRAC 
H3009008, TRACH3010079, TRACH3016805, TRACH3016885, TRACH3022198, TRACH3 
024342, TRACH3024671, TRACH3026303, TRACH3026676, TRACH3028855, 
TRACH3032570, TRACH3036932, TRACH3038399, UTERU3010409, UTERU3013167 

[0 2 6 4] 



mUlfc 2004-3059661 



mm 2003-102207 



^-v: 309/ 
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ASTR02016114, BRACE2002392, BRACE2012528, BRACE2017359, BRACE2017397, BR 
ACE2017844, BRACE3004046, BRACE3004371, BRACE3004767, BRACE3009416, BRAC 
E3022340, BRACE3027931, BRACE3029021, BRACE3031185, BRACE3031743, BRACE3 
032385, BRACE3032631, BRACE3036156, BRACE3039358, BRACE3040863, 
BRACE3042326, BRACE3042432, BRACE3045078, BRACE3045981, BRAMY2031516, BR 
AMY3002329, BRAMY3004126, BRAMY3005184, BRAMY3005912, BRAMY3007078, BRAM 
Y3008436, BRAMY4000915, BRAWH2000256, BRAWH2002333, BRAWH2004078, BRAWH2 
010364, BRAWH2010619, BRAWH2011796, BRAWH2011812, BRAWH2011958, 
BRAWH2012054, BRAWH2012866, BRAWH2013955, BRAWH2014053, BRAWH2016209, BR 
AWH2016223, BRAWH2016305, BRAWH2016514, BRAWH2016562, BRAWH2016785, BRAW 
H3000446, BRAWH3000884, BRAWH3001053, BRAWH3001638, BRAWH3001783, BRAWH3 
001833, BRAWH3003244, BRAWH3003573, BRAWH3003975, BRAWH3004335, 
BRAWH3004350, BRAWH3005037, BRAWH3005886, BRAWH3005892, BRAWH3005896, BR 
AWH3008167, BRAWH3008559, BRAWH3008867, BRAWH3009961, BRAWH3010461, BRAW 
H3010602, BRAWH3010657, BRAWH3010726, BRAWH3010833, BRAWH3011101, BRAWH3 
011331, BRAWH3011402, BRAWH3011577, BRAWH3011623, BRAWH3011685, 
BRAWH3011907, BRAWH3011929, BRAWH3012005, BRAWH3012662, BRAWH3012779, BR 
AWH3013009, BRAWH3013049, BRAWH3013264, BRAWH3013508, BRAWH3014609, BRAW 
H3014639, BRAWH3015017, BRAWH3015175, BRAWH3015610, BRAWH3015825, BRAWH3 
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016123, BRAWH3016715, BRAWH3017180, BRAWH3017259, BRAWH3017260, 
BRAWH3017477, BRAWH3017980, BRAWH3018063, BRAWH3018369, BRAWH3018548, BR 
AWH3018969, BRAWH3019026, BRAWH3019529, BRAWH3019594, BRAWH3019820, BRAW 
H3020200, BRAWH3020318, BRAWH3020884, BRAWH3020928, BRAWH3021012, BRAWH3 
021574, BRAWH3021580, BRAWH3021641, BRAWH3021643, BRAWH3021724, 
BRAWH3022347, BRAWH3022431, BRAWH3022459, BRAWH3022542, BRAWH3022651, BR 
AWH3022719, BRAWH3022900, BRAWH3023156, BRAWH3023168, BRAWH3023172, BRAW 
H3023274, BRAWH3023421, BRAWH3024186, BRAWH3024231, BRAWH3024242, BRAWH3 
024506, BRAWH3024989, BRAWH3026349, BRAWH3026938, BRAWH3027420, 
BRAWH3027440, BRAWH3027533, BRAWH3027574, BRAWH3027607, BRAWH3027616, BR 
AWH3027675, BRAWH3027806, BRAWH3027880, BRAWH3028202, BRAWH3028223, BRAW 
H3028461, BRAWH3028754, BRAWH3028796, BRAWH3029313, BRAWH3029385, BRAWH3 
029538, BRAWH3029806, BRAWH3030772, BRAWH3030810, BRAWH3030910, 
BRAWH3031054, BRAWH3031342, BRAWH3031710, BRAWH3032298, BRAWH3032340, BR 
AWH3032571, BRAWH3033117, BRAWH3033293, BRAWH3033448, BRAWH3033513, BRAW 
H3034097, BRAWH3034114, BRAWH3034134, BRAWH3034668, BRAWH3034743, BRAWH3 
034775, BRAWH3034890, BRAWH3035403, BRAWH3035904, BRAWH3035914, 
BRAWH3035936, BRAWH3036077, BRAWH3036247, BRAWH3036270, BRAWH3036334, BR 
AWH3036561, BRAWH3037265, BRAWH3037394, BRAWH3037428, BRAWH3037533, BRAW 
H3037979, BRAWH3038055, BRAWH3038230, BRAWH3038252, BRAWH3038324, BRCAN2 
010665, BRCAN2019953, BRCAN2022126, BRCAN2025093, BRC0C2012386, 
BRHIP2006819, BRHIP2006921, BRHIP2008756, BRHIP2009177, BRHIP2011199, BR 
HIP2013958, BRHIP2015153, BRHIP2016125, BRHIP2017714, BRHIP2020930, BRHI 
P2021929, BRHIP2023735, BRHIP2024941, BRHIP2026346, BRHIP2027077, BRHIP2 
027563, BRHIP2029529, BRHIP2029643, BRHIP2029663, BRHIP3000626, 
BRHIP3000859, BRHIP3001076, BRHIP3001141, BRHIP3001338, BRHIP3001360, BR 
HIP3001481, BRHIP3001573, BRHIP3001878, BRHIP3002000, BRHIP3002114, BRHI 
P3002124, BRHIP3002141, BRHIP3002363, BRHIP3002691, BRHIP3002920, BRHIP3 
002931, BRHIP3003063, BRHIP3003126, BRHIP3003306, BRHIP3003340, 
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BRHIP3003395, BRHIP3003688, BRHIP3003795, BRHIP3003845, BRHIP3003961, BR 
HIP3003984, BRHIP3004215, BRHIP3004710, BRHIP3004725, BRHIP3004774, BRHI 
P3004786, BRHIP3005037, BRHIP3005142, BRHIP3005231, BRHIP3005307, BRHIP3 
005673, BRHIP3005801, BRHIP3005944, BRHIP3006279, BRHIP3006294, 
BRHIP3006449, BRHIP3006786, BRHIP3006950, BRHIP3007172, BRHIP3007195, BR 
HIP3007223, BRHIP3007291, BRHIP3007409, BRHIP3007424, BRHIP3007609, BRHI 
P3007960, BRHIP3008082, BRHIP3008320, BRHIP3008714, BRHIP3009672, BRHIP3 
009753, BRHIP3010289, BRHIP3010916, BRHIP3011082, BRHIP3011269, 
BRHIP3011460, BRHIP3011567, BRHIP3011831, BRHIP3012185, BRHIP3012289, BR 
HIP3012357, BRHIP3012736, BRHIP3012997, BRHIP3013078, BRHIP3013588, BRHI 
P3013698, BRHIP3014675, BRHIP3015854, BRHIP3016032, BRHIP3016421, BRHIP3 
017109, BRHIP3017146, BRHIP3017256, BRHIP3017558, BRHIP3017855, 
BRHIP3018784, BRHIP3019643, BRHIP3019824, BRHIP3019880, BRHIP3019956, BR 
HIP3020046, BRHIP3020155, BRHIP3020733, BRHIP3021019, BRHIP3021499, BRHI 
P3021987, BRHIP3022656, BRHIP3023922, BRHIP3024703, BRHIP3024820, BRHIP3 
025795, BRHIP3025844, BRHIP3026231, BRHIP3026651, BRHIP3027160, 
BRHIP3027191, BRHIP3027651, BRHIP3027947, BRHIP3028246, BRHIP3028570, BR 
HIP3028742, BRSTN2010089, BRSTN2012069, BRSTN2016992, BRTHA2001953, BRTH 
A2008502, BRTHA2031517, BRTHA2033155, BRTHA2035743, BRTHA3003417, BRTHA3 
003736, BRTHA3005988, BRTHA3007662, BRTHA3010135, BRTHA3010212, 
BRTHA3011194, BRTHA3011265, BRTHA3012265, BRTHA3017791, BRTHA3020771, BR 
THA3021971, BRTHA3023403, CH0NS2002829, CT0NG2006235, CT0NG2009033, CTON 
G2020582, D90ST2003106, DFNES2001829, KIDNE2010049, LIVER2008465, MESAN2 
017133, NT2RI2009233, NT2RI2010795, NT2RI2015533, NT2RI3005923, 
NT2RI3009524, NT2RP7007387, NT2RP8001605, NT2RP8007920, NT0NG2008483, OC 
BBF2000831, 0CBBF2003518, OCBBF2018618, 0CBBF3001333, 0CBBF3004487, PLAC 
E7004103, PLACE7006240, PROST2007444, SMINT2012179, SYNOV4004210, TBAES2 
007428, TESTI2005112, TESTI2005564, TESTI2021654, TESTI4001569, 
TESTI4002072, TESTI4002774, TESTI4002799, TESTI4003602, TESTI4003703, TE 
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STI4003944, TESTI4004210, TESTI4005399, TESTI4005653, TESTI4006441, TEST 
14014908, TESTI4022158, TESTI4029297, THYMU3000776, THYMU3002887, THYMU3 
003007, THYMU3003350, THYMU3007308, THYMU3008105, THYMU3021586, 
THYMU3026000, THYMU3026306, THYMU3026350, THYMU3032798, THYMU3032867, TH 
YMU3034671, THYMU3037827, THYMU3038214, THYMU3044075, TKIDN2000319, TRAC 
H2013585, TRACH3002752, TRACH3003037, TRACH3003872, TRACH3004424, TRACH3 
006717, TRACH3007625, TRACH3007689, TRACH3008632, TRACH3009008, 
TRACH3010079, TRACH3016805, TRACH3016885, TRACH3022198, TRACH3024342, TR 
ACH3024671, TRACH3025316, TRACH3026303, TRACH3026676, TRACH3028855, TRAC 
H3032570, TRACH3036932, TRACH3038399, TST0M2000235, UTERU3005422, UTERU3 
010409, UTERU3013167, UTERU3016273 
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ASTR02016114, BRACE1000475, BRACE2002392, BRACE2003628, BRACE2005991, BR 
ACE2010336, BRACE2012528, BRACE2012625, BRACE2012833, BRACE2012838, BRAC 
E2012936, BRACE2012947, BRACE2013009, BRACE2013126, BRACE2013132, BRACE2 
016896, BRACE2017359, BRACE2017397, BRACE2017580, BRACE2017844, 
BRACE2017872, BRACE2017992, BRACE2019348, BRACE2023633, BRACE2023744, BR 
ACE2025452, BRACE2026404, BRACE2027312, BRACE2027382, BRACE2028956, BRAC 
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E2030039, BRACE2032584, BRACE2033128, BRACE2034434, BRACE2035120, BRACE2 
035191, BRACE2039362, BRACE2039607, BRACE2042541, BRACE2046976, 
BRACE2047232, BRACE2047975, BRACE3001403, BRACE3001973, BRACE3002344, BR 
ACE3002541, BRACE3002756, BRACE3003866, BRACE3004046, BRACE3004371, BRAC 
E3004767, BRACE3004887, BRACE3004981, BRACE3005870, BRACE3005903, BRACE3 
006553, BRACE3007649, BRACE3007869, BRACE3009075, BRACE3009265, 
BRACE3009392, BRACE3009416, BRACE3009539, BRACE3010702, BRACE3011447, BR 
ACE3011774, BRACE3013418, BRACE3013874, BRACE3013986, BRACE3014523, BRAC 
E3014714, BRACE3015090, BRACE3015898, BRACE3016020, BRACE3016167, BRACE3 
016580, BRACE3016788, BRACE3016810, BRACE3016862, BRACE3017253, 
BRACE3018083, BRACE3019570, BRACE3019611, BRACE3019817, BRACE3019941, BR 
ACE3020356, BRACE3020669, BRACE3021430, BRACE3021517, BRACE3021805, BRAC 
E3022051, BRACE3022303, BRACE3022312, BRACE3022340, BRACE3022847, BRACE3 
023604, BRACE3024379, BRACE3024444, BRACE3024497, BRACE3024537, 
BRACE3024879, BRACE3025627, BRACE3025719, BRACE3026161, BRACE3026290, BR 
ACE3026345, BRACE3026456, BRACE3026802, BRACE3026844, BRACE3026947, BRAC 
E3027256, BRACE3027931, BRACE3028360, BRACE3028895, BRACE3028998, BRACE3 
029005, BRACE3029021, BRACE3029205, BRACE3029447, BRACE3030538, 
BRACE3031161, BRACE3031184, BRACE3031185, BRACE3031315, BRACE3031372, BR 
ACE3031579, BRACE3031728, BRACE3031743, BRACE3031843, BRACE3032385, BRAC 
E3032537, BRACE3032538, BRACE3032631, BRACE3032980, BRACE3033525, BRACE3 
034183, BRACE3034389, BRACE3034964, BRACE3034993, BRACE3035168, 
BRACE3036156, BRACE3036271, BRACE3036283, BRACE3037612, BRACE3037637, BR 
ACE3037803, BRACE3038012, BRACE3038030, BRACE3038570, BRACE3038760, BRAC 
E3039288, BRACE3039358, BRACE3039378, BRACE3039454, BRACE3040012, BRACE3 
040239, BRACE3040504, BRACE3040644, BRACE3040863, BRACE3041059, 
BRACE3041162, BRACE3041827, BRACE3042046, BRACE3042210, BRACE3042326, BR 
ACE3042409, BRACE3042432, BRACE3042594, BRACE3043597, BRACE3044090, BRAC 
E3044172, BRACE3044247, BRACE3044377, BRACE3044495, BRACE3045078, BRACE3 
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045145, BRACE3045424, BRACE3045708, BRACE3045981, BRACE3046049, 
BRACE3046152, BRACE3046294, BRACE3046466, BRACE3046491, BRACE3046609, BR 
ACE3046837, BRACE3046855, BRACE3046966, BRACE3047018, BRACE3047482, BRAC 
E3047801, BRAMY2031516, BRAMY3002329, BRAMY3004126, BRAMY3004364, BRAMY3 
005912, BRAMY3008436, BRAMY3009491, BRAWH2000256, BRAWH2002333, 
BRAWH2004078, BRAWH2010364, BRAWH2010619, BRAWH2011796, BRAWH2011812, BR 
AWH2011958, BRAWH2012054, BRAWH2012866, BRAWH2013955, BRAWH2014053, BRAW 
H2016209, BRAWH2016223, BRAWH2016305, BRAWH2016514, BRAWH2016562, BRAWH2 
016785, BRAWH3000446, BRAWH3000884, BRAWH3001053, BRAWH3001638, 
BRAWH3001783, BRAWH3001833, BRAWH3003244, BRAWH3003573, BRAWH3003975, BR 
AWH3004335, BRAWH3004350, BRAWH3005037, BRAWH3005886, BRAWH3005892, BRAW 
H3005896, BRAWH3008167, BRAWH3008559, BRAWH3008867, BRAWH3009961, BRAWH3 
010461, BRAWH3010602, BRAWH3010657, BRAWH3010726, BRAWH3010833, 
BRAWH3011101, BRAWH3011331, BRAWH3011402, BRAWH3011577, BRAWH3011623, BR 
AWH3011685, BRAWH3011907, BRAWH3011929, BRAWH3012005, BRAWH3012662, BRAW 
H3012779, BRAWH3013009, BRAWH3013049, BRAWH3013264, BRAWH3013508, BRAWH3 
014609, BRAWH3014639, BRAWH3015017, BRAWH3015175, BRAWH3015610, 
BRAWH3015825, BRAWH3016123, BRAWH3016715, BRAWH3017180, BRAWH3017259, BR 
AWH3017260, BRAWH3017477, BRAWH3017980, BRAWH3018063, BRAWH3018369, BRAW 
H3018548, BRAWH3018969, BRAWH3019026, BRAWH3019529, BRAWH3019594, BRAWH3 
019820, BRAWH3020200, BRAWH3020318, BRAWH3020884, BRAWH3020928, 
BRAWH3021012, BRAWH3021574, BRAWH3021580, BRAWH3021641, BRAWH3021643, BR 
AWH3021724, BRAWH3022347, BRAWH3022431, BRAWH3022459, BRAWH3022542, BRAW 
H3022651, BRAWH3022719, BRAWH3022900, BRAWH3023156, BRAWH3023168, BRAWH3 
023172, BRAWH3023274, BRAWH3023421, BRAWH3024186, BRAWH3024231, 
BRAWH3024242, BRAWH3024506, BRAWH3024989, BRAWH3026349, BRAWH3026938, BR 
AWH3027420, BRAWH3027440, BRAWH3027533, BRAWH3027574, BRAWH3027607, BRAW 
H3027616, BRAWH3027675, BRAWH3027806, BRAWH3027880, BRAWH3028202, BRAWH3 
028223, BRAWH3028461, BRAWH3028754, BRAWH3028796, BRAWH3029313, 
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BRAWH3029385, BRAWH3029538, BRAWH3029806, BRAWH3030772, BRAWH3030810, BR 
AWH3030910, BRAWH3031054, BRAWH3031342, BRAWH3031710, BRAWH3032298, BRAW 
H3032340, BRAWH3032571, BRAWH3033117, BRAWH3033293, BRAWH3033448, BRAWH3 
033513, BRAWH3034097, BRAWH3034114, BRAWH3034134, BRAWH3034668, 
BRAWH3034743, BRAWH3034775, BRAWH3034890, BRAWH3035403, BRAWH3035904, BR 
AWH3035914, BRAWH3035936, BRAWH3036077, BRAWH3036247, BRAWH3036270, BRAW 
H3036334, BRAWH3036561, BRAWH3037265, BRAWH3037394, BRAWH3037428, BRAWH3 
037533, BRAWH3037979, BRAWH3038055, BRAWH3038230, BRAWH3038252, 
BRAWH3038324, BRCAN2010665, BRCAN2019953, BRCAN2022126, BRCAN2025093, BR 
C0C2012386, BRHIP2015153, BRHIP2027077, BRHIP2029643, BRHIP3001360, BRHI 
P3001573, BRHIP3002000, BRHIP3002114, BRHIP3003063, BRHIP3003126, BRHIP3 
003961, BRHIP3003984, BRHIP3004215, BRHIP3004774, BRHIP3005801, 
BRHIP3007223, BRHIP3007409, BRHIP3008320, BRHIP3014675, BRHIP3017855, BR 
HIP3018784, BRHIP3021019, BRHIP3028246, BRHIP3028570, BRSSN2011843, BRSS 
N2013696, BRSTN2010089, BRSTN2011961, BRSTN2012069, BRSTN2016992, BRTHA2 
033155, BRTHA2035743, BRTHA3003736, BRTHA3005988, BRTHA3009858, 
BRTHA3010135, BRTHA3010212, BRTHA3010530, BRTHA3011194, BRTHA3011265, BR 
THA3011998, BRTHA3017791, BRTHA3020771, BRTHA3021708, BRTHA3021971, BRTH 
A3023403, CH0NS2002829, CTONG2006235, CT0NG2009033, CT0NG2020582, CT0NG2 
027959, D90ST2003106, DFNES2001829, KIDNE2010049, KIDNE2017153, 
LIVER2008465, MESAN2017133, N0VAR2000783, NT2RI2009233, NT2RI2015533, NT 
2RI3005923, NT2RI3009524, NT2RP7007387, NT2RP8001605, NT2RP8007920, NT2R 
P8009119, NT0NG2008483, NTONG2009468, 0CBBF2003518, 0CBBF2014745, 0CBBF2 
018618, 0CBBF3001333, OCBBF3004487, PLACE7004103, PLACE7006240, 
PR0ST2007444, TBAES2007428, TESTI2005112, TESTI2018867, TESTI2021654, TE 
STI4002072, TESTI4002774, TESTI4002799, TESTI4003602, TESTI4003703, TEST 
14004210, TESTI4005013, TESTI4005399, TESTI4005653, TESTI4006441, TESTI4 
014908, TESTI4022158, TESTI4029297, TESTI4032913, TESTI4043223, 
THYMU3000776, THYMU3002887, THYMU3003350, THYMU3007308, THYMU3021586, TH 
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YMU3026000, THYMU3026306, THYMU3026350, THYMU3032798, THYMU3032867, THYM 
U3033626, THYMU3034671, THYMU3037827, THYMU3038214, THYMU3044075, TLIVE2 
007736, TRACH2013585, TRACH3002752, TRACH3003037, TRACH3003872, 
TRACH3004424, TRACH3006717, TRACH3007625, TRACH3007689, TRACH3007995, TR 
ACH3008632, TRACH3009008, TRACH3010079, TRACH3016805, TRACH3016885, TRAC 
H3024342, TRACH3024671, TRACH3026303, TRACH3026676, TRACH3028855, TRACH3 
032570, TRACH3036932, TRACH3038399, UTERU3000670, UTERU3010409, 
UTERU3013167, UTERU3015011 
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ASTR02008972, ASTR02016114, BLADE2004849, BRACE2002392, BRACE2012528, BR 
ACE2019348, BRACE3004371, BRACE3004767, BRACE3019941, BRACE3022312, BRAC 
E3022340, BRACE3031185, BRACE3031743, BRACE3032385, BRACE3032631, BRACE3 
036156, BRACE3039358, BRACE3040863, BRACE3042432, BRACE3045981, 
BRAMY2031516, BRAMY3002329, BRAMY3004126, BRAMY3005912, BRAMY3008436, BR 
AMY3009556, BRAMY3010654, BRAMY4001863, BRAWH2000256, BRAWH2002333, BRAW 
H2004078, BRAWH2010364, BRAWH2010619, BRAWH2011796, BRAWH2011812, BRAWH2 
011958, BRAWH2012054, BRAWH2012866, BRAWH2013955, BRAWH2014053, 
BRAWH2016209, BRAWH2016223, BRAWH2016305, BRAWH2016514, BRAWH2016562, BR 
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AWH2016785, BRAWH3000446, BRAWH3000884, BRAWH3001053, BRAWH3001638, BRAW 
H3001783, BRAWH3001833, BRAWH3003244, BRAWH3003573, BRAWH3003975, BRAWH3 
004335, BRAWH3004350, BRAWH3005037, BRAWH3005886, BRAWH3005892, 
BRAWH3005896, BRAWH3008167, BRAWH3008559, BRAWH3008867, BRAWH3009961, BR 
AWH3010461, BRAWH3010602, BRAWH3010657, BRAWH3010726, BRAWH3010833, BRAW 
H3011101, BRAWH3011331, BRAWH3011402, BRAWH3011577, BRAWH3011623, BRAWH3 
011685, BRAWH3011907, BRAWH3011929, BRAWH3012005, BRAWH3012662, 
BRAWH3012779, BRAWH3013009, BRAWH3013049, BRAWH3013264, BRAWH3013508, BR 
AWH3014609, BRAWH3014639, BRAWH3015017, BRAWH3015175, BRAWH3015610, BRAW 
H3015825, BRAWH3016123, BRAWH3016715, BRAWH3017180, BRAWH3017259, BRAWH3 
017260, BRAWH3017477, BRAWH3017980, BRAWH3018063, BRAWH3018369, 
BRAWH3018548, BRAWH3018969, BRAWH3019026, BRAWH3019529, BRAWH3019594, BR 
AWH3019820, BRAWH3020200, BRAWH3020318, BRAWH3020884, BRAWH3020928, BRAW 
H3021012, BRAWH3021574, BRAWH3021580, BRAWH3021641, BRAWH3021643, BRAWH3 
021724, BRAWH3022347, BRAWH3022431, BRAWH3022459, BRAWH3022542, 
BRAWH3022651, BRAWH3022719, BRAWH3022900, BRAWH3023156, BRAWH3023168, BR 
AWH3023172, BRAWH3023274, BRAWH3023421, BRAWH3024186, BRAWH3024231, BRAW 
H3024242, BRAWH3024506, BRAWH3024989, BRAWH3026349, BRAWH3026938, BRAWH3 
027420, BRAWH3027440, BRAWH3027533, BRAWH3027574, BRAWH3027607, 
BRAWH3027616, BRAWH3027675, BRAWH3027806, BRAWH3027880, BRAWH3028202, BR 
AWH3028223, BRAWH3028461, BRAWH3028754, BRAWH3028796, BRAWH3029313, BRAW 
H3029385, BRAWH3029538, BRAWH3029806, BRAWH3030772, BRAWH3030810, BRAWH3 
030910, BRAWH3031054, BRAWH3031342, BRAWH3031710, BRAWH3032298, 
BRAWH3032340, BRAWH3032571, BRAWH3033117, BRAWH3033293, BRAWH3033448, BR 
AWH3033513, BRAWH3034097, BRAWH3034114, BRAWH3034134, BRAWH3034668, BRAW 
H3034743, BRAWH3034775, BRAWH3034890, BRAWH3035403, BRAWH3035904, BRAWH3 
035914, BRAWH3035936, BRAWH3036077, BRAWH3036247, BRAWH3036270, 
BRAWH3036334, BRAWH3036561, BRAWH3037265, BRAWH3037394, BRAWH3037428, BR 
AWH3037533, BRAWH3037979, BRAWH3038055, BRAWH3038230, BRAWH3038252, BRAW 
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H3038324, BRCAN2002892, BRCAN2010665, BRCAN2020234, BRCAN2022126, BRCAN2 
025093, BRC0C2006164, BRC0C2012386, BRHIP2013958, BRHIP2015153, 
BRHIP2027077, BRHIP3001573, BRHIP3002000, BRHIP3002691, BRHIP3002920, BR 
HIP3003063, BRHIP3003961, BRHIP3003984, BRHIP3004215, BRHIP3004774, BRHI 
P3007223, BRHIP3007409, BRHIP3008320, BRHIP3014675, BRHIP3017855, BRHIP3 
018784, BRHIP3020046, BRHIP3021019, BRHIP3028246, BRHIP3028570, 
BRSSN2015497, BRSTN2010089, BRSTN2011961, BRSTN2012069, BRSTN2016992, BR 
THA2000969, BRTHA2001304, BRTHA2001953, BRTHA2002091, BRTHA2003759, BRTH 
A2005448, BRTHA2006720, BRTHA2008502, BRTHA2008598, BRTHA2010672, BRTHA2 
012189, BRTHA2014647, BRTHA2018304, BRTHA2019726, BRTHA2019743, 
BRTHA2020400, BRTHA2020566, BRTHA2020642, BRTHA2020695, BRTHA2020721, BR 
THA2020781, BRTHA2020910, BRTHA2021212, BRTHA2021440, BRTHA2021450, BRTH 
A2022074, BRTHA2022914, BRTHA2022968, BRTHA2023402, BRTHA2023437, BRTHA2 
024177, BRTHA2024354, BRTHA2024712, BRTHA2025869, BRTHA2026071, 
BRTHA2026290, BRTHA2026311, BRTHA2027227, BRTHA2027229, BRTHA2027250, BR 
THA2028297, BRTHA2029969, BRTHA2030036, BRTHA2030213, BRTHA2031517, BRTH 
A2031917, BRTHA2032763, BRTHA2033122, BRTHA2033155, BRTHA2033320, BRTHA2 
033469, BRTHA2033683, BRTHA2034281, BRTHA2034576, BRTHA2035743, 
BRTHA2036055, BRTHA2036295, BRTHA2037247, BRTHA2038279, BRTHA2038345, BR 
THA2038353, BRTHA3000456, BRTHA3002411, BRTHA3003225, BRTHA3003417, BRTH 
A3003736, BRTHA3005988, BRTHA3006593, BRTHA3007469, BRTHA3007662, BRTHA3 
009858, BRTHA3010135, BRTHA3010212, BRTHA3010469, BRTHA3010530, 
BRTHA3010540, BRTHA3010717, BRTHA3011187, BRTHA3011194, BRTHA3011229, BR 
THA3011265, BRTHA3011306, BRTHA3011361, BRTHA3011510, BRTHA3011892, BRTH 
A3011998, BRTHA3012265, BRTHA3013860, BRTHA3013882, BRTHA3014000, BRTHA3 
014105, BRTHA3014507, BRTHA3014547, BRTHA3014835, BRTHA3014854, 
BRTHA3014920, BRTHA3016616, BRTHA3017791, BRTHA3018409, BRTHA3018623, BR 
THA3019183, BRTHA3020369, BRTHA3020771, BRTHA3021569, BRTHA3021708, BRTH 
A3021786, BRTHA3021971, BRTHA3022641, BRTHA3023403, BRTHA3023590, BRTHA3 
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023929, BRTHA3024600, BRTHA3025073, BRTHA3026161, BRTHA3026180, 
BRTHA3026556, BRTHA3026916, BRTHA3027171, BRTHA3027318, BRTHA3027638, BR 
THA3027820, BRTHA3027879, BRTHA3027957, BRTHA3028339, BRTHA3028505, CHON 
S2002829, CTONG2006235, CT0NG2009033, CT0NG2011801, CT0NG2020582, D90ST2 
003106, DFNES2001829, KIDNE2010049, LIVER2008465, MESAN2017133, 
NT2RI2009233, NT2RI2010795, NT2RI2015533, NT2RI3005923, NT2RI3009524, NT 
2RP7007387, NT2RP8001605, NT2RP8007920, NT0NG2008483, 0CBBF2003518, OCBB 
F2009536, OCBBF2018618, 0CBBF3001333, OCBBF3004487, 0CBBF3008835, PLACE6 
003004, PLACE7004103, PLACE7006240, PR0ST2007444, SMINT2009292, 
TBAES2007428, TESTI2005112, TESTI2021654, TESTI2039342, TESTI4002072, TE 
STI4002774, TESTI4002799, TESTI4003602, TESTI4003703, TESTI4004210, TEST 
14004695, TESTI4005399, TESTI4005653, TESTI4006441, TESTI4007965, TESTI4 
010979, TESTI4013474, TESTI4014908, TESTI4022158, TESTI4029297, 
TESTI4032913, THYMU3000776, THYMU3002887, THYMU3003350, THYMU3021586, TH 
YMU3026000, THYMU3026306, THYMU3026350, THYMU3032798, THYMU3032867, THYM 
U3037827, THYMU3038214, THYMU3044075, TRACH2013585, TRACH3002752, TRACH3 
003037, TRACH3003872, TRACH3004424, TRACH3006717, TRACH3007625, 
TRACH3007689, TRACH3008508, TRACH3008632, TRACH3009008, TRACH3010079, TR 
ACH3016805, TRACH3016885, TRACH3024342, TRACH3024671, TRACH3026303, TRAC 
H3026676, TRACH3028855, TRACH3032570, TRACH3036932, TRACH3038399, UTERU3 
010409, UTERU3012414, UTERU3013167, UTERU3017995, UTERU3018172 
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jj~xj*mmK^m^&& t^tbti&o mw&*<v7 j >) - (bramy) t 

, IE#^MItfi*^7-r 77 'J - (BRAWH) OcDNA&#ffiLTJttS^fc*S* ( 
^9) , ^%^m5Lmt(Ofr&mttteVl~T<0 3, 5 7 ^n->t?ab-3fc 0 
ASTR02016114, BRACE2002392, BRACE2012528, BRACE2017397, BRACE2017844, BR 
ACE3004371, BRACE3004767, BRACE3022340, BRACE3031185, BRACE3031315, BRAC 
E3031743, BRACE3032385, BRACE3032631, BRACE3039358, BRACE3040863, BRACE3 
042432, BRACE3045981, BRAMY2015516, BRAMY2021098, BRAMY2022320, 
BRAMY2023939, BRAMY2025495, BRAMY2031516, BRAMY2033895, BRAMY2035801, BR 
AMY2036254, BRAMY2036266, BRAMY2037609, BRAMY2039630, BRAMY2040915, BRAM 
Y2041347, BRAMY2041384, BRAMY2041507, BRAMY2044686, BRAMY2046489, BRAMY2 
046537, BRAMY3000692, BRAMY3001409, BRAMY3002329, BRAMY3002508, 
BRAMY3002886, BRAMY3004126, BRAMY3004364, BRAMY3005184, BRAMY3005656, BR 
AMY3005912, BRAMY3007078, BRAMY3007449, BRAMY3007471, BRAMY3008436, BRAM 
Y3009158, BRAMY3009491, BRAMY3009556, BRAMY3009904, BRAMY3010321, BRAMY3 
010603, BRAMY3010654, BRAMY4000915, BRAMY4000962, BRAMY4001234, 
BRAMY4001652, BRAMY4001863, BRAMY4001913, BRAMY4002575, BRAMY4002628, BR 
AWH2000256, BRAWH2002333, BRAWH2004078, BRAWH2010364, BRAWH2010619, BRAW 
H2011796, BRAWH2011812, BRAWH2011958, BRAWH2012054, BRAWH2012866, BRAWH2 
013955, BRAWH2014053, BRAWH2016209, BRAWH2016223, BRAWH2016305, 
BRAWH2016514, BRAWH2016562, BRAWH2016785, BRAWH3000446, BRAWH3000884, BR 
AWH3001053, BRAWH3001638, BRAWH3001783, BRAWH3001833, BRAWH3003244, BRAW 
H3003573, BRAWH3003975, BRAWH3004335, BRAWH3004350, BRAWH3005037, BRAWH3 
005886, BRAWH3005892, BRAWH3005896, BRAWH3008167, BRAWH3008559, 
BRAWH3008867, BRAWH3009961, BRAWH3010461, BRAWH3010602, BRAWH3010657, BR 
AWH3010726, BRAWH3010833, BRAWH3011101, BRAWH3011331, BRAWH3011402, BRAW 
H3011577, BRAWH3011623, BRAWH3011685, BRAWH3011907, BRAWH3011929, BRAWH3 
012005, BRAWH3012662, BRAWH3012779, BRAWH3013009, BRAWH3013049, 
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BRAWH3013264, BRAWH3013508, BRAWH3014609, BRAWH3014639, BRAWH3015017, BR 
AWH3015175, BRAWH3015610, BRAWH3015825, BRAWH3016123, BRAWH3016715, BRAW 
H3017180, BRAWH3017259, BRAWH3017260, BRAWH3017477, BRAWH3017980, BRAWH3 
018063, BRAWH3018369, BRAWH3018548, BRAWH3018969, BRAWH3019026, 
BRAWH3019529, BRAWH3019594, BRAWH3019820, BRAWH3020200, BRAWH3020318, BR 
AWH3020884, BRAWH3020928, BRAWH3021012, BRAWH3021574, BRAWH3021580, BRAW 
H3021641, BRAWH3021643, BRAWH3021724, BRAWH3022347, BRAWH3022431, BRAWH3 
022459, BRAWH3022542, BRAWH3022651, BRAWH3022719, BRAWH3022900, 
BRAWH3023156, BRAWH3023168, BRAWH3023172, BRAWH3023274, BRAWH3023421, BR 
AWH3024186, BRAWH3024231, BRAWH3024242, BRAWH3024506, BRAWH3024989, BRAW 
H3026349, BRAWH3026938, BRAWH3027420, BRAWH3027440, BRAWH3027533, BRAWH3 
027574, BRAWH3027607, BRAWH3027616, BRAWH3027675, BRAWH3027806, 
BRAWH3027880, BRAWH3028202, BRAWH3028223, BRAWH3028461, BRAWH3028754, BR 
AWH3028796, BRAWH3029313, BRAWH3029385, BRAWH3029538, BRAWH3029806, BRAW 
H3030772, BRAWH3030810, BRAWH3030910, BRAWH3031054, BRAWH3031342, BRAWH3 
031710, BRAWH3032298, BRAWH3032340, BRAWH3032571, BRAWH3033117, 
BRAWH3033293, BRAWH3033448, BRAWH3033513, BRAWH3034097, BRAWH3034114, BR 
AWH3034134, BRAWH3034668, BRAWH3034743, BRAWH3034775, BRAWH3034890, BRAW 
H3035403, BRAWH3035904, BRAWH3035914, BRAWH3035936, BRAWH3036077, BRAWH3 
036247, BRAWH3036270, BRAWH3036334, BRAWH3036561, BRAWH3037265, 
BRAWH3037394, BRAWH3037428, BRAWH3037533, BRAWH3037979, BRAWH3038055, BR 
AWH3038230, BRAWH3038252, BRAWH3038324, BRCAN2010665, BRCAN2022126, BRCA 
N2025093, BRC0C2012386, BRHIP2015153, BRHIP2027077, BRHIP3001573, BRHIP3 
002000, BRHIP3002691, BRHIP3003063, BRHIP3003984, BRHIP3004215, 
BRHIP3004774, BRHIP3005673, BRHIP3007223, BRHIP3007409, BRHIP3008320, BR 
HIP3012736, BRHIP3014675, BRHIP3017146, BRHIP3017855, BRHIP3018784, BRHI 
P3020046, BRHIP3021019, BRHIP3028246, BRHIP3028570, BRSTN2010089, BRSTN2 
012069, BRSTN2016992, BRTHA2026071, BRTHA2033155, BRTHA3003736, 
BRTHA3005988, BRTHA3010135, BRTHA3010212, BRTHA3011194, BRTHA3011265, BR 
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THA3017791, BRTHA3020771, BRTHA3021971, BRTHA3023403, BRTHA3026916, CHON 
S2002829, CT0NG2006235, CT0NG2009033, CT0NG2020582, D90ST2003106, DFNES2 
001829, KIDNE2010049, MESAN2017133, NT2RI2009233, NT2RI2010795, 
NT2RI2015533, NT2RI3005923, NT2RI3009524, NT2RP7007387, NT2RP8001605, NT 
2RP8007920, NT0NG2008483, 0CBBF2000831, 0CBBF2003518, 0CBBF2018618, OCBB 
F2030927, 0CBBF3001333, 0CBBF3004487, 0CBBF3009244, PLACE6008315, PLACE6 
010936, PLACE7004103, PLACE7006240, PR0ST2007444, SPLEN2012571, 
SYN0V4004210, SYN0V4009575, TBAES2007428, TESTI2005112, TESTI2021654, TE 
STI4002072, TESTI4002774, TESTI4002799, TESTI4003602, TESTI4003703, TEST 
14004210, TESTI4005399, TESTI4005653, TESTI4006441, TESTI4014908, TESTI4 
022158, TESTI4029297, TESTI4032913, TESTI4043223, TESTI4046073, 
THYMU3000776, THYMU3002887, THYMU3003350, THYMU3008105, THYMU3019476, TH 
YMU3021586, THYMU3026000, THYMU3026306, THYMU3026350, THYMU3032798, THYM 
U3032867, THYMU3037827, THYMU3038214, THYMU3044075, TRACH2013585, TRACH3 
002752, TRACH3003037, TRACH3003872, TRACH3004424, TRACH3006717, 
TRACH3007625, TRACH3007689, TRACH3008632, TRACH3009008, TRACH3010079, TR 
ACH3016805, TRACH3016885, TRACH3024342, TRACH3024671, TRACH3026303, TRAC 
H3026676, TRACH3028855, TRACH3032570, TRACH3036932, TRACH3038399, UTERU3 
010409, UTERU3013167 
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VXT<F> 1 0 ?D-Ve*ofc 0 

BRSTN2011961, BRSTN2012069, TBAES2003917, TBAES2005361, TBAES2007428, TB 
AES2007548, TBAES2007862, TESTI2005564, TESTI4017854, TRACH3016805 
[0 2 7 0] 

^IIfif^7^77'J- (TCERX) t> sE^^J-'gmWM^v 4 l ) 
- (CERVX) <7)cDNA^Ii?#LTJ:b^L7t:|$^ (ill) , Wi^xm^it^hh 
mitt\$VX~T<D 6 ^ n - >-e^)o7c 0 

BRACE2017397, BRHIP2027077, BRSTN2011961, BRSTN2012069, CERVX2000812, CE 
RVX2000968 

[0 2 7 1 ] 

&m^A,&$:<D7 4 77 'J - (TCOLN) iE1lr&laJj§&3£<7) 7 4 ~X*7 } ) — (C 
OLON) <DcDMZM%fLX}t%iLfz®iM (^12) , m%X*%mmi<n *> 
ii£XT<n 1 0 7n->t*o/: 0 

BRSTN2011961, BRSTN2012069, C0L0N2001829, COL0N2001866, C0L0N2004351, CO 
L0N2004911, C0L0N2005623, C0L0N2005735, 0CBBF3001333, SMINT2017964 
[0 2 7 2] 

^il^fi^O^^r ^'J- (TES0P) fc, iE^^^:iifi*0 7-f (N 
ES0P) OcDNAS:»*fL-CJt«L^:fif* (il3) , ffl^S&S&ffcOabaflMKT- 
l±)?XT<n 1 4 * n->t?&ofc 0 

BRAMY3004364, BRAWH3027533, BRHIP3007223, BRSTN2011961, BRSTN2012069, CT 
0NG2011801, CT0NG3002518, SMINT2009292, TES0P2002005, TES0P2003308, TESO 
P2004110, TESOP2008556, UTERU3015011, UTERU3017995 
[0 2 7 3] 

11^*0 7^^7';- (tkidn) zes^m**^^^';- (k 
idne) <Dcmk*Mffi LxttmLtzifeW: mi 4) , m%-ef&mM<t<o$>2>3&fc i f- 

BRACE2002392, BRACE2012528, BRACE3004371, BRAMY2039630, BRAMY3004364, BR 
AMY3008436, BRAWH2004078, BRAWH3012662, BRAWH3021574, BRAWH3022651, BRAW 
H3037428, BRCAN2019953, BRCAN2022126, BRHIP3002000, BRHIP3002691, BRHIP3 
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012997, BRHIP3020046, BRSTN2012069, BRSTN2016992, BRTHA3010212, 
CTONG2006235, KIDNE2004531, KIDNE2010049, KIDNE2014496, KIDNE2015987, KI 
DNE2016464, KIDNE2017153, KIDNE2018268, NT2RI2015533, NT2RP7007387, OCBB 
F3004487, PLACE6008315, SYN0V4004210, TESTI2005112, THYMU3001776, THYMU3 
002887, THYMU3029795, THYMU3032867, TKIDN2000319, TKIDN2003396, 
TKIDN2010602, TKIDN2011051, TKIDN2011160 
[0 2 7 4] 

tf-m&A,mm<v9J -?? - (tlive) jE^^^m.m^^4 r?v- a 

IVER) (DcDKAZBtirLX tmLfzmW: (il5) , M^Tf&ilieffcO&^f^ 
fiJ^TF?) 1 4 ^ D- >Xfr^fz 0 

BRAWH3022651, BRCAN2020412, BRSTN2012069, BRTHA3003736, CT0NG2006235, LI 
VER2008465, TESTI4013474, THYMU3002887, THYMU3038158, TLIVE2000142, TLIV 
E2001616, TLIVE2007736, TLIVE2008797, TRACH3027229 
[0 2 7 5] 

m&As&ik'D? 4 7? - (TLUNG) t y IE#&Jffi&*<7)7 4 >) - (HLUNG 

) (DcDMZMMLxkmLfzmw: (in) , m^x^mmt^^^mim^nix 

T<?) 1 7 * o->t^o^ 0 

BRACE3036283, BRAMY2031516, BRSTN2011961, BRSTN2012069, HLUNG2012600, ME 
SAN2009156, NT0NG2008483, PROST2007444, TESTI4003703, TESTI4005653, TEST 
14013474, TESTI4029297, THYMU3001776, THYMU3033626, THYMU3034671, THYMU3 
041428, TRACH3022198 
[0 2 7 6] 

WWzff^&^zCDy 4 7*7 >; - (TOVER) JElStefflgk&^tDy J 7*? V - (N 

over) <DcDHA>knmLxstmLtz%i%: (mi 7) , mnx%%Lmt<7)$>&ikm? 

li&T<D3 tu-yxfr-otzo 
BRSTN2012069, NOVAR2000783, THYMU3002887 
[0 2 7 7] 
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BRSTN2012069, CH0NS2002829, ST0MA2003894, ST0MA2004663, THYMU3001776, TS 
T0M2000235, TST0M2001571, TST0M2002611, TST0M2002682 
[0 2 7 8] 

^^A,m^y^yy')- (TUTER) IE#^T-sS*^^-r 7? U - (U 

teru) ocDNA*»*fLTjt«L^ig* (in) , m%-c5km.mt<7>$>2>mm^ 

\*VXT<D 1 2 8 ^ n->"C*ofw 0 

BRACE2012528, BRACE2017397, BRACE3004371, BRACE3036283, BRACE3040863, BR 
AMY2031516, BRAMY3005184, BRAWH2004078, BRAWH3004350, BRAWH3022651, BRAW 
H3024186, BRAWH3029806, BRAWH3031342, BRCAN2022126, BRHIP3001076, BRHIP3 
002000, BKHIP3002141, BRHIP3005307, BRHIP3007223, BRHIP3017855, 
BRHIP3020046, BRSTN2010089, BRSTN2011961, BRSTN2012069, BRSTN2016892, BR 
THA3003736, BRTHA3011265, BRTHA3023403, BRTHA3027879, CH0NS2002829, CTON 
G2001932, CT0NG2003517, CTONG2006235, CT0NG2011801, CT0NG3002518, DFNES2 
001829, KIDNE2010049, LIVER2008465, NT2RI3005923, 0CBBF3001333, 
0CBBF3004487, PLACE6008315, PLACE7006240, PROST2007444, SPLEN2012571, SY 
N0V4000598, SYN0V4009575, T1ESE2000904, TESTI4002072, TESTI4002195, TEST 
14002774, TESTI4002799, TESTI4003703, TESTI4003944, TESTI4005399, TESTI4 
005653, TESTI4024245, TESTI4029297, THYMU3002887, THYMU3021586, 
THYMU3026350, THYMU3032798, THYMU3034616, THYMU3034671, TRACH3003872, TR 
ACH3005699, TRACH3006800, TRACH3008632, TRACH3009008, TUTER1000014, TUTE 
R2001433, UTERU2000300, UTERU2014998, UTERU2016464, UTERU2016669, UTERU2 
020226, UTERU2022955, UTERU2023941, UTERU2024042, UTERU2027369, 
UTERU2028377, UTERU2029660, UTERU2035926, UTERU2037423, UTERU3000670, UT 
ERU3001029, UTERU3001394, UTERU3001946, UTERU3004635, UTERU3005264, UTER 
U3005422, UTERU3006538, UTERU3006720, UTERU3007108, UTERU3009775, UTERU3 
010029, UTERU3010409, UTERU3010604, UTERU3010892, UTERU3010919, 
UTERU3011092, UTERU3011398, UTERU3011558, UTERU3011579, UTERU3011837, UT 
ERU3012293, UTERU3012414, UTERU3012476, UTERU3012599, UTERU3012999, UTER 
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U3013167, UTERU3013302, UTERU3014274, UTERU3014647, UTERU3014906, UTERU3 
015011, UTERU3015299, UTERU3015647, UTERU3015844, UTERU3016070, 
UTERU3016273, UTERU3016274, UTERU3016308, UTERU3017441, UTERU3017626, UT 
ERU3017995, UTERU3018172, UTERU3018255 
[0 2 7 9] 

t^«©7^r7'j- (ctong) lES&is-ii^o^ r^ 1 ;- (ntong 

) OcDNA*j»*fL-rJttSELfce* (f2 0) , W^^f&ii^fcO** ftfeT-ttm 
T<7) 6 7 fv — y-C&ofZo 

BRACE2012528, BRAMY4001863, BRAWH3021574, BRAWH3022651, BRAWH3024186, BR 
HIP2027077, BRHIP3001573, BRHIP3002000, BRHIP3007223, BRHIP3012997, BRHI 
P3020046, BRSSN2013696, BRSTN2011961, BRSTN2012069, BRTHA2027229, BRTHA2 
033155, BRTHA3011194, BRTHA3022641, CT0NG2001932, CT0NG2003517, 
CT0NG2006235, CT0NG2008989, CTONG2009033, CT0NG2009570, CTONG2010330, CT 
0NG2011801, CT0NG2012123, CT0NG2014206, CT0NG2014959, CT0NG2020582, CTON 
G2026987, CT0NG2027150, CT0NG2027591, CT0NG2027783, CT0NG2027959, CT0NG3 
001605, CT0NG3002518, CT0NG3002588, CT0NG3003669, CT0NG3008223, 
NT2RI2009233, NT0NG2002278, NTONG2003805, NT0NG2004829, NT0NG2008483, NT 
0NG2009468, 0CBBF3004487, PLACE6008315, PLACE7004103, SKNMC2003639, SPLE 
N2012571, SPLEN2019092, SYN0V4009575, T1ESE2000904, TESTI2005564, TESTI2 
018867, TESTI4002799, TESTI4005653, TESTI4032913, THYMU3021586, 
THYMU3047115, TRACH3006717, TRACH3007625, TRACH3016805, TRACH3036932, TR 
ACH3038399, UTERU2000300 

[0 2 8 0] 
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[0 2 8 1 ] 

tg \z f S L tz 1 , 402 , 070 1® <7> * n - ><7) ig^g^ij <7) -f - 9 ^ - * £ * K L T ?# tz 
[0 2 8 2] 

JJ&JEOiaft^O^-f 7*7 'J - (FCBBF, FEBRA£ £ fiOCBBF) JjfcftOBafiSfcO 
(BRACE, BRALZ, BRAMY, BRAWH, BRCAN, BRCOC, BRHIP, BRSSN, BR 
STN 3. tz (iBRTHA) OcDNA£fl?#rU I6£fcj£#t?jfci5^fci|§* (^2 1) , 
T*H3E|^>fb<7)^)^jIfeT-{iJ^T<7)9 1 6 ?u-y~e$>^fZo 
ASTR02008972, ASTR02016114, BLADE2004849, BRACE1000475, BRACE2002392, BR 
ACE2003628, BRACE2005991, BRACE2010336, BRACE2012528, BRACE2012625, BRAC 
E2012833, BRACE2012838, BRACE2012936, BRACE2012947, BRACE2013009, BRACE2 
013126, BRACE2013132, BRACE2016896, BRACE2017359, BRACE2017397, 
BRACE2017580, BRACE2017844, BRACE2017872, BRACE2017992, BRACE2019348, BR 
ACE2023633, BRACE2023744, BRACE2025452, BRACE2026404, BRACE2027312, BRAC 
E2027382, BRACE2028956, BRACE2030039, BRACE2032584, BRACE2033128, BRACE2 
034434, BRACE2035120, BRACE2035191, BRACE2039362, BRACE2039607, 
BRACE2042541, BRACE2046976, BRACE2047232, BRACE2047975, BRACE3001403, BR 
ACE3001973, BRACE3002344, BRACE3002541, BRACE3002756, BRACE3003866, BRAC 
E3004046, BRACE3004371, BRACE3004767, BRACE3004887, BRACE3004981, BRACE3 
005870, BRACE3005903, BRACE3006553, BRACE3007649, BRACE3007869, 
BRACE3009075, BRACE3009265, BRACE3009392, BRACE3009416, BRACE3009539, BR 
ACE3010702, BRACE3011447, BRACE3011774, BRACE3013418, BRACE3013874, BRAC 
E3013986, BRACE3014523, BRACE3014714, BRACE3015090, BRACE3015898, BRACE3 
016020, BRACE3016167, BRACE3016580, BRACE3016788, BRACE3016810, 
BRACE3016862, BRACE3017253, BRACE3018083, BRACE3019570, BRACE3019611, BR 
ACE3019817, BRACE3019941, BRACE3020356, BRACE3020669, BRACE3021430, BRAC 
E3021517, BRACE3021805, BRACE3022051, BRACE3022303, BRACE3022312, BRACE3 
022340, BRACE3022847, BRACE3023604, BRACE3024379, BRACE3024444, 
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BRACE3024497, BRACE3024537, BRACE3024879, BRACE3025627, BRACE3025719, BR 
ACE3026161, BRACE3026290, BRACE3026345, BRACE3026456, BRACE3026802, BRAC 
E3026844, BRACE3026947, BRACE3027256, BRACE3027931, BRACE3028360, BRACE3 
028895, BRACE3028998, BRACE3029005, BRACE3029021, BRACE3029205, 
BRACE3029447, BRACE3030538, BRACE3031161, BRACE3031184, BRACE3031185, BR 
ACE3031315, BRACE3031372, BRACE3031579, BRACE3031728, BRACE3031743, BRAC 
E3031843, BRACE3032385, BRACE3032537, BRACE3032538, BRACE3032631, BRACE3 
032980, BRACE3033525, BRACE3034183, BRACE3034389, BRACE3034964, 
BRACE3034993, BRACE3035168, BRACE3036156, BRACE3036271, BRACE3036283, BR 
ACE3037612, BRACE3037637, BRACE3037803, BRACE3038012, BRACE3038030, BRAC 
E3038570, BRACE3038760, BRACE3039288, BRACE3039358, BRACE3039378, BRACE3 
039454, BRACE3040012, BRACE3040239, BRACE3040504, BRACE3040644, 
BRACE3040863, BRACE3041059, BRACE3041162, BRACE3041827, BRACE3042046, BR 
ACE3042210, BRACE3042326, BRACE3042409, BRACE3042432, BRACE3042594, BRAC 
E3043597, BRACE3044090, BRACE3044172, BRACE3044247, BRACE3044377, BRACE3 
044495, BRACE3045078, BRACE3045145, BRACE3045424, BRACE3045708, 
BRACE3045981, BRACE3046049, BRACE3046152, BRACE3046294, BRACE3046466, BR 
ACE3046491, BRACE3046609, BRACE3046837, BRACE3046855, BRACE3046966, BRAC 
E3047018, BRACE3047482, BRACE3047801, BRALZ2003119, BRALZ2007661, BRALZ2 
008930, BRALZ2010842, BRALZ2011337, BRALZ2013621, BRALZ2013690, 
BRALZ2014054, BRAMY2015516, BRAMY2021098, BRAMY2022320, BRAMY2023939, BR 
AMY2025495, BRAMY2031516, BRAMY2033895, BRAMY2035801, BRAMY2036254, BRAM 
Y2036266, BRAMY2037609, BRAMY2039630, BRAMY2040915, BRAMY2041347, BRAMY2 
041384, BRAMY2041507, BRAMY2044686, BRAMY2046489, BRAMY2046537, 
BRAMY3000692, BRAMY3001409, BRAMY3002329, BRAMY3002508, BRAMY3002886, BR 
AMY3004126, BRAMY3004364, BRAMY3005184, BRAMY3005656, BRAMY3005912, BRAM 
Y3007078, BRAMY3007449, BRAMY3007471, BRAMY3008436, BRAMY3009158, BRAMY3 
009491, BRAMY3009556, BRAMY3009904, BRAMY3010321, BRAMY3010603, 
BRAMY3010654, BRAMY4000915, BRAMY4000962, BRAMY4001234, BRAMY4001652, BR 
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AMY4001863, BRAMY4001913, BRAMY4002575, BRAMY4002628, BRAWH2000256, BRAW 
H2002333, BRAWH2004078, BRAWH2010364, BRAWH2010619, BRAWH2011796, BRAWH2 
011812, BRAWH2011958, BRAWH2012054, BRAWH2012866, BRAWH2013955, 
BRAWH2014053, BRAWH2016209, BRAWH2016223, BRAWH2016305, BRAWH2016514, BR 
AWH2016562, BRAWH2016785, BRAWH3000446, BRAWH3000884, BRAWH3001053, BRAW 
H3001638, BRAWH3001783, BRAWH3001833, BRAWH3003244, BRAWH3003573, BRAWH3 
003975, BRAWH3004335, BRAWH3004350, BRAWH3005037, BRAWH3005886, 
BRAWH3005892, BRAWH3005896, BRAWH3008167, BRAWH3008559, BRAWH3008867, BR 
AWH3009961, BRAWH3010461, BRAWH3010602, BRAWH3010657, BRAWH3010726, BRAW 
H3010833, BRAWH3011101, BRAWH3011331, BRAWH3011402, BRAWH3011577, BRAWH3 
011623, BRAWH3011685, BRAWH3011907, BRAWH3011929, BRAWH3012005, 
BRAWH3012662, BRAWH3012779, BRAWH3013009, BRAWH3013049, BRAWH3013264, BR 
AWH3013508, BRAWH3014609, BRAWH3014639, BRAWH3015017, BRAWH3015175, BRAW 
H3015610, BRAWH3015825, BRAWH3016123, BRAWH3016715, BRAWH3017180, BRAWH3 
017259, BRAWH3017260, BRAWH3017477, BRAWH3017980, BRAWH3018063, 
BRAWH3018369, BRAWH3018548, BRAWH3018969, BRAWH3019026, BRAWH3019529, BR 
AWH3019594, BRAWH3019820, BRAWH3020200, BRAWH3020318, BRAWH3020884, BRAW 
H3020928, BRAWH3021012, BRAWH3021574, BRAWH3021580, BRAWH3021641, BRAWH3 
021643, BRAWH3021724, BRAWH3022347, BRAWH3022431, BRAWH3022459, 
BRAWH3022542, BRAWH3022651, BRAWH3022719, BRAWH3022900, BRAWH3023156, BR 
AWH3023168, BRAWH3023172, BRAWH3023274, BRAWH3023421, BRAWH3024186, BRAW 
H3024231, BRAWH3024242, BRAWH3024506, BRAWH3024989, BRAWH3026349, BRAWH3 
026938, BRAWH3027420, BRAWH3027440, BRAWH3027533, BRAWH3027574, 
BRAWH3027607, BRAWH3027616, BRAWH3027675, BRAWH3027806, BRAWH3027880, BR 
AWH3028202, BRAWH3028223, BRAWH3028461, BRAWH3028754, BRAWH3028796, BRAW 
H3029313, BRAWH3029385, BRAWH3029538, BRAWH3029806, BRAWH3030772, BRAWH3 
030810, BRAWH3030910, BRAWH3031054, BRAWH3031342, BRAWH3031710, 
BRAWH3032298, BRAWH3032340, BRAWH3032571, BRAWH3033117, BRAWH3033293, BR 
AWH3033448, BRAWH3033513, BRAWH3034097, BRAWH3034114, BRAWH3034134, BRAW 



tBIE# 2004-3059661 



mm 2003-102207 



330/ 



H3034668, BRAWH3034743, BRAWH3034775, BRAWH3034890, BRAWH3035403, BRAWH3 
035904, BRAWH3035914, BRAWH3035936, BRAWH3036077, BRAWH3036247, 
BRAWH3036270, BRAWH3036334, BRAWH3036561, BRAWH3037265, BRAWH3037394, BR 
AWH3037428, BRAWH3037533, BRAWH3037979, BRAWH3038055, BRAWH3038230, BRAW 
H3038252, BRAWH3038324, BRCAN2000923, BRCAN2002662, BRCAN2002892, BRCAN2 
003269, BRCAN2003814, BRCAN2006051, BRCAN2006955, BRCAN2007525, 
BRCAN2008701, BRCAN2009168, BRCAN2010547, BRCAN2010581, BRCAN2010665, BR 
CAN2015402, BRCAN2015757, BRCAN2018269, BRCAN2018667, BRCAN2019653, BRCA 
N2019907, BRCAN2019953, BRCAN2020234, BRCAN2020331, BRCAN2020412, BRCAN2 
020467, BRCAN2020880, BRCAN2021325, BRCAN2021452, BRCAN2021718, 
BRCAN2022126, BRCAN2025093, BRCAN2027593, BRCAN2028702, BRC0C2001355, BR 
COC2002777, BRC0C2006164, BRC0C2006639, BRC0C2006942, BRC0C2009638, BRCO 
C2010115, BRC0C2012386, BRHIP2006819, BRHIP2006921, BRHIP2008756, BRHIP2 
009177, BRHIP2011199, BRHIP2013958, BRHIP2015153, BRHIP2016125, 
BRHIP2017714, BRHIP2020930, BRHIP2021929, BRHIP2023735, BRHIP2024941, BR 
HIP2026346, BRHIP2027077, BRHIP2027563, BRHIP2029529, BRHIP2029643, BRHI 
P2029663, BRHIP3000626, BRHIP3000859, BRHIP3001076, BRHIP3001141, BRHIP3 
001338, BRHIP3001360, BRHIP3001481, BRHIP3001573, BRHIP3001878, 
BRHIP3002000, BRHIP3002114, BRHIP3002124, BRHIP3002141, BRHIP3002363, BR 
HIP3002691, BRHIP3002920, BRHIP3002931, BRHIP3003063, BRHIP3003126, BRHI 
P3003306, BRHIP3003340, BRHIP3003395, BRHIP3003688, BRHIP3003795, BRHIP3 
003845, BRHIP3003961, BRHIP3003984, BRHIP3004215, BRHIP3004710, 
BRHIP3004725, BRHIP3004774, BRHIP3004786, BRHIP3005037, BRHIP3005142, BR 
HIP3005231, BRHIP3005307, BRHIP3005673, BRHIP3005801, BRHIP3005944, BRHI 
P3006279, BRHIP3006294, BRHIP3006449, BRHIP3006786, BRHIP3006950, BRHIP3 
007172, BRHIP3007195, BRHIP3007223, BRHIP3007291, BRHIP3007409, 
BRHIP3007424, BRHIP3007609, BRHIP3007960, BRHIP3008082, BRHIP3008320, BR 
HIP3008714, BRHIP3009672, BRHIP3009753, BRHIP3010289, BRHIP3010916, BRHI 
P3011082, BRHIP3011269, BRHIP3011460, BRHIP3011567, BRHIP3011831, BRHIP3 
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012185, BRHIP3012289, BRHIP3012357, BRHIP3012736, BRHIP3012997, 
BRHIP3013078, BRHIP3013588, BRHIP3013698, BRHIP3014675, BRHIP3015854, BR 
HIP3016032, BRHIP3016421, BRHIP3017109, BRHIP3017146, BRHIP3017256, BRHI 
P3017558, BRHIP3017855, BRHIP3018784, BRHIP3019643, BRHIP3019824, BRHIP3 
019880, BRHIP3019956, BRHIP3020046, BRHIP3020155, BRHIP3020733, 
BRHIP3021019, BRHIP3021499, BRHIP3021987, BRHIP3022656, BRHIP3023922, BR 
HIP3024703, BRHIP3024820, BRHIP3025795, BRHIP3025844, BRHIP3026231, BRHI 
P3026651, BRHIP3027160, BRHIP3027191, BRHIP3027651, BRHIP3027947, BRHIP3 
028246, BRHIP3028570, BRHIP3028742, BRSSN2004303, BRSSN2004710, 
BRSSN2008464, BRSSN2011843, BRSSN2012157, BRSSN2012198, BRSSN2013696, BR 
SSN2015497, BRSSN2018218, BRSTN2000312, BRSTN2006466, BRSTN2006638, BRST 
N2008475, BRSTN2009247, BRSTN2010089, BRSTN2010416, BRSTN2011688, BRSTN2 
011961, BRSTN2012069, BRSTN2016892, BRSTN2016918, BRSTN2016992, 
BRSTN2017104, BRSTN2017151, BRSTN2018712, BRTHA2000969, BRTHA2001304, BR 
THA2001953, BRTHA2002091 , BRTHA2003759, BRTHA2005448, BRTHA2006720, BRTH 
A2008502, BRTHA2008598, BRTHA2010672, BRTHA2012189, BRTHA2014647, BRTHA2 
018304, BRTHA2019726, BRTHA2019743, BRTHA2020400, BRTHA2020566, 
BRTHA2020642, BRTHA2020695, BRTHA2020721, BRTHA2020781 , BRTHA2020910, BR 
THA2021212, BRTHA2021440, BRTHA2021450, BRTHA2022074, BRTHA2022914, BRTH 
A2022968, BRTHA2023402, BRTHA2023437, BRTHA2024177, BRTHA2024354, BRTHA2 
024712, BRTHA2025869, BRTHA2026071, BRTHA2026290, BRTHA2026311, 
BRTHA2027227, BRTHA2027229, BRTHA2027250, BRTHA2028297, BRTHA2029969, BR 
THA2030036, BRTHA2030213, BRTHA2031517, BRTHA2031917, BRTHA2032763, BRTH 
A2033122, BRTHA2033155, BRTHA2033320, BRTHA2033469, BRTHA2033683, BRTHA2 
034281, BRTHA2034576, BRTHA2035743, BRTHA2036055, BRTHA2036295, 
BRTHA2037247, BRTHA2038279, BRTHA2038345, BRTHA2038353, BRTHA3000456, BR 
THA3002411, BRTHA3003225, BRTHA3003417, BRTHA3003736, BRTHA3005988, BRTH 
A3006593, BRTHA3007469, BRTHA3007662, BRTHA3009858, BRTHA3010135, BRTHA3 
010212, BRTHA3010469, BRTHA3010530, BRTHA3010540, BRTHA3010717, 
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BRTHA3011187, BRTHA3011194, BRTHA3011229, BRTHA3011265, BRTHA3011306, BR 
THA3011361, BRTHA3011510, BRTHA3011892, BRTHA3011998, BRTHA3012265, BRTH 
A3013860, BRTHA3013882, BRTHA3014000, BRTHA3014105, BRTHA3014507, BRTHA3 
014547, BRTHA3014835, BRTHA3014854, BRTHA3014920, BRTHA3016616, 
BRTHA3017791, BRTHA3018409, BRTHA3018623, BRTHA3019183, BRTHA3020369, BR 
THA3020771, BRTHA3021569, BRTHA3021708, BRTHA3021786, BRTHA3021971, BRTH 
A3022641, BRTHA3023403, BRTHA3023590, BRTHA3023929, BRTHA3024600, BRTHA3 
025073, BRTHA3026161, BRTHA3026180, BRTHA3026556, BRTHA3026916, 
BRTHA3027171, BRTHA3027318, BRTHA3027638, BRTHA3027820, BRTHA3027879, BR 
THA3027957, BRTHA3028339, BRTHA3028505, CH0NS2002829, CTONG2001932, CTON 
G2006235, CT0NG2009033, CT0NG2011801, CTONG2020582, CT0NG2027959, D90ST2 
003106, DFNES2001829, FCBBF3001018, FCBBF3002188, FCBBF3005160, 
FCBBF3012443, FCBBF3020030, FCBBF3021191, FCBBF3024911, FCBBF5000384, FE 
BRA2000805, FEBRA2002260, FEBRA2012625, FEBRA2013069, FEBRA2013570, FEBR 
A2017736, FEBRA2017811, FEBRA2023498, FEBRA2026582, FEBRA2026977, FEBRA2 
028222, FEBRA2028457, JCMLC2000273, KIDNE2010049, KIDNE2017153, 
LIVER2008465, MESAN2017133, N0VAR2000783, NT2NE2011107, NT2RI2009233, NT 
2RI2010795, NT2RI2015533, NT2RI3005923, NT2RI3009524, NT2RP7007387, NT2R 
P8001604, NT2RP8001605, NT2RP8007920, NT2RP8009119, NT0NG2008483, NT0NG2 
009468, OCBBF2000831, 0CBBF2003518, OCBBF2004478, 0CBBF2007039, 
0CBBF2009536, 0CBBF2014745, 0CBBF2016928, 0CBBF2018229, 0CBBF2018618, OC 
BBF2019761, 0CBBF2024589, 0CBBF2024779, 0CBBF2025631, 0CBBF2030927, OCBB 
F2036019, 0CBBF3000743, 0CBBF3000830, 0CBBF3001076, 0CBBF3001202, OCBBF3 
001333, OCBBF3001616, OCBBF3003745, 0CBBF3004487, 0CBBF3004908, 
0CBBF3005330, 0CBBF3005843, 0CBBF3006986, 0CBBF3007078, 0CBBF3007704, OC 
BBF3008392, 0CBBF3008835, 0CBBF3009244, PLACE5000492, PLACE6003004, PLAC 
E6008315, PLACE6010936, PLACE7004103, PLACE7006240, PR0ST2007444, PR0ST2 
017910, SMINT2009292, SMINT2012179, SPLEN2012571, SYN0V4004210, 
SYN0V4009575, T1ESE2000609, T1ESE2000904, TBAES2007428, TESTI2005112, TE 
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STI2005564, TESTI2009497, TESTI2018867, TESTI2021654, TESTI2039342, TEST 
14001569, TESTI4002072, TESTI4002195, TESTI4002774, TESTI4002799, TESTI4 
003602, TESTI4003703, TESTI4003944, TESTI4004210, TESTI4004695, 
TESTI4005013, TESTI4005399, TESTI4005653, TESTI4006441, TESTI4007965, TE 
STI4010979, TESTI4012960, TESTI4013474, TESTI4014908, TESTI4020596, TEST 
14022158, TESTI4029297, TESTI4032913, TESTI4035770, TESTI4043223, TESTI4 
046073, THYMU3000776, THYMU3002887, THYMU3003007, THYMU3003350, 
THYMU3007308, THYMU3008105, THYMU3019476, THYMU3021586, THYMU3026000, TH 
YMU3026306, THYMU3026350, THYMU3032798, THYMU3032867, THYMU3033626, THYM 
U3034671, THYMU3037827, THYMU3038214, THYMU3041428, THYMU3044075, TKIDN2 
000319, TLIVE2007736, TRACH2013585, TRACH3002752, TRACH3003037, 
TRACH3003872, TRACH3004424, TRACH3006717, TRACH3007625, TRACH3007689, TR 
ACH3007995, TRACH3008508, TRACH3008632, TRACH3009008, TRACH3010079, TRAC 
H3016805, TRACH3016885, TRACH3021544, TRACH3022109, TRACH3022198, TRACH3 
024342, TRACH3024671, TRACH3025316, TRACH3026303, TRACH3026676, 
TRACH3028855, TRACH3032570, TRACH3036932, TRACH3038399, TST0M2000235, UT 
ERU2000300, UTERU2027369, UTERU3000670, UTERU3005422, UTERU3010409, UTER 
U3012414, UTERU3013167, UTERU3015011, UTERU3016273, UTERU3017995, UTERU3 
018172 

[0 2 8 3] 

M)}fc<D<LM&%:<7)y 4 7? 'j - (FEHRT) »-L«fi*<7)7^ 7 7 'J - (HEA 
RT) <7)cDNA£#M?rU ^MtJ&ft-CkmLfzifeW: (f2 2) , Wi%T§£^it<V 

BRACE2012528, BRACE3004371, BRCAN2003814, BRSTN2011961, BRSTN2012069, BR 
STN2016992, HEART2002531, NT0NG2008483, PR0ST2002078, T1ESE2000609 

m^wmm^v^ 77 v - (fekid) ^(Dwmm^y 4 - (kid 
ne) (DcDMzmffiL, j&vztmft^kmLtzi&W: (i2 3) , n^m^Mit<D 



ailE#2 004-3059661 



#11 2003-102207 



^-v: 334/ 



BRACE3004371, BRAMY2039630, BRAMY3004364, BRAWH2004078, BRHIP3002000, BR 
STN2011961, BRSTN2012069, BRTHA2027229, KIDNE2004531, KIDNE2010049, KIDN 
E2014496, KIDNE2015987, KIDNE2016464, KIDNE2017153, KIDNE2018268, NT2RP7 
007387, TESTI2005112, TESTI4002799, THYMU3001776, THYMU3029795, 
THYMU3032867 

[0 2 8 4] 

%£i}fccr>B&%:<0 7 4 U - (FELNG) m^BM^ ? -f ~f => 'J - (HLUNG) 

ocDNA^jn^L, ^Mt^-eitrntrz^W: (i2 4) % mmx^mmt^^^ 

SfST-fiiilT?) 1 8^n->T&o/c 0 

BRACE3036283, BRAMY2031516, BRSTN2011961, BRSTN2012069, HLUNG2012600, ME 
SAN2009156, NT0NG2008483, PR0ST2007444, TESTI4003703, TESTI4005653, TEST 
14013474, TESTI4029297, THYMU3001776, THYMU3033626, THYMU3034671, THYMU3 
041428, THYMU3044188, TRACH3022198 

[0 2 8 5 j 

?uy r - v m <d m mmm (m?>^? «cd34 £ us ^ r v » a *ej& : cd 

34+ffllfe) WH^JStJttetr, CD34+iffllfe*&#ifflJfe$HbH : f- (Molecular 
Medicine 38. 642-648. (2001)) TfcfcS L7t*HJJ&T-iiiPi tzltifc'Js-f Z> itfc?-£ 

(CD34C) , CD34+im^^#»^kS?--eML7 , i*ffl^(7)RNA^^ 
^IL/:7^7"7 «J - (D30ST, D60ST * tz (iD90ST) OcDNA £ #*r L T Jfctfc L £ 



Clone ID CD34C D30ST D60ST D90ST 



BRAWH3018063 0.000 30.813 0.000 0.000 
BRHIP3020046 0.000 0.000 68.001 0.000 
BRSSN2013696 0.000 41.698 0.000 0.000 



ttiiiE#2 004-3059661 



#H 2003-102207 



^-v: 335/ 



BRSTN2012069 
BRTHA2027229 
D90ST2003106 
D90ST2003989 
D90ST2004417 
OCBBF2016928 
TESTI4005653 
TESTI4013474 
THYMU3032798 



2.383 


0.442 


0.000 


0.000 


0.000 


0.000 


0.000 


0.000 


0.000 


0.000 


0.000 


31.972 


0.000 


0.000 


43.396 


0.000 


0.000 


0.000 



0.000 0.128 

61.446 0.000 

0.000 93.096 

0.000 100.000 

0.000 100.000 

0. 000 0. 000 

0.000 6.704 

0.000 0.000 

0.000 26.074 



[0 2 8 6] 
[^3] 

(NT2RM) t^-imm^MLtzmm^y^-X^ 'J- (NT2RP, NT2RI 



Clone ID NT2RM NT2RP NT2RI NT2NE 



BLADE2004849 
BRACE2003628 
BRACE20 12528 
BRAMY2023939 
BRAMY2031516 
BRAMY4002628 
BRAWH3010461 
BRAWH3017259 
BRAWH30 18063 
BRAWH3022651 



0.000 


0.000 


0.000 


16.442 


0.000 


1.143 


0.000 


0.000 


0.000 


17. 802 


0.000 


17. 119 


0.000 


0.000 


0.000 


0.000 


0.000 


0.000 


0.000 


3.948 



0. 000 26. 862 

0. 000 0. 000 

0. 862 0. 000 

11.107 22.151 

0.000 0.000 

12.908 0.000 

3. 733 0. 000 

0. 000 50. 722 

14.389 0.000 

0.000 0.000 



tHfjE# 2004-3059661 



#11 2003-102207 



^-vl 336/ 



BRAWH3024186 
BRCAN2019653 
BRCAN2022126 
BRC0C2012386 
BRHIP3002000 
BRHIP3007223 
BRHIP3021019 
BRSTN2011961 
BRSTN2012069 

0 BRTHA2033155 
BRTHA3010212 
BRTHA3011194 
BRTHA3011265 
BRTHA3017791 
BRTHA3021971 
CH0NS2002829 
CT0NG2006235 
FCBBF3012443 
FEBRA2026582 

• LIVER2008465 
NT2NE2011107 
NT2NE2016041 
NT2RI2004818 
NT2RI2009233 
NT2RI2010795 
NT2RI2015533 
NT2RI2023671 
NT2RI2028537 
NT2RI3001573 



0. 000 0. 000 

0.000 15.031 

0. 000 0. 000 

0.000 27.482 

0.000 3.615 

0.000 4.859 

0. 000 0. 000 

8. 334 0. 000 

0. 000 0. 479 

0. 000 0. 000 

0.000 13.315 

0. 000 0. 000 

0. 000 20. 563 

0. 000 5. 698 

55. 855 0. 000 

0. 000 0. 000 

0.000 3.948 

0. 000 0. 000 

0.000 0.000 

0. 000 15. 950 

0. 000 0. 000 

0. 000 0. 000 

0. 000 0. 000 

0.000 5.436 

0. 000 0. 000 

0. 000 0. 000 

0. 000 0. 000 

0. 000 0. 000 

0. 000 0. 000 



18.135 0.000 

0.000 0.000 

8. 824 0. 000 

20.721 0.000 

0. 000 0. 000 

3.664 0.000 

14.074 0.000 

0.526 3.149 

0. 052 0. 788 

7. 729 0. 000 

0. 000 0. 000 

0.000 12.809 

0. 000 0. 000 

0.000 0.000 

0.000 0.000 

2.969 0.000 

0.000 0.000 

49.588 0.000 

42.162 0.000 

0. 000 0. 000 

0.000 43.585 

0. 000 100. 000 

100. 000 0. 000 

4.099 0.000 

29. 973 0. 000 

2. 824 0. 000 

100. 000 0. 000 

100. 000 0. 000 

100. 000 0. 000 



miiE# 2004-3059661 



mm 2003-102207 



NT2RI3001967 
NT2RI3005861 
NT2RI3005923 
NT2RI3007095 
NT2RI3008179 
NT2RI3009480 
NT2RI3009524 
NT2RP7003439 
NT2RP7007387 
NT2RP7014178 
NT2RP70 14778 
NT2RP7016508 
NT2RP7017139 
NT2RP7019682 
NT2RP7020343 
NT2RP8000633 
NT2RP8001363 
NT2RP8001407 
NT2RP8001584 
NT2RP8001604 
NT2RP8001605 
NT2RP8003490 
NT2RP8003657 
NT2RP8003787 
NT2RP8005546 
NT2RP8006452 
NT2RP8006521 
NT2RP8007416 
NT2RP8007503 



0.000 0.000 

0. 000 0. 000 

0. 000 0. 000 

0. 000 0. 000 

0. 000 0. 000 

0. 000 0. 000 

0. 000 0. 000 

0. 000 100. 000 

0. 000 9. 894 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 

0.000 100.000 

0.000 100.000 

0.000 100.000 

0.000 33.445 

0. 000 70. 676 

0.000 100.000 

0. 000 100. 000 

0. 000 100. 000 

0.000 59.103 

0. 000 100. 000 

0.000 100.000 

0.000 100.000 

0.000 100.000 



100. 000 0. 000 

100. 000 0. 000 

35.423 0.000 

100.000 0.000 

100. 000 0. 000 

68. 547 0. 000 

64. 504 0. 000 

0. 000 0. 000 

3. 730 0. 000 

0.000 0.000 

0. 000 0. 000 

0. 000 0. 000 

0. 000 0. 000 

0. 000 0. 000 

0. 000 0. 000 

0. 000 0. 000 

0.000 0.000 

0. 000 0. 000 

0.000 0.000 

25.218 0.000 

0.000 0.000 

0.000 0.000 

0.000 0.000 

0. 000 0. 000 

0. 000 0. 000 

0. 000 0. 000 

0.000 0.000 

0.000 0.000 

0.000 0.000 



mm 2003-102207 



^-v ! 338/ 



NT2RP8007920 
NT2RP8008057 
NT2RP8009119 
NT2RP8009248 
NTONG2008483 
OCBBF2003518 
OCBBF3001333 
OCBBF3004908 
PLACE7004103 

0 PROST2017910 
SMINT2009292 
SPLEN2012571 
T1ESE2000904 
TESTI4002072 
TESTI4002774 
TESTI4002799 
TESTI4005653 
TESTI4007965 
TESTI4012960 

• TESTI4018436 
THYMU3001776 
THYMU3002887 
THYMU3029795 
THYMU3041428 
THYMU3047115 
TRACH3003872 
TRACH3004424 
TRACH3006717 
TRACH3007625 



0.000 


9.535 


0.000 


68. 270 


0.000 


11. 123 


0.000 


100. 000 


0.000 


0.000 


0.000 


0.000 


0.000 


7.743 


0.000 


23.051 


0.000 


6.234 


0.000 


25. 185 


0.000 


0.000 


0.000 


15.323 


0.000 


11.128 


0.000 


8.048 


0.000 


0.000 


0.000 


4.258 


0.000 


1. 198 


0.000 


0.000 


0.000 


71.770 


0.000 


0.000 


0.000 


7.637 


0.000 


1.880 


0.000 


0.000 


0.000 


0.614 


0.000 


0.000 


0.000 


13. 230 


0.000 


0.000 


0.000 


0.000 


0.000 


2.833 



0.000 


0.000 


0.000 


0. 000 


0.000 


0.000 


0.000 


0.000 


4.356 


0.000 


1.873 


0.000 


5.839 


0.000 


17.381 


0.000 


9.400 


0.000 


0.000 


0.000 


6.446 


0.000 


5.777 


0.000 


0.000 


0.000 


6.068 


0.000 


7.456 


0.000 


1.605 


0.000 


7.228 


1.802 


32.797 


0.000 


0.000 


0.000 


9.457 


0.000 


0.000 


0.000 


0.000 


14. 135 


19.335 


0.000 


0.463 


0.000 


0.747 


0.000 


0.000 


0.000 


30.905 


0.000 


6.668 


0.000 


2.136 


4.260 



dtllE^2 004-3059661 
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TRACH3009008 


0.000 


11. 


807 


0.000 


0.000 


TRACH3016805 


0.000 


10. 


851 


0.000 


0.000 


TRACH3016885 


0.000 


0. 


000 


14.459 


0.000 


TRACH3026303 


0.000 


27. 


016 


0.000 


0.000 


UTERU2016669 


0.000 


0. 


000 


0.000 


29. 924 



[0 2 8 7] 
[*4] 

Tfry^J^-B^JzBJ&nm^vJ 77'J- (BRALZ, BRASW) t , IE#^: 
flBlaMS*^^^-7^'j- (BRAWH) <Dc\Mklk%mLX5£mLtz%i^ M#"d§ 



Clone ID 


BRAWH 


BRALZ 


BRASW 


ASTR02016114 


14.497 


0. 000 


0. 000 


BRACE2002392 


0.000 


18. 684 


0.000 


BRACE2012528 


3.794 


1.714 


0.000 


BRACE3004371 


11.270 


0.000 


0.000 


BRACE3004767 


58.488 


0.000 


0.000 


BRACE3022340 


58. 488 


0.000 


0.000 


BRACE3031185 


58.488 


0.000 


0.000 


BRACE3031743 


5.455 


0.000 


0.000 


BRACE3032385 


13. 674 


0.000 


0.000 


BRACE3032631 


12.612 


0.000 


0.000 


BRACE3039358 


41.331 


0.000 


0.000 


BRACE3040863 


17.888 


0.000 


0.000 


BRACE3042432 


58.488 


0.000 


0.000 


BRACE3045981 


26.434 


0.000 


0.000 


BRALZ2003119 


0.000 


100. 000 


0.000 



aitiE#2 004-3059661 
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BRALZ2007661 


0.000 


100. 000 


0.000 


BRALZ2008930 


0.000 


100. 000 


0.000 


BRALZ2010842 


0.000 


100. 000 


0.000 


BRALZ2011337 


0.000 


100. 000 


0.000 


BRALZ2013621 


0.000 


100. 000 


0. 000 


BRALZ2013690 


0.000 


100. 000 


0.000 


BRALZ2014054 


0.000 


38. 408 


0.000 


BRAMY2031516 


14.772 


0.000 


0.000 


BRAMY3002329 


20. 323 


0.000 


0.000 


BRAMY3004126 


49.811 


0.000 


0.000 


BRAMY3005912 


21.416 


0.000 


0.000 


BRAMY3008436 


5.603 


5.061 


0.000 


BRAWH2000256 


100. 000 


0.000 


0.000 


BRAWH2002333 


100. 000 


0.000 


0.000 


BRAWH2004078 


10. 539 


0.000 


0.000 


BRAWH20 10364 


34. 464 


0.000 


0.000 


BRAWH2010619 


100. 000 


0.000 


0.000 


BRAWH2011796 


100. 000 


0.000 


0.000 


BRAWH2011812 


13. 544 


0.000 


0.000 


BRAWH2011958 


100. 000 


0.000 


0.000 


BRAWH2012054 


100. 000 


0. 000 


0.000 


BRAWH20 12866 


8.503 


0.000 


0.000 


BRAWH20 13955 


100. 000 


0.000 


0.000 


BRAWH20 14053 


23. 222 


0.000 


0.000 


BRAWH2016209 


8.306 


0.000 


0.000 


BRAWH2016223 


100. 000 


0.000 


0.000 


BRAWH2016305 


4.308 


0.000 


0.000 


BRAWH2016514 


35. 037 


0.000 


0.000 


BRAWH2016562 


49.499 


0.000 


0.000 



2003-102207 
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BRAWH2016785 


100. 000 


0.000 


0.000 


BRAWH3000446 


100. 000 


0.000 


0.000 


BRAWH3000884 


100. 000 


0.000 


0.000 


BRAWH3001053 


100. 000 


0.000 


0.000 


BRAWH3001638 


100. 000 


0.000 


0.000 


BRAWH3001783 


100. 000 


0.000 


0.000 


BRAWH3001833 


100. 000 


0.000 


0.000 


BRAWH3003244 


100.000 


0.000 


0.000 


BRAWH3003573 


20. 162 


0.000 


0.000 


BRAWH3003975 


100.000 


0.000 


0.000 


BRAWH3004335 


100. 000 


0.000 


0.000 


BRAWH3004350 


16.580 


0.000 


0.000 


BRAWH3005037 


100.000 


0.000 


0.000 


BRAWH3005886 


100.000 


0.000 


0.000 


BRAWH3005892 


100. 000 


0.000 


0.000 


BRAWH3005896 


100.000 


0.000 


0.000 


BRAWH3008167 


100.000 


0.000 


0.000 


BRAWH3008559 


100.000 


0.000 


0.000 


BRAWH3008867 


100. 000 


0.000 


0.000 


BRAWH3009961 


47.417 


0.000 


0.000 


BRAWH3010461 


16.435 


0.000 


0.000 


BRAWH3010602 


100.000 


0.000 


0.000 


BRAWH30 10657 


100. 000 


0.000 


0.000 


BRAWH3010726 


100. 000 


0.000 


0.000 


BRAWH3010833 


100. 000 


0.000 


0.000 


BRAWH3011101 


100.000 


0.000 


0.000 


BRAWH3011331 


100.000 


0.000 


0.000 


BRAWH3011402 


100. 000 


0.000 


0.000 


BRAWH3011577 


100.000 


0.000 


0.000 



tBIHf 2004-3059661 
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BRAWH3011623 


100. 000 


0.000 


0.000 


BRAWH3011685 


100. 000 


0.000 


0.000 


BRAWH3011907 


47.417 


0.000 


0.000 


BRAWH3011929 


100. 000 


0.000 


0.000 


BRAWH3012005 


100. 000 


0.000 


0.000 


BRAWH3012662 


33. 972 


0.000 


0.000 


BRAWH3012779 


100. 000 


0.000 


0.000 


BRAWH3013009 


100. 000 


0.000 


0.000 


BRAWH3013049 


100. 000 


0.000 


0.000 


BRAWH3013264 


100. 000 


0.000 


0.000 


BRAWH3013508 


100. 000 


0.000 


0.000 


BRAWH30 14609 


44.597 


0.000 


0.000 


BRAWH30 14639 


100. 000 


0.000 


0.000 


BRAWH3015017 


100. 000 


0.000 


0.000 


BRAWH3015175 


100. 000 


0.000 


0.000 


BRAWH3015610 


100. 000 


0.000 


0.000 


BRAWH3015825 


100. 000 


0.000 


0.000 


BRAWH3016123 


100. 000 


0.000 


0.000 


BRAWH3016715 


100. 000 


0.000 


0.000 


BRAWH3017180 


28.251 


0.000 


0.000 


BRAWH3017259 


13.996 


0.000 


0.000 


BRAWH3017260 


100. 000 


0.000 


0.000 


BRAWH3017477 


100. 000 


0.000 


0.000 


BRAWH3017980 


49.811 


0.000 


0.000 


BRAWH3018063 


15. 836 


0.000 


0.000 


BRAWH3018369 


100. 000 


0.000 


0.000 


BRAWH3018548 


100. 000 


0.000 


0.000 


BRAWH3018969 


100. 000 


0.000 


0.000 


BRAWH3019026 


100. 000 


0.000 


0.000 



tBIE#2 004-3059661 
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BRAWH3019529 


100. 000 


0.000 


0.000 


BRAWH3019594 


100.000 


0.000 


0.000 


BRAWH3019820 


100. 000 


0.000 


0.000 


BRAWH3020200 


100. 000 


0.000 


0.000 


BRAWH3020318 


100. 000 


0.000 


0.000 


BRAWH3020884 


100. 000 


0.000 


0.000 


BRAWH3020928 


49.499 


0.000 


0.000 


BRAWH3021012 


100.000 


0.000 


0.000 


BRAWH3021574 


9.400 


0.000 


0.000 


BRAWH3021580 


100. 000 


0.000 


0.000 


BRAWH3021641 


100. 000 


0.000 


0.000 


BRAWH3021643 


100. 000 


0.000 


0.000 


BRAWH3021724 


100. 000 


0.000 


0.000 


BRAWH3022347 


100. 000 


0.000 


0.000 


BRAWH3022431 


100. 000 


0.000 


0.000 


BRAWH3022459 


100. 000 


0.000 


0.000 


BRAWH3022542 


100. 000 


0.000 


0.000 


BRAWH3022651 


9.828 


5.919 


0.000 


BRAWH3022719 


100. 000 


0.000 


0.000 


BRAWH3022900 


100. 000 


0.000 


0.000 


BRAWH3023156 


100. 000 


0.000 


0.000 


BRAWH3023168 


100. 000 


0.000 


0.000 


BRAWH3023172 


0.916 


0.000 


0.000 


BRAWH3023274 


100. 000 


0.000 


0.000 


BRAWH3023421 


100. 000 


0.000 


0.000 


BRAWH3024186 


19.959 


0.000 


0.000 


BRAWH3024231 


100. 000 


0.000 


0.000 


BRAWH3024242 


31.843 


0.000 


0.000 


BRAWH3024506 


100.000 


0.000 


0.000 



tBSE#2 004-3059661 
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BRAWH3024989 


2.369 


0.000 


0.000 


BRAWH3026349 


100. 000 


0.000 


0.000 


BRAWH3026938 


6.894 


8.303 


0.000 


BRAWH3027420 


100. 000 


0.000 


0.000 


BRAWH3027440 


58. 488 


0.000 


0.000 


BRAWH3027533 


11.008 


0.000 


0.000 


BRAWH3027574 


47.417 


0.000 


0.000 


BRAWH3027607 


100. 000 


0.000 


0.000 


BRAWH3027616 


100. 000 


0.000 


0.000 


BRAWH3027675 


100. 000 


0.000 


0.000 


BRAWH3027806 


100. 000 


0.000 


0.000 


BRAWH3027880 


100. 000 


0.000 


0.000 


BRAWH3028202 


100. 000 


0.000 


0.000 


BRAWH3028223 


100. 000 


0.000 


0.000 


BRAWH3028461 


100. 000 


0.000 


0.000 


BRAWH3028754 


100. 000 


, 0. 000 


0.000 


BRAWH3028796 


100. 000 


0.000 


0.000 


BRAWH3029313 


100. 000 


0.000 


0.000 


BRAWH3029385 


35. 187 


0.000 


0.000 


BRAWH3029538 


100. 000 


0.000 


0.000 


BRAWH3029806 


26. 735 


0.000 


0.000 


BRAWH3030772 


100.000 


0.000 


0.000 


BRAWH3030810 


21.287 


0.000 


0.000 


BRAWH3030910 


100. 000 


0.000 


0.000 


BRAWH3031054 


100. 000 


0.000 


0.000 


BRAWH3031342 


10.856 


0.000 


0.000 


BRAWH3031710 


100. 000 


0.000 


0.000 


BRAWH3032298 


100. 000 


0.000 


0.000 


BRAWH3032340 


100.000 


0.000 


0.000 



ffifiE#2 004-3059661 



Wm 2003-102207 



BRAWH3032571 
BRAWH3033117 
BRAWH3033293 
BRAWH3033448 
BRAWH3033513 
BRAWH3034097 
BRAWH3034114 
BRAWH3034134 
BRAWH3034668 
BRAWH3034743 
BRAWH3034775 
BRAWH3034890 
BRAWH3035403 
BRAWH3035904 
BRAWH3035914 
BRAWH3035936 
BRAWH3036077 
BRAWH3036247 
BRAWH3036270 
BRAWH3036334 
BRAWH3036561 
BRAWH3037265 
BRAWH3037394 
BRAWH3037428 
BRAWH3037533 
BRAWH3037979 
BRAWH3038055 
BRAWH3038230 
BRAWH3038252 



100. 000 


0.000 


0.000 


100. 000 


0.000 


0.000 


100. 000 


0.000 


0.000 


100.000 


0.000 


0.000 


100.000 


0.000 


0.000 


100. 000 


0.000 


0.000 


100. 000 


0.000 


0.000 


100. 000 


0.000 


0.000 


100. 000 


0.000 


0.000 


16.662 


0.000 


0.000 


100. 000 


0.000 


0.000 


100. 000 


0.000 


0.000 


35.337 


0.000 


0.000 


100. 000 


0.000 


0.000 


100. 000 


0.000 


0.000 


70. 575 


0.000 


0.000 


100. 000 


0.000 


0.000 


54.530 


0.000 


0.000 


100. 000 


0.000 


0.000 


6.241 


0.000 


0.000 


100. 000 


0.000 


0.000 


44.597 


0.000 


0.000 


100. 000 


0.000 


0.000 


5.877 


0.000 


0.000 


100. 000 


0.000 


0.000 


100. 000 


0.000 


0.000 


100. 000 


0.000 


0.000 


100. 000 


0.000 


0.000 


100. 000 


0.000 


0.000 



mm 2003-102207 



^- V : 346/ 



BRAWH3038324 


100. 000 


0.000 


0.000 


BRCAN2010665 


19.610 


0.000 


0.000 


BRCAN2019653 


0.000 


22. 535 


0.000 


BRCAN2022126 


4.855 


0.000 


0.000 


BRCAN2025093 


21.732 


0.000 


0.000 


BRC0C2012386 


11.403 


0.000 


0.000 


BRHIP2015153 


20.038 


0.000 


0.000 


BRHIP2027077 


2.020 


0.000 


0.000 


BRHIP3001573 


24.474 


0.000 


0.000 


BRHIP3002000 


4.500 


2.710 


0.000 


BRHIP3003063 


10.960 


0.000 


0.000 


BRHIP3003984 


27.477 


0.000 


0.000 


BRHIP3004774 


39.520 


0.000 


0.000 


BRHIP3007223 


2.016 


0.000 


0.000 


BRHIP3007409 


31.957 


0.000 


0.000 


BRHIP3008320 


23.349 


0.000 


0.000 


BRHIP3014675 


37.925 


0.000 


0.000 


BRHIP3017855 


15.316 


0.000 


0.000 


BRHIP3018784 


6.930 


0.000 


0.000 


BRHIP3021019 


7.745 


0.000 


0.000 


BRHIP3028246 


22. 147 


0.000 


0.000 


BRHIP3028570 


31.957 


0.000 


0.000 


BRSTN2010089 


6.598 


0.000 


0.000 


BRSTN2012069 


0.047 


0.718 


7.145 


BRSTN2016992 


1.476 


40. 898 


0.000 


BRTHA2033155 


4.253 


0.000 


0.000 


BRTHA3003736 


4.302 


0.000 


0.000 


BRTHA3005988 


31.076 


0.000 


0.000 


BRTHA3010135 


20.010 


0.000 


0.000 



mEE# 2004-3059661 



mm 2003-102207 



BRTHA3010212 
BRTHA3011194 
BRTHA3011265 
BRTHA3017791 
BRTHA3020771 
BRTHA3021971 
BRTHA3023403 
CT0NG2006235 
CT0NG2009033 
CT0NG2020582 
D90ST2003106 
DFNES2001829 
KIDNE2010049 
MESAN2017133 
NT2RI2009233 
NT2RI2015533 
NT2RI3005923 
NT2RI3009524 
NT2RP7007387 
NT2RP8001605 
NT2RP8007920 
NT0NG2008483 
0CBBF2003518 
0CBBF2018618 
OCBBF3001333 
0CBBF3004487 
PLACE7004103 
PLACE7006240 
PR0ST2007444 



5.525 
3.534 

25.596 

11.821 

31.957 
1.941 

14.857 
9.828 

25.755 
9.594 
6.904 
9.228 
3.438 

17. 548 
6.767 
6.216 

19.493 

35.496 
6.158 

29. 324 
1.978 
2.397 
2.062 

16.218 
9.639 
4.531 
3.880 

25. 174 
4.374 



0.000 
0.000 
0.000 
4.271 
0.000 
0.000 
0.000 
5.919 
0.000 
0.000 
0.000 
0.000 
0.000 
31.703 
0.000 
5.616 
0.000 
0.000 
0.000 
0.000 
0.000 
0.000 
0.000 
0.000 
0.000 
0.000 
0.000 
0.000 
0.000 



0.000 
0.000 
0.000 
0.000 
0.000 
0.000 
0.000 
0.000 
0.000 
0. 000 
0.000 
0.000 
0.000 
0.000 
0.000 
0.000 
0.000 
0.000 
0.000 
0.000 
0.000 
0.000 
0.000 
0.000 
0.000 
0.000 
0.000 
0.000 
0.000 



mm 2003-102207 



^- V I 348/ 



PR0ST2017910 


0.000 


37. 758 


0.000 


TBAES2007428 


5.371 


0.000 


0.000 


TESTI2005112 


19.455 


0.000 


0.000 


TESTI2021654 


9.773 


0.000 


0.000 


TESTI4002072 


16.696 


0.000 


0.000 


TESTI4002774 


4.103 


0.000 


0.000 


TESTI4002799 


1.767 


0.000 


0.000 


TESTI4003602 


25. 967 


0.000 


0.000 


TESTI4004210 


36.051 


0.000 


0.000 


TESTI4005399 


7.797 


0.000 


0.000 


TESTI4005653 


1.989 


0.000 


0.000 


TESTI4006441 


60.471 


0.000 


0.000 


TESTI4013474 


0.000 


3.733 


0.000 


TESTI40 14908 


36.051 


0.000 


0.000 


TESTI4022158 


53. 386 


0.000 


0.000 


THYMU3000776 


15. 604 


0.000 


0.000 


THYMU3002887 


4.680 


0.000 


0.000 


THYMU3003350 


54. 530 


0.000 


0.000 


THYMU3021586 


20. 651 


0.000 


0.000 


THYMU3026000 


49. 066 


0.000 


0.000 


THYMU3026306 


46.281 


0.000 


0.000 


THYMU3026350 


14.291 


0.000 


0.000 


THYMU3032798 


9.668 


0.000 


0.000 


THYMU3032867 


12.871 


0.000 


0.000 


THYMU3037827 


54. 530 


0.000 


0.000 


THYMU3038214 


39.314 


0.000 


0.000 


THYMU3041428 


0.000 


0.000 


96. 263 


THYMU3044075 


37. 925 


0.000 


0.000 


TRACH2013585 


23.471 


0.000 


0.000 



mfE# 2004-3059661 



#11 2003-102207 



^-v: 349/ 



TRACH3002752 


10. 


215 


0.000 


0.000 


TRACH3003037 


64. 


100 


0.000 


0.000 


TRACH3003872 


2. 


745 


0.000 


0.000 


TRACH3004424 


17. 


006 


0.000 


0.000 


TRACH3006717 


18. 


347 


0.000 


0.000 


TRACH3007625 


1. 


175 


0.000 


0.000 


TRACH3007689 


47. 


167 


0.000 


0.000 


TRACH3008632 


25. 


351 


0.000 


0.000 


TRACH3009008 


24. 


495 


0.000 


0.000 


TRACH3010079 


48. 


305 


0.000 


0.000 


TRACH3016805 


4. 


502 


0.000 


0.000 


TRACH30 16885 


3. 


978 


0.000 


0.000 


TRACH3024342 


47. 


167 


0. 000 


0.000 


TRACH3024671 


47. 


167 


0.000 


0.000 


TRACH3026303 


5. 


605 


0.000 


0.000 


TRACH3026676 


11. 


631 


0.000 


0.000 


TRACH3028855 


22. 


309 


0.000 


0.000 


TRACH3032570 


47. 


167 


0.000 


0.000 


TRACH3036932 


14. 


659 


0.000 


0.000 


TRACH3038399 


12. 


435 


0.000 


0.000 


UTERU3010409 


3. 


461 


0.000 


0.000 


UTERU3013167 


45. 


606 


0.000 


0.000 



[0 2 8 8] 

Iffi*0 7^7 , 7 l J- (BRSSN) IE#^Mf&Ei35fc^ ^ 7 <j - (BRAWH 



Clone ID BRAWH BRSSN 



tti|jE# 2004-305966 1 



m% 2003-102207 



^- v : 350/ 



ASTR02016114 14.497 0.000 

BRACE2012528 3. 794 0. 000 

BRACE2017844 0. 000 38. 254 

BRACE3004371 11.270 0.000 

BRACE3004767 58.488 0.000 

BRACE3022340 58.488 0.000 

BRACE3025719 0.000 67.040 

BRACE3026802 0. 000 63. 610 

0 BRACE3031185 58.488 0.000 

BRACE3031743 5. 455 0. 000 

BRACE3032385 13.674 0.000 

BRACE3032631 12.612 0.000 

BRACE3039358 41 . 331 0. 000 

BRACE3040863 17.888 0.000 

BRACE3042432 58.488 0.000 

BRACE3045981 26.434 0.000 

BRAMY2031516 14.772 0.000 

BRAMY3002329 20. 323 0. 000 

• BRAMY3004126 49.811 0.000 

BRAMY3005912 21.416 0.000 

BRAMY3008436 5.603 10.427 

BRAWH2000256 100.000 0.000 

BRAWH2002333 100. 000 0. 000 

BRAWH2004078 10. 539 0. 000 

BRAWH2010364 34.464 0.000 

BRAWH2010619 100.000 0.000 

BRAWH2011796 100.000 0.000 

BRAWH2011812 13.544 0.000 



tbliE#2 004-3059661 



2003-102207 ^- v* : 351/ 



BRAWH2011958 


100. 000 


0.000 


BRAWH2012054 


100. 000 


0.000 


BRAWH2012866 


8.503 


0.000 


BRAWH2013955 


100.000 


0.000 


BRAWH2014053 


23.222 


0.000 


BRAWH20 16209 


8.306 


0.000 


BRAWH20 16223 


100. 000 


0.000 


BRAWH20 16305 


4.308 


0.000 


BRAWH2016514 


35.037 


0.000 


BRAWH2016562 


49.499 


0.000 


BRAWH2016785 


100.000 


0.000 


BRAWH3000446 


100. 000 


0.000 


BRAWH3000884 


100. 000 


0.000 


BRAWH3001053 


100. 000 


0.000 


BRAWH3001638 


100. 000 


0.000 


BRAWH3001783 


100. 000 


0.000 


BRAWH3001833 


100. 000 


0.000 


BRAWH3003244 


100. 000 


0.000 


BRAWH3003573 


20. 162 


0.000 


BRAWH3003975 


100. 000 


0.000 


BRAWH3004335 


100. 000 


0.000 


BRAWH3004350 


16. 580 


0.000 


BRAWH3005037 


100. 000 


0.000 


BRAWH3005886 


100. 000 


0. 000 


BRAWH3005892 


100. 000 


0.000 


BRAWH3005896 


100. 000 


0.000 


BRAWH3008167 


100. 000 


0.000 


BRAWH3008559 


100. 000 


0.000 


BRAWH3008867 


100. 000 


0.000 



ffifiE# 2 0 0 4 



-3059661 



#11 2 0 0 3- 



1 0 2 2 0 7 



^-v: 352/ 



BRAWH3009961 
BRAWH3010461 
BRAWH3010602 
BRAWH3010657 
BRAWH3010726 
BRAWH3010833 
BRAWH3011101 
BRAWH3011331 
BRAWH30 11402 
BRAWH3011577 
BRAWH3011623 
BRAWH3011685 
BRAWH3011907 
BRAWH3011929 
BRAWH3012005 
BRAWH3012662 
BRAWH3012779 
BRAWH3013009 
BRAWH3013049 
BRAWH3013264 
BRAWH3013508 
BRAWH30 14609 
BRAWH3014639 
BRAWH3015017 
BRAWH3015175 
BRAWH3015610 
BRAWH3015825 
BRAWH3016123 
BRAWH3016715 



47.417 


0.000 


16.435 


7.646 


100. 000 


0.000 


100. 000 


0.000 


100.000 


0.000 


100. 000 


0.000 


100. 000 


0.000 


100. 000 


0.000 


100. 000 


0.000 


100. 000 


0.000 


100. 000 


0.000 


100. 000 


0.000 


47.417 


0.000 


100. 000 


0.000 


100. 000 


0.000 


33.972 


0.000 


100. 000 


0.000 


100. 000 


0.000 


100. 000 


0.000 


100. 000 


0.000 


100. 000 


0.000 


44. 597 


0.000 


100. 000 


0.000 


100. 000 


0.000 


100. 000 


0.000 


100. 000 


0.000 


100. 000 


0.000 


100. 000 


0.000 


100. 000 


0.000 



tBI£#2 0 0 4 



-3059661 



#11 2003-102207 ^- S J : 353/ 



BRAWH3017180 


28.251 


0.000 


BRAWH3017259 


13. 996 


0.000 


BRAWH3017260 


100. 000 


0.000 


BRAWH3017477 


100. 000 


0.000 


BRAWH30 17980 


49.811 


0.000 


BRAWH3018063 


15.836 


0.000 


BRAWH3018369 


100. 000 


0.000 


BRAWH3018548 


100. 000 


0.000 


BRAWH3018969 


100. 000 


0.000 


BRAWH30 19026 


100. 000 


0.000 


BRAWH3019529 


100. 000 


0.000 


BRAWH3019594 


100.000 


0.000 


BRAWH3019820 


100.000 


0.000 


BRAWH3020200 


100. 000 


0.000 


BRAWH3020318 


100. 000 


0.000 


BRAWH3020884 


100. 000 


0.000 


BRAWH3020928 


49.499 


0.000 


BRAWH3021012 


100. 000 


0.000 


BRAWH3021574 


9.400 


17.492 


BRAWH3021580 


100. 000 


0.000 


BRAWH3021641 


100. 000 


0.000 


BRAWH3021643 


100. 000 


0.000 


BRAWH3021724 


100. 000 


0.000 


BRAWH3022347 


100. 000 


0.000 


BRAWH3022431 


100. 000 


0.000 


BRAWH3022459 


100. 000 


0.000 


BRAWH3022542 


100. 000 


0.000 


BRAWH3022651 


9.828 


6.097 


BRAWH3022719 


100. 000 


0.000 



tiiiiE#2 0 0 4 



-3059661 



mm 2003-102207 



BRAWH3022900 
BRAWH3023156 
BRAWH3023168 
BRAWH3023172 
BRAWH3023274 
BRAWH3023421 
BRAWH3024186 
BRAWH3024231 
BRAWH3024242 
BRAWH3024506 
BRAWH3024989 
BRAWH3026349 
BRAWH3026938 
BRAWH3027420 
BRAWH3027440 
BRAWH3027533 
BRAWH3027574 
BRAWH3027607 
BRAWH3027616 
BRAWH3027675 
BRAWH3027806 
BRAWH3027880 
BRAWH3028202 
BRAWH3028223 
BRAWH3028461 
BRAWH3028754 
BRAWH3028796 
BRAWH3029313 
BRAWH3029385 



100. 000 


0.000 


100. 000 


0.000 


100. 000 


0.000 


0.916 


0.000 


100. 000 


0.000 


100. 000 


0.000 


19. 959 


0.000 


100.000 


0.000 


31.843 


0.000 


100. 000 


0.000 


2.369 


0.000 


100. 000 


0.000 


6.894 


0.000 


100. 000 


0.000 


58. 488 


0.000 


11.008 


0.000 


47.417 


0.000 


100. 000 


0.000 


100. 000 


0.000 


100. 000 


0.000 


100. 000 


0.000 


100. 000 


0.000 


100.000 


0.000 


100.000 


0.000 


100.000 


0.000 


100. 000 


0.000 


100. 000 


0.000 


100. 000 


0.000 


35. 187 


0.000 



# m 2003-102207 



^-v: 355/ 



BRAWH3029538 


100.000 


0.000 


BRAWH3029806 


26.735 


0.000 


BRAWH3030772 


100. 000 


0.000 


BRAWH3030810 


21.287 


0.000 


BRAWH3030910 


100. 000 


0.000 


BRAWH3031054 


100. 000 


0.000 


BRAWH3031342 


10. 856 


0.000 


BRAWH3031710 


100. 000 


0.000 


BRAWH3032298 


100. 000 


0.000 


BRAWH3032340 


100. 000 


0.000 


BRAWH3032571 


100. 000 


0.000 


BRAWH3033117 


100. 000 


0.000 


BRAWH3033293 


100. 000 


0.000 


BRAWH3033448 


100. 000 


0.000 


BRAWH3033513 


100. 000 


0.000 


BRAWH3034097 


100. 000 


0.000 


BRAWH3034114 


100. 000 


0.000 


BRAWH3034134 


100. 000 


0.000 


BRAWH3034668 


100. 000 


0.000 


BRAWH3034743 


16. 662 


0.000 


BRAWH3034775 


100. 000 


0.000 


BRAWH3034890 


100. 000 


0.000 


BRAWH3035403 


35. 337 


0.000 


BRAWH3035904 


100. 000 


0.000 


BRAWH3035914 


100. 000 


0.000 


BRAWH3035936 


70. 575 


0.000 


BRAWH3036077 


100. 000 


0.000 


BRAWH3036247 


54.530 


0.000 


BRAWH3036270 


100. 000 


0.000 



tiiliE# 2004-3059661 



2003-102207 ^- y : 356/ 



BRAWH3036334 


6.241 


0.000 


BRAWH3036561 


100.000 


0. 000 


BRAWH3037265 


44. 597 


0.000 


BRAWH3037394 


100. 000 


0.000 


BRAWH3037428 


5.877 


21.873 


BRAWH3037533 


100. 000 


0.000 


BRAWH3037979 


100.000 


0.000 


BRAWH3038055 


100. 000 


0.000 


BRAWH3038230 


100. 000 


0.000 


BRAWH3038252 


100.000 


0.000 


BRAWH3038324 


100. 000 


0.000 


BRCAN2010665 


19.610 


0.000 


BRCAN2022126 


4.855 


0.000 


BRCAN2025093 


21.732 


0.000 


BRC0C2012386 


11.403 


0.000 


BRHIP2015153 


20. 038 


0.000 


BRHIP2027077 


2.020 


0.000 


BRHIP2029643 


0.000 


55. 599 


BRHIP3001573 


24.474 


0.000 


BRHIP3002000 


4.500 


5.583 


BRHIP3003063 


10.960 


0.000 


BRHIP3003984 


27.477 


0.000 


BRHIP3004774 


39. 520 


0.000 


BRHIP3007223 


2.016 


0.000 


BRHIP3007409 


31.957 


0.000 


BRHIP3008320 


23. 349 


0.000 


BRHIP3014675 


37.925 


0.000 


BRHIP3017855 


15.316 


0.000 


BRHIP3018784 


6.930 


0.000 



tBfI#2 0 0 4 



-3059661 



mm 2003- 



1 0 2 2 0 7 



s*-*J: 357/ 



BRHIP3020046 


0. 


000 


BRHIP3021019 


7. 


745 


BRHIP3028246 


22. 


147 


BRHIP3028570 


31. 


957 


BRSSN2004303 


0. 


000 


BRSSN2004710 


0. 


000 


BRSSN2008464 


0. 


000 


BRSSN2011843 


0. 


000 


BRSSN2012157 


0. 


000 


BRSSN2012198 


0. 


000 


BRSSN2013696 


0. 


000 


BRSSN2015497 


0. 


000 


BRSSN2018218 


0. 


000 


BRSTN2010089 


6. 


598 


BRSTN2011961 


0. 


000 


BRSTN2012069 


0. 


047 


BRSTN2016992 


1. 


476 


BRSTN2017104 


0. 


000 


BRTHA2033155 


4. 


253 


BRTHA3003736 


4. 


302 


BRTHA3005988 


31. 


076 


BRTHA3010135 


20. 


010 


BRTHA3010212 


5. 


525 


BRTHA3011194 


3. 


534 


BRTHA3011265 


25. 


596 


BRTHA30 17791 


11. 


821 


BRTHA3020771 


31. 


957 


BRTHA3021971 


1. 


941 


BRTHA3023403 


14. 


857 



3.770 
0.000 - 
0.000 
0.000 
100. 000 
100. 000 
100. 000 
44. 546 
100. 000 
100. 000 
13. 293 
26.619 
100. 000 
0.000 
1.078 
0.000 
5.495 
7.257 
15.830 
0.000 
0.000 
0.000 
0.000 
0.000 
0.000 
0.000 
0.000 
0.000 
0.000 



£BfiE#2 0 0 4 - 



3 0 5 9 6 6 1 



2003-102207 



^- V ! 358/ 



CT0NG2006235 9. 828 6. 097 

CT0NG2009033 25.755 0.000 

CT0NG2011801 0.000 11.021 

CT0NG2020582 9. 594 0. 000 

D90ST2003106 6.904 0.000 

DFNES2001829 9.228 0.000 

KIDNE2010049 3. 438 0. 000 

MESAN2017133 17.548 0.000 

NT2RI2009233 6.767 0.000 

Q NT2RI2015533 6.216 0.000 

NT2RI3005923 19.493 0.000 

NT2RI3009524 35.496 0.000 

NT2RP7007387 6. 158 0. 000 

NT2RP8001605 29. 324 0. 000 

NT2RP8007920 1.978 7.363 

NT0NG2008483 2. 397 0. 000 

0CBBF2003518 2. 062 0. 000 

0CBBF2018618 16. 218 0. 000 

0CBBF3001333 9. 639 0. 000 

• 0CBBF3004487 4.531 0.000 

PLACE7004103 3. 880 0. 000 

PLACE7006240 25. 174 0. 000 

PR0ST2007444 4. 374 8. 140 

SMINT2009292 0. 000 13. 202 

T1ESE2000904 0. 000 8. 593 

TBAES2007428 5.371 0.000 

TESTI2005112 19.455 0.000 

TESTI2021654 9. 773 0. 000 

TESTI4002072 16. 696 0. 000 



mfiE# 2004-3059661 



2003-102207 ^- v I 359/ 



TESTI4002774 


4.103 


0.000 


TESTI4002799 


1.767 


0.000 


TESTI4003602 


25.967 


0.000 


TESTI4004210 


36.051 


0.000 


TESTI4005399 


7.797 


0.000 


TESTI4005653 


1.989 


0.000 


TESTI4006441 


60.471 


0.000 


TESTI4014908 


36.051 


0.000 


TESTI4022158 


53. 386 


0.000 


THYMU3000776 


15.604 


0.000 


THYMU3002887 


4.680 


2.903 


THYMU3003350 


54. 530 


0.000 


THYMU3021586 


20.651 


0.000 


THYMU3026000 


49. 066 


0.000 


THYMU3026306 


46.281 


0.000 


THYMU3026350 


14.291 


0.000 


THYMU3032798 


9.668 


0.000 


THYMU3032867 


12.871 


0.000 


THYMU3037827 


54.530 


0.000 


THYMU3038214 


39.314 


0.000 


THYMU3044075 


37.925 


0.000 


TRACH2013585 


23.471 


0.000 


TRACH3002752 


10.215 


19.010 


TRACH3003037 


64. 100 


0.000 


TRACH3003872 


2.745 


10.216 


TRACH3004424 


17.006 


0.000 


TRACH3006717 


18.347 


0.000 


TRACH3007625 


1. 175 


0.000 


TRACH3007689 


47. 167 


0.000 



tatE# 2 0 0 4 



-3059661 



#lf 2003-102207 



^-v : 360/ 



TRACH3008632 


25.351 


0.000 


TRACH3009008 


24.495 


0.000 


TRACH30 10079 


48. 305 


0.000 


TRACH3016805 


4.502 


0.000 


TRACH3016885 


3.978 


0.000 


TRACH3022198 


0.000 


30. 935 


TRACH3024342 


47. 167 


0.000 


TRACH3024671 


47. 167 


0. 000 


TRACH3026303 


5.605 


0.000 


TRACH3026676 


11.631 


0.000 


TRACH3028855 


22.309 


0.000 


TRACH3032570 


47. 167 


0.000 


TRACH3036932 


14. 659 


0.000 


TRACH3038399 


12.435 


0.000 


UTERU3010409 


3.461 


0.000 


UTERU3013167 


45. 606 


0.000 



[0 2 8 9] 

• iifi^?^?']- (brhip) t, jE^^Bm.m.mm<D9^ >; - (brawh 



Clone ID BRAWH BRHIP 



ASTR02016114 


14.497 


0.000 


BRACE2002392 


0.000 


5.275 


BRACE2012528 


3.794 


4.354 


BRACE2017359 


0.000 


41.817 


BRACE2017397 


0.000 


4.813 



ttif£# 2004-3059661 



&m 2003-102207 



361/ 



BRACE2017844 0.000 5.243 

BRACE3004046 0. 000 58. 973 

BRACE300437 1 11.270 7 . 666 

BRACE3004767 58.488 0.000 

BRACE3009416 0.000 29.118 

BRACE3022340 58.488 0.000 

BRACE3027931 0.000 34.325 

BRACE3029021 0.000 74.193 

BRACE3031185 58.488 0.000 

0 BRACE3031743 5.455 5.566 

BRACE3032385 13. 674 20. 927 

BRACE3032631 12.612 0.000 

BRACE3036156 0.000 44.660 

BRACE3039358 41 . 331 21 . 084 

BRACE3040863 17. 888 18. 250 

BRACE3042326 0. 000 35. 796 

BRACE3042432 58.488 0.000 

BRACE3045078 0.000 41.817 

BRACE3045981 26.434 0.000 

• BRAMY2031516 14.772 7.536 

BRAMY3002329 20.323 34.558 

BRAMY3004126 49.811 0.000 

BRAMY3005184 0.000 22.861 

BRAMY3005912 21.416 0.000 

BRAMY3007078 0. 000 50. 312 

BRAMY3008436 5.603 27.152 

BRAMY4000915 0. 000 50. 312 

BRAWH2000256 100. 000 0. 000 

BRAWH2002333 100. 000 0. 000 



tbliE# 2004-3059661 



mM. 2003-102207 ^- v : 362/ 



BRAWH2004078 


10. 539 


0.000 


BRAWH2010364 


34.464 


17.581 


BRAWH2010619 


100. 000 


0.000 


BRAWH20 11796 


100. 000 


0.000 


BRAWH2011812 


13. 544 


0.000 


BRAWH2011958 


100. 000 


0.000 


BRAWH2012054 


100. 000 


0.000 


BRAWH2012866 


8.503 


4.337 


BRAWH2013955 


100.000 


0.000 


BRAWH2014053 


23. 222 


0.000 


BRAWH2016209 


8.306 


0.000 


BRAWH2016223 


100.000 


0.000 


BRAWH2016305 


4.308 


0.000 


BRAWH2016514 


35. 037 


35. 747 


BRAWH2016562 


49. 499 


50. 501 


BRAWH2016785 


100.000 


0.000 


BRAWH3000446 


100. 000 


0.000 


BRAWH3000884 


100. 000 


0.000 


BRAWH3001053 


100. 000 


0.000 


BRAWH3001638 


100. 000 


0.000 


BRAWH3001783 


100. 000 


0.000 


BRAWH3001833 


100.000 


0.000 


BRAWH3003244 


100. 000 


0.000 


BRAWH3003573 


20. 162 


0.000 


BRAWH3003975 


100. 000 


0.000 


BRAWH3004335 


100.000 


0.000 


BRAWH3004350 


16.580 


0.000 


BRAWH3005037 


100. 000 


0.000 


BRAWH3005886 


100. 000 


0.000 



ttJlE# 2 0 0 4 



-3059661 



mm 2003-102207 



^-v: 363/ 



BRAWH3005892 


100. 000 


0.000 


BRAWH3005896 


100.000 


0.000 


BRAWH3008167 


100. 000 


0.000 


BRAWH3008559 


100. 000 


0.000 


BRAWH3008867 


100. 000 


0.000 


BRAWH3009961 


47.417 


0.000 


BRAWH3010461 


16.435 


8.384 


BRAWH3010602 


100. 000 


0.000 


BRAWH3010657 


100. 000 


0.000 


BRAWH3010726 


100. 000 


0.000 


BRAWH3010833 


100. 000 


0.000 


BRAWH3011101 


100. 000 


0.000 


BRAWH3011331 


100. 000 


0.000 


BRAWH3011402 


100. 000 


0.000 


BRAWH3011577 


100. 000 


0.000 


BRAWH3011623 


100. 000 


0.000 


BRAWH3011685 


100. 000 


0.000 


BRAWH3011907 


47.417 


0.000 


BRAWH3011929 


100. 000 


0.000 


BRAWH3012005 


100. 000 


0.000 


BRAWH3012662 


33. 972 


11.553 


BRAWH3012779 


100. 000 


0.000 


BRAWH3013009 


100. 000 


0.000 


BRAWH3013049 


100.000 


0.000 


BRAWH3013264 


100.000 


0.000 


BRAWH3013508 


100. 000 


0.000 


BRAWH3014609 


44.597 


0.000 


BRAWH3014639 


100. 000 


0.000 


BRAWH3015017 


100.000 


0.000 



tbfiE# 2004-3059661 



mm 2003-102207 



^-v! 364/ 



BRAWH3015175 


100. 000 


0.000 


BRAWH3015610 


100. 000 


0.000 


BRAWH3015825 


100. 000 


0.000 


BRAWH3016123 


100. 000 


0.000 


BRAWH3016715 


100.000 


0.000 


BRAWH3017180 


28.251 


0.000 


BRAWH3017259 


13.996 


0.000 


BRAWH30 17260 


100. 000 


0.000 


BRAWH3017477 


100. 000 


0.000 


BRAWH30 17980 


49.811 


0.000 


BRAWH3018063 


15.836 


0.000 


BRAWH3018369 


100. 000 


0.000 


BRAWH3018548 


100. 000 


0.000 


BRAWH3018969 


100. 000 


0.000 


BRAWH3019026 


100. 000 


0.000 


BRAWH3019529 


100. 000 


0.000 


BRAWH3019594 


100. 000 


0.000 


BRAWH3019820 


100. 000 


0.000 


BRAWH3020200 


100. 000 


0.000 


BRAWH3020318 


100. 000 


0.000 


BRAWH3020884 


100. 000 


0.000 


BRAWH3020928 


49. 499 


50.501 


BRAWH3021012 


100. 000 


0.000 


BRAWH3021574 


9.400 


0.000 


BRAWH3021580 


100. 000 


0.000 


BRAWH3021641 


100. 000 


0.000 


BRAWH3021643 


100. 000 


0.000 


BRAWH3021724 


100. 000 


0.000 


BRAWH3022347 


100. 000 


0.000 



ttJSE# 2004-3059661 



mm 2003-102207 



^-v: 365/ 



BRAWH3022431 


100.000 


0.000 


BRAWH3022459 


100.000 


0.000 


BRAWH3022542 


100.000 


0.000 


BRAWH3022651 


9.828 


5.014 


BRAWH3022719 


100.000 


0.000 


BRAWH3022900 


100. 000 


0.000 


BRAWH3023156 


100. 000 


0.000 


BRAWH3023168 


100. 000 


0.000 


BRAWH3023172 


0.916 


1.869 


BRAWH3023274 


100. 000 


0.000 


BRAWH3023421 


100. 000 


0.000 


BRAWH3024186 


19.959 


10. 182 


BRAWH3024231 


100. 000 


0.000 


BRAWH3024242 


31.843 


32.488 


BRAWH3024506 


100. 000 


0.000 


BRAWH3024989 


2.369 


4.834 


BRAWH3026349 


100.000 


0.000 


BRAWH3026938 


6.894 


2.344 


BRAWH3027420 


100.000 


0.000 


BRAWH3027440 


58.488 


0.000 


BRAWH3027533 


11.008 


0.000 


BRAWH3027574 


47.417 


0.000 


BRAWH3027607 


100. 000 


0.000 


BRAWH3027616 


100.000 


0.000 


BRAWH3027675 


100.000 


0.000 


BRAWH3027806 


100. 000 


0.000 


BRAWH3027880 


100. 000 


0.000 


BRAWH3028202 


100. 000 


0.000 


BRAWH3028223 


100. 000 


0.000 



tBIE#2 004-3059661 



mm 2003-102207 



^-v: 366/ 



BRAWH3028461 100. 000 0. 000 

BRAWH3028754 100. 000 0. 000 

BRAWH3028796 100. 000 0. 000 

BRAWH3029313 100. 000 0. 000 

BRAWH3029385 35. 187 17. 949 

BRAWH3029538 100.000 0.000 

BRAWH3029806 26. 735 0. 000 

BRAWH3030772 100. 000 0. 000 

BRAWH3030810 21.287 0.000 

0 BRAWH3030910 100.000 0.000 

BRAWH3031054 100. 000 0. 000 

BRAWH3031342 10. 856 0. 000 

BRAWH3031710 100. 000 0. 000 

BRAWH3032298 100. 000 0. 000 

BRAWH3032340 100. 000 0. 000 

BRAWH3032571 100. 000 0. 000 

BRAWH3033117 100.000 0.000 

BRAWH3033293 100. 000 0. 000 

BRAWH3033448 100. 000 0. 000 

• BRAWH3033513 100.000 0.000 

BRAWH3034097 100. 000 0. 000 

BRAWH3034114 100.000 0.000 

BRAWH3034134 100. 000 0. 000 

BRAWH3034668 100. 000 0. 000 

BRAWH3034743 16.662 21.249 

BRAWH3034775 100. 000 0. 000 

BRAWH3034890 100. 000 0. 000 

BRAWH3035403 35. 337 0. 000 

BRAWH3035904 100. 000 0. 000 



miE# 2004-3059661 



2003-102207 



^-v : 367/ 



BRAWH3035914 


100. 000 


0.000 


BRAWH3035936 


70. 575 


0.000 


BRAWH3036077 


100. 000 


0.000 


BRAWH3036247 


54.530 


0.000 


BRAWH3036270 


100. 000 


0.000 


BRAWH3036334 


6.241 


19. 102 


BRAWH3036561 


100. 000 


0.000 


BRAWH3037265 


44.597 


0.000 


BRAWH3037394 


100. 000 


0.000 


BRAWH3037428 


5.877 


0.000 


BRAWH3037533 


100. 000 


0.000 


BRAWH3037979 


100. 000 


0.000 


BRAWH3038055 


100. 000 


0.000 


BRAWH3038230 


100. 000 


0.000 


BRAWH3038252 


100. 000 


0.000 


BRAWH3038324 


100. 000 


0.000 


BRCAN20 10665 


19.610 


13.338 


BRCAN2019953 


0.000 


9.704 


BRCAN2022126 


4.855 


4.954 


BRCAN2025093 


21.732 


0.000 


BRCOC20 12386 


11.403 


0.000 


BRHIP2006819 


0.000 


100. 000 


BRHIP2006921 


0.000 


100. 000 


BRHIP2008756 


0.000 


100. 000 


BRHIP2009177 


0.000 


100. 000 


BRHIP2011199 


0.000 


55.026 


BRHIP2013958 


0.000 


36.661 


BRHIP2015153 


20. 038 


20. 443 


BRHIP2016125 


0.000 


100. 000 



mfE# 2004-3059661 
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BRHIP2017714 
BRHIP2020930 
BRHIP2021929 
BRHIP2023735 
BRHIP2024941 
BRHIP2026346 
BRHIP2027077 
BRHIP2027563 
BRHIP2029529 

0 BRHIP2029643 
BRHIP2029663 
BRHIP3000626 
BRHIP3000859 
BRHIP3001076 
BRHIP3001141 
BRHIP3001338 
BRHIP3001360 
BRHIP3001481 
BRHIP3001573 

• BRHIP3001878 
BRHIP3002000 
BRHIP3002114 
BRHIP3002124 
BRHIP3002141 
BRHIP3002363 
BRHIP3002691 
BRHIP3002920 
BRHIP3002931 
BRHIP3003063 



0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 

0.000 100.000 

0. 000 100. 000 

0. 000 100. 000 

2.020 2.061 

0. 000 100. 000 

0. 000 100. 000 

0.000 15.240 

0. 000 45. 093 

0. 000 100. 000 

0. 000 100. 000 

0. 000 46. 104 

0. 000 100. 000 

0. 000 100. 000 

0. 000 58. 973 

0. 000 38. 435 

24. 474 24. 970 

0. 000 100. 000 

4.500 3.826 

0. 000 39. 793 

0. 000 100. 000 

0. 000 16. 008 

0. 000 100. 000 

0.000 16.923 

0. 000 64. 789 

0. 000 100. 000 

10.960 55.910 



tBIE# 2004-3059661 



#11 2003-102207 ^- v : 369/ 



BRHIP3003126 


0.000 


74. 193 


BRHIP3003306 


0.000 


60. 949 


BRHIP3003340 


0.000 


100. 000 


BRHIP3003395 


0.000 


100. 000 


BRHIP3003688 


0.000 


100.000 


BRHIP3003795 


0.000 


45.093 


BRHIP3003845 


0.000 


10. 774 


BRHIP3003961 


0.000 


19.351 


BRHIP3003984 


27.477 


28.033 


BRHIP3004215 


0.000 


13.851 


BRHIP3004710 


0.000 


100. 000 


BRHIP3004725 


0.000 


100. 000 


BRHIP3004774 


39. 520 


60. 480 


BRHIP3004786 


0.000 


100. 000 


BRHIP3005037 


0.000 


82.401 


BRHIP3005142 


0.000 


60. 949 


BRHIP3005231 


0.000 


100. 000 


BRHIP3005307 


0.000 


46. 104 


BRHIP3005673 


0.000 


52. 564 


BRHIP3005801 


0.000 


19. 121 


BRHIP3005944 


0.000 


100. 000 


BRHIP3006279 


0.000 


100.000 


BRHIP3006294 


0.000 


40. 683 


BRHIP3006449 


0.000 


100. 000 


BRHIP3006786 


0.000 


100. 000 


BRHIP3006950 


0.000 


100. 000 


BRHIP3007172 


0.000 


100. 000 


BRHIP3007195 


0.000 


75. 737 


BRHIP3007223 


2.016 


2.057 



tiilHf 2 0 0 4 



-3059661 



#il 2003-102207 



^- v : 370/ 



BRHIP3007291 
BRHIP3007409 
BRHIP3007424 
BRHIP3007609 
BRHIP3007960 
BRHIP3008082 
BRHIP3008320 
BRHIP3008714 
BRHIP3009672 

0 BRHIP3009753 
BRHIP3010289 
BRHIP3010916 
BRHIP3011082 
BRHIP3011269 
BRHIP3011460 
BRHIP3011567 
BRHIP3011831 
BRHIP3012185 
BRHIP30 12289 

• BRHIP3012357 
BRHIP30 12736 
BRHIP3012997 
BRHIP30 13078 
BRHIP3013588 
BRHIP3013698 
BRHIP3014675 
BRHIP3015854 
BRHIP3016032 
BRHIP3016421 



0. 000 100. 000 

31.957 32.604 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 

0. 000 45. 093 

23. 349 47. 644 

0. 000 100. 000 

0. 000 100. 000 

0.000 1.187 

0. 000 100. 000 

0. 000 45. 093 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 

0.000 33.611 

0. 000 2. 837 

0. 000 100. 000 

0. 000 60. 949 

0. 000 100. 000 

37.925 19.346 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 



thl£#2 004-3059661 



mm 2003-102207 



BRHIP3017109 
BRHIP3017146 
BRHIP3017256 
BRHIP3017558 
BRHIP3017855 
BRHIP3018784 
BRHIP3019643 
BRHIP3019824 
BRHIP3019880 
BRHIP3019956 
BRHIP3020046 
BRHIP3020155 
BRHIP3020733 
BRHIP3021019 
BRHIP3021499 
BRHIP3021987 
BRHIP3022656 
BRHIP3023922 
BRHIP3024703 
BRHIP3024820 
BRHIP3025795 
BRHIP3025844 
BRHIP3026231 
BRHIP3026651 
BRHIP3027160 
BRHIP3027191 
BRHIP3027651 
BRHIP3027947 
BRHIP3028246 



0. 000 100. 000 

0. 000 66. 943 

0. 000 100. 000 

0. 000 100. 000 

15.316 11.720 

6.930 3.535 

0.000 100.000 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 

0. 000 2. 067 

0. 000 100. 000 

0.000 55.026 

7.745 7.901 

0.000 100.000 

0.000 36.438 

0.000 100.000 

0.000 100.000 

0.000 100.000 

0.000 100.000 

0.000 100.000 

0.000 100.000 

0.000 100.000 

0. 000 100. 000 

0.000 100.000 

0.000 100.000 

0. 000 100. 000 

0. 000 100. 000 

22.147 22.595 



mm 2003-102207 



BRHIP3028570 


31. 


957 


32. 604 


BRHIP3028742 


0. 


000 


100.000 


BRSTN2010089 


6. 


598 


0.000 


BRSTN2012069 


0. 


047 


0.000 


BRSTN2016992 


1. 


476 


2.510 


BRTHA2001953 


0. 


000 


9.766 


BRTHA2008502 


0. 


000 


22.073 


BRTHA2031517 


0. 


000 


47.917 


BRTHA2033155 


4. 


253 


0.000 


BRTHA2035743 


0. 


000 


34.617 


BRTHA3003417 


0. 


000 


31.398 


BRTHA3003736 


4. 


302 


6.584 


BRTHA3005988 


31. 


076 


0.000 


BRTHA3007662 


0. 


000 


64.789 


BRTHA3010135 


20. 


010 


0.000 


BRTHA3010212 


5. 


525 


0.000 


BRTHA3011194 


3. 


534 


10.818 


BRTHA3011265 


25. 


596 


0.000 


BRTHA3012265 


0. 


000 


64. 789 


BRTHA3017791 


11. 


821 


4.824 


BRTHA3020771 


31. 


957 


32. 604 


BRTHA3021971 


1. 


941 


1.980 


BRTHA3023403 


14. 


857 


15. 157 


CH0NS2002829 


0. 


000 


11.668 


CT0NG2006235 


9. 


828 


5.014 


CT0NG2009033 


25. 


755 


26.276 


CT0NG2020582 


9. 


594 


1.958 


D90ST2003106 


6. 


904 


0.000 


DFNES2001829 


9. 


228 


18.830 



2003-102207 ^- V \ 373/ 



KIDNE2010049 


3.438 • 


0.000 


LIVER2008465 


0.000 


6.752 


MESAN2017133 


17. 548 


0. 000 


NT2RI2009233 


6.767 


0. 000 


NT2RI2010795 


0.000 


16. 827 


NT2RI2015533 


6.216 


1.586 


NT2RI3005923 


19.493 


0. 000 


NT2RI3009524 


35. 496 


0. 000 


NT2RP7007387 


6.158 


2.094 


NT2RP8001605 


29. 324 


0.000 


NT2RP8007920 


1.978 


0.000 


NTONG2008483 


2.397 


0.815 


0CBBF2000831 


0.000 


9.824 


0CBBF2003518 


2.062 


0.000 


0CBBF2018618 


16.218 


16. 546 


0CBBF3001333 


9.639 


0.000 


0CBBF3004487 


4.531 


4.622 


PLACE7004103 


3.880 


5.278 


PLACE7006240 


25. 174 


0.000 


PR0ST2007444 


4.374 


5.578 


SMINT2012179 


0.000 


18. 954 


SYN0V4004210 


0.000 


1.927 


TBAES2007428 


5.371 


0.000 


TESTI2005112 


19.455 


0.000 


TESTI2005564 


0.000 


3.736 


TESTI2021654 


9.773 


0.000 


TESTI4001569 


0.000 


43. 832 


TESTI4002072 


16.696 


20. 440 


TESTI4002774 


4.103 


4.186 



mtIE# 2 0 0 4 
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#SI 2 0 0 3 - 1 0 2 2 0 7 ^- v I 374/ 



TESTI4002799 


1.767 


2. 


703 


TESTI4003602 


25.967 


0. 


000 


TESTI4003703 


0.000 


4. 


514 


TESTI4003944 


0.000 


35. 


590 


TESTI4004210 


36.051 


0. 


000 


TESTI4005399 


7.797 


15. 


910 


TESTI4005653 


1.989 


3. 


551 


TESTI4006441 


60.471 


0. 


000 


TESTI4014908 


36.051 


0. 


000 


TESTI4022158 


53.386 


13. 


617 


TESTI4029297 


0.000 


4. 


514 


THYMU3000776 


15. 604 


0. 


000 


THYMU3002887 


4.680 


6. 


367 


THYMU3003007 


0.000 


19. 


391 


THYMU3003350 


54. 530 


0. 


000 


THYMU3007308 


0.000 


39. 


793 


THYMU3008105 


0.000 


20. 


662 


THYMU3021586 


20.651 


16. 


855 


THYMU3026000 


49.066 


0. 


000 


THYMU3026306 


46.281 


0. 


000 


THYMU3026350 


14.291 


14. 


581 


THYMU3032798 


9.668 


0. 


000 


THYMU3032867 


12.871 


0. 


000 


THYMU3034671 


0.000 


4. 


866 


THYMU3037827 


54. 530 


0. 


000 


THYMU3038214 


39.314 


0. 


000 


THYMU3044075 


37. 925 


19. 


346 


TKIDN2000319 


0.000 


21. 


607 


TRACH2013585 


23.471 


23. 


946 



tBBE#2 0 0 4 - 
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mm. 2003-102207 ^- S J : 375/ 



TRACH3002752 


10.215 


10.422 


TRACH3003037 


64. 100 


0.000 


TRACH3003872 


2.745 


5.600 


TRACH3004424 


17.006 


0.000 


TRACH3006717 


18.347 


11.231 


TRACH3007625 


1.175 


10. 794 


TRACH3007689 


47.167 


0.000 


TRACH3008632 


25.351 


8.621 


TRACH3009008 


24.495 


0.000 


TRACH3010079 


48. 305 


24. 641 


TRACH3016805 


4.502 


0.000 


TRACH3016885 


3.978 


4.059 


TRACH3022198 


0.000 


8.480 


TRACH3024342 


47. 167 


0.000 


TRACH3024671 


47.167 


0.000 


TRACH3025316 


0.000 


31.291 


TRACH3026303 


5.605 


11.436 


TRACH3026676 


11.631 


0.000 


TRACH3028855 


22. 309 


0.000 


TRACH3032570 . 


47.167 


0.000 


TRACH3036932 


14. 659 


14.956 


TRACH3038399 


12.435 


0.000 


TST0M2000235 


0.000 


4.535 


UTERU3005422 


0.000 


21.641 


UTERU3010409 


3.461 


7.062 


UTERU3013167 


45.606 


0.000 


UTERU3016273 


0.000 


46. 104 



[0 2 9 0] 
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#11 2003-102207 ^- v : 376/ 

/Mft^^^^'j- (brace) iEn^mm.m.M<^'7^ -r? - (brawh 



Clone ID 


BRAWH 


BRACE 


ASTR02016114 


14. 497 


0.000 


BRACE 1000475 


0 000 


100 000 

J. vy vy . vy vy \y 


RRACE2002392 


0 000 


3 670 

o . vy i vy 


RRACE2003628 

jjivriV/J-/ ^ v/ vy «j vy u vy 


0 000 


9 684 

vy • vy vyT^ 


RRACE2005991 


0 000 


100 000 

j. vy vy • vy vy vy 


RRACE20 10336 


0 000 

\J • Vy Vy Vy 


9 658 


RRACE20 12528 


3 794 


15 820 


RRACE20 12625 


0 000 

vy . Vy V/Vy 


100 000 

-L Vy Vy • vy vy vy 


RRACF2012833 


0 000 

Vy • \J\J\J 


100 000 

j. Vy vy • vy w vy 


RRACF2012838 


0 000 


100 000 

j. V/ \y • vy vy vy 


RRACF20 12936 


0 000 

Vy • V/Vy Vy 


100 000 

J. vy Vy . Vy vy vy 


RRACF20 12947 


0 000 

Vy • \J\J\J 


100 000 

iV/Vy. VyVyVy 


RRACE20 13009 


0 000 

vy • vy vy vy 


100 000 

j. vy vy . vy vy vy 


BRACE2013126 


0 000 

vy • vy vy vy 


100 000 

-i- vy vy • vy vy vy 


BRACE2013132 


0 000 

vy - vy vy vy 


100 000 

.ivyvy. vy vy vy 


BRACE20 16896 


0 000 

vy • vy vy vy 


100 000 

x\j\j . vy vy vy 


BRACE20 17359 


0.000 


58. 183 


BRACE20 17397 


0.000 


3.348 


BRACE20 17580 


0.000 


100.000 


BRACE2017844 


0.000 


29. 179 


BRACE2017872 


0.000 


100. 000 


BRACE2017992 


0.000 


100. 000 


BRACE2019348 


0.000 


74.228 



tblE#2 004-30 5 966 1 



#11 2003-102207 ^- v : 377/ 



BRACE2023633 


0.000 


100.000 


BRACE2023744 


0.000 


100. 000 


BRACE2025452 


0.000 


100. 000 


BRACE2026404 


0.000 


100. 000 


BRACE2027312 


0.000 


100. 000 


BRACE2027382 


0.000 


100. 000 


BRACE2028956 


0.000 


100. 000 


BRACE2030039 


0.000 


100. 000 


BRACE2032584 


0.000 


100. 000 


BRACE2033128 


0.000 


100. 000 


BRACE2034434 


0.000 


100. 000 


BRACE2035120 


0.000 


100. 000 


BRACE2035191 


0.000 


100. 000 


BRACE2039362 


0.000 


100.000 


BRACE2039607 


0.000 


100. 000 


BRACE2042541 


0.000 


100. 000 


BRACE2046976 


0.000 


100. 000 


BRACE2047232 


0.000 


100.000 


BRACE2047975 


0.000 


100.000 


BRACE3001403 


0.000 


100.000 


BRACE3001973 


0.000 


36. 360 


BRACE3002344 


0.000 


100. 000 


BRACE3002541 


0.000 


100. 000 


BRACE3002756 


0.000 


100. 000 


BRACE3003866 


0.000 


100. 000 


BRACE3004046 


0.000 


41.027 


BRACE3004371 


11.270 


10.666 


BRACE3004767 


58. 488 


41.512 


BRACE3004887 


0.000 


100. 000 



taiHf 2 0 0 4 
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mm 2003-102207 ^- v : 378/ 



BRACE3004981 


0.000 


100. 000 


BRACE3005870 


0.000 


100. 000 


BRACE3005903 


0.000 


100.000 


BRACE3006553 


0.000 


18.271 


BRACE3007649 


0.000 


100. 000 


BRACE3007869 


0.000 


100. 000 


BRACE3009075 


0.000 


100.000 


BRACE3009265 


0.000 


100. 000 


BRACE3009392 


0.000 


100. 000 


BRACE3009416 


0.000 


20. 257 


BRACE3009539 


0.000 


100. 000 


BRACE3010702 


0.000 


100.000 


BRACE3011447 


0.000 


100. 000 


BRACE3011774 


0.000 


100. 000 


BRACE3013418 


0.000 


100. 000 


BRACE3013874 


0.000 


100. 000 


BRACE3013986 


0.000 


100. 000 


BRACE3014523 


0.000 


100. 000 


BRACE3014714 


0.000 


100. 000 


BRACE3015090 


0.000 


100. 000 


BRACE3015898 


0.000 


100. 000 


BRACE3016020 


0.000 


100. 000 


BRACE3016167 


0.000 


100.000 


BRACE3016580 


0.000 


100. 000 


BRACE3016788 


0.000 


100. 000 


BRACE3016810 


0.000 


100.000 


BRACE3016862 


0.000 


100. 000 


BRACE3017253 


0.000 


55. 894 


BRACE3018083 


0.000 


100.000 



ffifiE#2 0 0 4 



-3059661 



2003-102207 



^-v: 379/ 



BRACE3019570 
BRACE3019611 
BRACE3019817 
BRACE3019941 
BRACE3020356 
BRACE3020669 
BRACE3021430 
BRACE3021517 
BRACE3021805 

0 BRACE3022051 
BRACE3022303 
BRACE3022312 
BRACE3022340 
BRACE3022847 
BRACE3023604 
BRACE3024379 
BRACE3024444 
BRACE3024497 
BRACE3024537 

• BRACE3024879 
BRACE3025627 
BRACE3025719 
BRACE3026161 
BRACE3026290 
BRACE3026345 
BRACE3026456 
BRACE3026802 
BRACE3026844 
BRACE3026947 



0.000 100.000 

0.000 100.000 

0.000 100.000 

0.000 2.074 

0.000 100.000 

0. 000 38. 787 

0.000 8.467 

0.000 100.000 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 

0.000 24.151 

58.488 41.512 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 

0.000 100.000 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 

0. 000 12. 784 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 

0. 000 36. 390 

0. 000 100. 000 

0. 000 100. 000 



miE# 2004-3059661 



#JgI 2003-102207 



^- v : 380/ 



BRACE3027256 
BRACE3027931 
BRACE3028360 
BRACE3028895 
BRACE3028998 
BRACE3029005 
BRACE3029021 
BRACE3029205 
BRACE3029447 
BRACE3030538 
BRACE3031161 
BRACE3031184 
BRACE3031185 
BRACE3031315 
BRACE3031372 
BRACE3031579 
BRACE3031728 
BRACE3031743 
BRACE3031843 
BRACE3032385 
BRACE3032537 
BRACE3032538 
BRACE3032631 
BRACE3032980 
BRACE3033525 
BRACE3034183 
BRACE3034389 
BRACE3034964 
BRACE3034993 



0. 000 100. 000 

0.000 23.879 

0.000 100.000 

0. 000 32. 302 

0. 000 100. 000 

0. 000 100. 000 

0. 000 25. 807 

0. 000 100. 000 

0. 000 100. 000 

0. 000 36. 360 

0. 000 100. 000 

0. 000 100. 000 

58.488 41.512 

0.000 41.329 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 

5.455 15.488 

0.000 100.000 

13.674 19.411 

0. 000 100. 000 

0. 000 100. 000 

12.612 8.951 

0. 000 100. 000 

0. 000 100. 000 

0.000 100.000 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 



ttiiE# 2004-3059661 



2003-102207 ^- v : 381/ 



BRACE3035168 


0.000 


29. 854 


BRACE3036156 


0.000 


31.069 


BRACE3036271 


0.000 


100. 000 


BRACE3036283 


0.000 


5.298 


BRACE3037612 


0.000 


100. 000 


BRACE3037637 


0.000 


100. 000 


BRACE3037803 


0.000 


100. 000 


BRACE3038012 


0.000 


100. 000 


BRACE3038030 


0.000 


100. 000 


BRACE3038570 


0.000 


100. 000 


BRACE3038760 


0.000 


100. 000 


BRACE3039288 


0.000 


100. 000 


BRACE3039358 


41.331 


14.668 


BRACE3039378 


0.000 


100. 000 


BRACE3039454 


0.000 


100. 000 


BRACE3040012 


0.000 


100. 000 


BRACE3040239 


0.000 


100. 000 


BRACE3040504 


0.000 


100. 000 


BRACE3040644 


0.000 


100. 000 


BRACE3040863 


17.888 


12. 696 


BRACE3041059 


0.000 


100. 000 


BRACE3041162 


0.000 


100. 000 


BRACE3041827 


0.000 


100. 000 


BRACE3042046 


0.000 


100. 000 


BRACE3042210 


0.000 


100. 000 


BRACE3042326 


0.000 


24. 903 


BRACE3042409 


0.000 


100. 000 


BRACE3042432 


58.488 


41.512 


BRACE3042594 


0.000 


100. 000 



tBSEJlf 2 0 0 4 
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m& 2003-102207 



^-v : 382/ 



BRACE3043597 
BRACE3044090 
BRACE3044172 
BRACE3044247 
BRACE3044377 
BRACE3044495 
BRACE3045078 
BRACE3045145 
BRACE3045424 

0 BRACE3045708 
BRACE3045981 
BRACE3046049 
BRACE3046152 
BRACE3046294 
BRACE3046466 
BRACE3046491 
BRACE3046609 
BRACE3046837 
BRACE3046855 

• BRACE3046966 
BRACE3047018 
BRACE3047482 
BRACE3047801 
BRAMY2031516 
BRAMY3002329 
BRAMY3004126 
BRAMY3004364 
BRAMY3005912 
BRAMY3008436 



0.000 100.000 

0.000 100.000 

0.000 100.000 

0.000 100.000 

0.000 100.000 

0.000 100.000 

0.000 58.183 

0.000 100.000 

0.000 100.000 

0.000 100.000 

26.434 56.286 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 

0.000 100.000 

0.000 100.000 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 

14. 772 0. 000 

20.323 9.616 

49.811 0.000 

0. 000 4. 821 

21.416 30.401 

5. 603 5. 965 



ffilE#2 004-3059661 



WM 2003-102207 



BRAMY3009491 
BRAWH2000256 
BRAWH2002333 
BRAWH2004078 
BRAWH2010364 
BRAWH2010619 
BRAWH2011796 
BRAWH2011812 
BRAWH2011958 
BRAWH2012054 
BRAWH2012866 
BRAWH2013955 
BRAWH2014053 
BRAWH2016209 
BRAWH2016223 
BRAWH2016305 
BRAWH2016514 
BRAWH20 16562 
BRAWH20 16785 
BRAWH3000446 
BRAWH3000884 
BRAWH3001053 
BRAWH3001638 
BRAWH3001783 
BRAWH3001833 
BRAWH3003244 
BRAWH3003573 
BRAWH3003975 
BRAWH3004335 



0.000 


22. 146 


100. 000 


0.000 


100.000 


0.000 


10.539 


3.740 


34.464 


36. 692 


100.000 


0.000 


100. 000 


0.000 


13. 544 


0.000 


100. 000 


0.000 


100.000 


0.000 


8.503 


3.017 


100. 000 


0.000 


23. 222 


16.482 


8.306 


11.791 


100. 000 


0.000 


4.308 


0.000 


35. 037 


0.000 


49.499 


0.000 


100. 000 


0.000 


100.000 


0.000 


100.000 


0.000 


100.000 


0.000 


100.000 


0.000 


100.000 


0.000 


100.000 


0.000 


100.000 


0.000 


20. 162 


14.310 


100. 000 


0.000 


100. 000 


0.000 



&m 2003-102207 



^-v: 384/ 



BRAWH3004350 16. 580 0. 000 

BRAWH3005037 100. 000 0. 000 

BRAWH3005886 100. 000 0. 000 

BRAWH3005892 100. 000 0. 000 

BRAWH3005896 100. 000 0. 000 

BRAWH3008167 100. 000 0. 000 

BRAWH3008559 100. 000 0. 000 

BRAWH3008867 100. 000 0. 000 

BRAWH3009961 47.417 0.000 

0 BRAWH3010461 16.435 10.207 

BRAWH3010602 100. 000 0. 000 

BRAWH3010657 100.000 0.000 

BRAWH3010726 100. 000 0. 000 

BRAWH3010833 100. 000 0. 000 

BRAWH3011101 100.000 0.000 

BRAWH3011331 100.000 0.000 

BRAWH3011402 100.000 0.000 

BRAWH3011577 100.000 0.000 

BRAWH3011623 100.000 0.000 

• BRAWH3011685 100.000 0.000 

BRAWH3011907 47.417 0.000 

BRAWH3011929 100.000 0.000 

BRAWH3012005 100. 000 0. 000 

BRAWH3012662 33. 972 0. 000 

BRAWH3012779 100. 000 0. 000 

BRAWH3013009 100.000 0.000 

BRAWH3013049 100. 000 0. 000 

BRAWH3013264 100. 000 0. 000 

BRAWH3013508 100.000 0.000 



ffilE# 2004-3059661 



&m 2003-102207 ^- V \ 385/ 



BRAWH3014609 


44. 597 


0.000 


BRAWH3014639 


100. 000 


0.000 


BRAWH3015017 


100. 000 


0.000 


BRAWH3015175 


100. 000 


0.000 


BRAWH3015610 


100. 000 


0.000 


BRAWH3015825 


100. 000 


0.000 


BRAWH3016123 


100. 000 


0.000 


BRAWH3016715 


100. 000 


0.000 


BRAWH3017180 


28. 251 


40. 103 


BRAWH30 17259 


13. 996 


4.967 


BRAWH3017260 


100. 000 


0.000 


BRAWH3017477 


100. 000 


0.000 


BRAWH3017980 


49.811 


0.000 


BRAWH3018063 


15.836 


0.000 


BRAWH3018369 


100. 000 


0.000 


BRAWH3018548 


100. 000 


0.000 


BRAWH3018969 


100. 000 


0.000 


BRAWH3019026 


100. 000 


0.000 


BRAWH3019529 


100. 000 


0.000 


BRAWH3019594 


100. 000 


0.000 


BRAWH3019820 


100. 000 


0.000 


BRAWH3020200 


100. 000 


0.000 


BRAWH3020318 


100. 000 


0.000 


BRAWH3020884 


100. 000 


0.000 


BRAWH3020928 


49.499 


0.000 


BRAWH3021012 


100. 000 


0.000 


BRAWH3021574 


9.400 


3.336 


BRAWH3021580 


100. 000 


0.000 


BRAWH3021641 


100. 000 


0.000 



tBfiE#2 0 0 4 
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#H 2003-102207 



^-v I 386/ 



BRAWH3021643 


100.000 


0. 


000 


BRAWH3021724 


100.000 


0. 


000 


BRAWH3022347 


100. 000 


0. 


000 


BRAWH3022431 


100.000 


0. 


000 


BRAWH3022459 


100.000 


0. 


000 


BRAWH3022542 


100. 000 


0. 


000 


BRAWH3022651 


9.828 


1. 


163 


BRAWH3022719 


100. 000 


0. 


000 


BRAWH3022900 


100. 000 


0. 


000 


BRAWH3023156 


100. 000 


0. 


000 


BRAWH3023168 


100. 000 


0. 


000 


BRAWH3023172 


0.916 


0. 


000 


BRAWH3023274 


100. 000 


0. 


000 


BRAWH3023421 


100.000 


0. 


000 


BRAWH3024186 


19.959 


0. 


000 


BRAWH3024231 


100.000 


0. 


000 


BRAWH3024242 


31.843 


0. 


000 


BRAWH3024506 


100.000 


0. 


000 


BRAWH3024989 


2.369 


0. 


000 


BRAWH3026349 


100. 000 


0. 


000 


BRAWH3026938 


6.894 


4. 


893 


BRAWH3027420 


100. 000 


0. 


000 


BRAWH3027440 


58.488 


41. 


512 


BRAWH3027533 


11.008 


0. 


000 


BRAWH3027574 


47.417 


0. 


000 


BRAWH3027607 


100. 000 


0. 


000 


BRAWH3027616 


100. 000 


0. 


000 


BRAWH3027675 


100. 000 


0. 


000 


BRAWH3027806 


100. 000 


0. 


000 



ajfE# 2004-3059661 



2003-102207 ^- v : 387/ 



BRAWH3027880 


100.000 


0.000 


BRAWH3028202 


100.000 


0.000 


BRAWH3028223 


100.000 


0.000 


BRAWH3028461 


100. 000 


0.000 


BRAWH3028754 


100. 000 


0.000 


BRAWH3028796 


100. 000 


0.000 


BRAWH3029313 


100. 000 


0.000 


BRAWH3029385 


35. 187 


12.487 


BRAWH3029538 


100. 000 


0.000 


BRAWH3029806 


26. 735 


0.000 


BRAWH3030772 


100. 000 


0.000 


BRAWH3030810 


21.287 


67. 989 


BRAWH3030910 


100. 000 


0.000 


BRAWH3031054 


100.000 


0.000 


BRAWH3031342 


10.856 


7.705 


BRAWH3031710 


100.000 


0.000 


BRAWH3032298 


100.000 


0.000 


BRAWH3032340 


100.000 


0.000 


BRAWH3032571 


100.000 


0.000 


BRAWH3033117 


100. 000 


0.000 


BRAWH3033293 


100. 000 


0.000 


BRAWH3033448 


100.000 


0.000 


BRAWH3033513 


100. 000 


0.000 


BRAWH3034097 


100. 000 


0.000 


BRAWH3034114 


100. 000 


0.000 


BRAWH3034134 


100. 000 


0.000 


BRAWH3034668 


100. 000 


0.000 


BRAWH3034743 


16.662 


5.913 


BRAWH3034775 


100.000 


0.000 



tiilE#2 0 0 4 
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tfcm 2003-102207 



^-v : 388/ 



BRAWH3034890 100.000 0.000 

BRAWH3035403 35.337 25.081 

BRAWH3035904 100. 000 0. 000 

BRAWH3035914 100. 000 0. 000 

BRAWH3035936 70. 575 0. 000 

BRAWH3036077 100. 000 0. 000 

BRAWH3036247 54. 530 0. 000 

BRAWH3036270 100. 000 0. 000 

BRAWH3036334 6.241 4.430 

0 BRAWH3036561 100.000 0.000 

BRAWH3037265 44.597 0.000 

BRAWH3037394 100. 000 0. 000 

BRAWH3037428 5. 877 25. 026 

BRAWH3037533 100. 000 0. 000 

BRAWH3037979 100. 000 0. 000 

BRAWH3038055 100. 000 0. 000 

BRAWH3038230 100. 000 0. 000 

BRAWH3038252 100. 000 0. 000 

BRAWH3038324 100.000 0.000 

• BRCAN2010665 19.610 0.000 

BRCAN2019953 0.000 6.751 

BRCAN2022126 4.855 3.446 

BRCAN2025093 2 1 . 732 0 . 000 

BRC0C2012386 11.403 0.000 

BRHIP2015153 20.038 14.222 

BRHIP2027077 2. 020 0. 000 

BRHIP2029643 0.000 10.603 

BRHIP3001360 0.000 41.027 

BRHIP3001573 24.474 0.000 



aiSE#2 004-3059661 



mm 2003-102207 



^-v: 389/ 



BRHIP3002000 4. 500 0. 532 

BRHIP3002114 0.000 27.684 

BRHIP3003063 10.960 0.000 

BRHIP3003126 0.000 25.807 

BRHIP3003961 0.000 13.462 

BRHIP3003984 27.477 29.254 

BRHIP3004215 0. 000 9. 636 

BRHIP3004774 39. 520 0. 000 

BRHIP3005801 0.000 13.302 

0 BRHIP3007223 2.016 1.431 

BRHIP3007409 31.957 0.000 

BRHIP3008320 23. 349 0. 000 

BRHIP3014675 37. 925 26. 918 

BRHIP3017855 15. 316 13. 588 

BRHIP3018784 6. 930 0. 000 

BRHIP3021019 7. 745 0. 000 

BRHIP3028246 22. 147 0. 000 

BRHIP3028570 3 1 . 957 0 . 000 

BRSSN2011843 0.000 8.495 

• BRSSN2013696 0.000 12.675 

BRSTN2010089 6.598 4.683 

BRSTN2011961 0.000 3.083 

BRSTN2012069 0.047 0.517 

BRSTN2016992 1.476 5.588 

BRTHA2033155 4.253 9.056 

BRTHA2035743 0.000 4.816 

BRTHA3003736 4.302 1.527 

BRTHA3005988 3 1 . 076 0 . 000 

BRTHA3009858 0.000 16.462 



ttSEitf 2 004-3059661 



&m 2003-102207 



^-v: 390/ 



BRTHA3010135 20. 010 0. 000 

BRTHA3010212 5. 525 0. 000 

BRTHA3010530 0.000 19.846 

BRTHA3011194 3.534 0.000 

BRTHA3011265 25.596 0.000 

BRTHA3011998 0.000 56.141 

BRTHA3017791 11.821 9.229 

BRTHA3020771 31.957 0.000 

BRTHA3021708 0. 000 39. 025 

0 BRTHA3021971 1.941 0.000 

BRTHA3023403 14.857 0.000 

CH0NS2002829 0.000 1.160 

CT0NG2006235 9.828 1.163 

CTONG2009033 25.755 0.000 

CT0NG2020582 9.594 1.362 

CT0NG2027959 0. 000 27. 592 

D90ST2003106 6. 904 0. 000 

DFNES2001829 9.228 6.550 

KIDNE2010049 3.438 0.000 

• KIDNE2017153 0.000 16.915 

LIVER2008465 0. 000 4. 697 

MESAN2017133 17. 548 0. 000 

NOVAR2000783 0. 000 2. 684 

NT2RI2009233 6. 767 1. 601 

NT2RI2015533 6. 216 3. 309 

NT2RI3005923 19.493 0.000 

NT2RI3009524 35. 496 0. 000 

NT2RP7007387 6.158 0.000 

NT2RP8001605 29.324 0.000 



tBfHf 2004-3059661 



mm 2003-102207 ^- V \ 391/ 



NT2RP8007920 


1. 


978 


1.404 


NT2RP8009119 


0. 


000 


3.276 


NTONG2008483 


2. 


397 


0.000 


NT0NG2009468 


0. 


000 


13.482 


0CBBF2003518 


2. 


062 


0.000 


0CBBF2014745 


0. 


000 


36.360 


0CBBF2018618 


16. 


218 


0.000 


0CBBF3001333 


9. 


639 


4.561 


OCBBF3004487 


4. 


531 


6.432 


PLACE7004103 


3. 


880 


0.918 


PLACE7006240 


25. 


174 


0.000 


PR0ST2007444 


4. 


374 


5.433 


TBAES2007428 


5. 


371 


0.000 


TESTI2005112 


19. 


455 


0.000 


TESTI2018867 


0. 


000 


4.042 


TESTI2021654 


9. 


773 


0.000 


TESTI4002072 


16. 


696 


11.850 


TESTI4002774 


4. 


103 


0.000 


TESTI4002799 


1. 


767 


0.627 


TESTI4003602 


25. 


967 


18.431 


TESTI4003703 


0. 


000 


6.281 


TESTI4004210 


36. 


051 


0.000 


TESTI4005013 


0. 


000 


11.599 


TESTI4005399 


7. 


797 


11.068 


TESTI4005653 


1. 


989 


1.059 


TESTI4006441 


60. 


471 


0.000 


TESTI40 14908 


36. 


051 


0.000 


TESTI4022158 


53. 


386 


9.473 


TESTI4029297 


0. 


000 


6.281 



tbf£# 2 0 0 4 - 



3 0 5 9 6 6 1 



12 0 0 3- 1 0 2 2 0 7 ^- v : 392/ 



TESTI4032913 


0.000 


5.753 


TESTI4043223 


0.000 


19.643 


THYMU3000776 


15. 604 


22.150 


THYMU3002887 


4.680 


7.197 


THYMU3003350 


54. 530 


0.000 


THYMU3007308 


0.000 


27. 684 


THYMU3021586 


20. 651 


0.000 


THYMU3026000 


49. 066 


0.000 


THYMU3026306 


46.281 


0.000 


THYMU3026350 


14.291 


0.000 


THYMU3032798 


9.668 


10.979 


THYMU3032867 


12.871 


9.135 


THYMU3033626 


0.000 


7.979 


THYMU3034671 


0.000 


5.078 


THYMU3037827 


54. 530 


0.000 


THYMU3038214 


39.314 


27. 904 


THYMU3044075 


37.925 


26.918 


TLIVE2007736 


0.000 


9.358 


TRACH2013585 


23.471 


0.000 


TRACH3002752 


10.215 


3.625 


TRACH3003037 


64. 100 


0.000 


TRACH3003872 


2.745 


0.000 


TRACH3004424 


17.006 


0.000 


TRACH3006717 


18. 347 


10.418 


TRACH3007625 


1.175 


2.503 


TRACH3007689 


47. 167 


0.000 


TRACH3007995 


0.000 


38. 787 


TRACH3008632 


25.351 


11.995 


TRACH3009008 


24.495 


0.000 



mm 2 0 0 4 



-3059661 



ftffi. 2003-102207 



^-v: 393/ 



TRACH3010079 


48. 305 


0.000 


TRACH3016805 


4.502 


3.196 


TRACH3016885 


3.978 


5.647 


TRACH3024342 


47. 167 


0.000 


TRACH3024671 


47. 167 


0.000 


TRACH3026303 


5.605 


0.000 


TRACH3026676 


11.631 


0.000 


TRACH3028855 


22. 309 


0.000 


TRACH3032570 


47. 167 


0.000 


TRACH3036932 


14.659 


10. 405 


TRACH3038399 


12.435 


8.826 


UTERU3000670 


0.000 


16. 553 


UTERU3010409 


3.461 


17. 196 


UTERU3013167 


45. 606 


0.000 


UTERU3015011 


0.000 


5.009 



[0 2 9 1 ] 

Wfc&^nU-??')- (BRTHA) t, iEf^iaii^?^?'?']- (BRAWH 



Clone ID BRAWH BRTHA 



ASTR02008972 


0.000 


17.271 


ASTR02016114 


14.497 


0.000 


BLADE2004849 


0.000 


8.220 


BRACE2002392 


0.000 


1.911 


BRACE20 12528 


3.794 


13. 673 


BRACE20 19348 


0.000 


25. 772 



tBIE# 2004-3059661 



mn. 2003- 



1 0 2 2 0 7 



BRACE3004371 


11.270 


4.166 


BRACE3004767 


58. 488 


0.000 


BRACE3019941 


0.000 


6.480 


BRACE3022312 


0.000 


37. 734 


BRACE3022340 


58. 488 


0.000 


BRACE3031185 


58. 488 


0.000 


BRACE3031743 


5.455 


0.000 


BRACE3032385 


13. 674 


15.164 


BRACE3032631 


12.612 


0.000 


BRACE3036156 


0.000 


24. 272 


BRACE3039358 


41.331 


22.917 


BRACE3040863 


17.888 


0.000 


BRACE3042432 


58. 488 


0.000 


BRACE3045981 


26.434 


0.000 


BRAMY2031516 


14.772 


0.000 


BRAMY3002329 


20. 323 


15. 025 


BRAMY3004126 


49.811 


0.000 


BRAMY3005912 


21.416 


0.000 


BRAMY3008436 


5.603 


12.427 


BRAMY3009556 


0.000 


52. 395 


BRAMY3010654 


0.000 


52. 395 


BRAMY4001863 


0.000 


16.612 


BRAWH2000256 


100. 000 


0.000 


BRAWH2002333 


100. 000 


0.000 


BRAWH2004078 . 


10. 539 


0.000 


BRAWH2010364 


34.464 


0.000 


BRAWH2010619 


100.000 


0.000 


BRAWH2011796 


100.000 


0.000 


BRAWH2011812 


13.544 


0.000 



!&M 2003-102207 



^-vl 395/ 



BRAWH2011958 100.000 0.000 

BRAWH2012054 100. 000 0. 000 

BRAWH2012866 8.503 11.786 

BRAWH2013955 100. 000 0. 000 

BRAWH2014053 23. 222 25. 752 

BRAWH2016209 8. 306 0. 000 

BRAWH2016223 100. 000 0. 000 

BRAWH2016305 4.308 0.000 

BRAWH2016514 35. 037 0. 000 

Q BRAWH2016562 49.499 0.000 

BRAWH2016785 100. 000 0. 000 

BRAWH3000446 100. 000 0. 000 

BRAWH3000884 100. 000 0. 000 

BRAWH3001053 100. 000 0. 000 

BRAWH3001638 100. 000 0. 000 

BRAWH3001783 100. 000 0. 000 

BRAWH3001833 100. 000 0. 000 

BRAWH3003244 100.000 0.000 

BRAWH3003573 20. 162 22. 358 

• BRAWH3003975 100.000 0.000 

BRAWH3004335 100. 000 0. 000 

BRAWH3004350 16.580 18.386 

BRAWH3005037 100. 000 0. 000 

BRAWH3005886 100. 000 0. 000 

BRAWH3005892 100. 000 0. 000 

BRAWH3005896 100. 000 0. 000 

BRAWH3008167 100.000 0.000 

BRAWH3008559 100. 000 0. 000 

BRAWH3008867 100. 000 0. 000 



tbliE#2 004-3059661 



mm 2003- 



1 0 2 2 0 7 



BRAWH3009961 


47.417 


52. 583 


BRAWH30 10461 


16.435 


11.391 


BRAWH3010602 


100. 000 


0.000 


BRAWH3010657 


100. 000 


0.000 


BRAWH3010726 


100. 000 


0.000 


BRAWH3010833 


100.000 


0.000 


BRAWH3011101 


100. 000 


0.000 


BRAWH3011331 


100. 000 


0.000 


BRAWH3011402 


100. 000 


0.000 


BRAWH3011577 


100. 000 


0.000 


BRAWH3011623 


100. 000 


0.000 


BRAWH3011685 


100. 000 


0.000 


BRAWH3011907 


47.417 


52. 583 


BRAWH3011929 


100.000 


0.000 


BRAWH3012005 


100. 000 


0.000 


BRAWH3012662 


33. 972 


12. 558 


BRAWH3012779 


100. 000 


0.000 


BRAWH3013009 


100. 000 


0.000 


BRAWH3013049 


100.000 


0.000 


BRAWH3013264 


100. 000 


0.000 


BRAWH3013508 


100. 000 


0.000 


BRAWH30 14609 


44. 597 


0.000 


BRAWH3014639 


100. 000 


0.000 


BRAWH3015017 


100. 000 


0.000 


BRAWH3015175 


100. 000 


0. 000 


BRAWH3015610 


100. 000 


0.000 


BRAWH3015825 


100. 000 


0.000 


BRAWH3016123 


100. 000 


0.000 


BRAWH3016715 


100. 000 


0.000 



#11 2003-102207 



BRAWH3017180 


28.251 


0.000 


BRAWH3017259 


13.996 


0.000 


BRAWH3017260 


100. 000 


0.000 


BRAWH3017477 


100. 000 


0.000 


BRAWH3017980 


49.811 


0.000 


BRAWH3018063 


15.836 


0.000 


BRAWH3018369 


100. 000 


0.000 


BRAWH3018548 


100. 000 


0.000 


BRAWH3018969 


100. 000 


0.000 


BRAWH3019026 


100. 000 


0.000 


BRAWH3019529 


100. 000 


0.000 


BRAWH3019594 


100. 000 


0.000 


BRAWH3019820 


100. 000 


0.000 


BRAWH3020200 


100. 000 


0.000 


BRAWH3020318 


100. 000 


0.000 


BRAWH3020884 


100. 000 


0.000 


BRAWH3020928 


49.499 


0.000 


BRAWH3021012 


100. 000 


0.000 


BRAWH3021574 


9.400 


0.000 


BRAWH3021580 


100. 000 


0.000 


BRAWH3021641 


100. 000 


0.000 


BRAWH3021643 


100. 000 


0.000 


BRAWH3021724 


100. 000 


0.000 


BRAWH3022347 


100. 000 


0.000 


BRAWH3022431 


100. 000 


0.000 


BRAWH3022459 


100. 000 


0.000 


BRAWH3022542 


100. 000 


0.000 


BRAWH3022651 


9.828 


5.450 


BRAWH3022719 


100. 000 


0.000 



SfcWk 2003-102207 ^- v : 398/ 



BRAWH3022900 


100. 


000 


0.000 


BRAWH3023156 


100. 


000 


0.000 


BRAWH3023168 


100. 


000 


0.000 


BRAWH3023172 


0. 


916 


2.031 


BRAWH3023274 


100. 


000 


0.000 


BRAWH3023421 


100. 


000 


0.000 


BRAWH3024186 


19. 


959 


0.000 


BRAWH3024231 


100. 


000 


0.000 


BRAWH3024242 


31. 


843 


0.000 


BRAWH3024506 


100. 


000 


0.000 


BRAWH3024989 


2. 


369 


0.000 


BRAWH3026349 


100. 


000 


0.000 


BRAWH3026938 


6. 


894 


0.000 


BRAWH3027420 


100. 


000 


0.000 


BRAWH3027440 


58. 


488 


0.000 


BRAWH3027533 


11. 


008 


0.000 


BRAWH3027574 


47. 


417 


52. 583 


BRAWH3027607 


100. 


000 


0.000 


BRAWH3027616 


100. 


000 


0.000 


BRAWH3027675 


100. 


000 


0.000 


BRAWH3027806 


100. 


000 


0.000 


BRAWH3027880 


100. 


000 


0.000 


BRAWH3028202 


100. 


000 


0.000 


BRAWH3028223 


100. 


000 


0.000 


BRAWH3028461 


100. 


000 


0.000 


BRAWH3028754 


100. 


000 


0.000 


BRAWH3028796 


100. 


000 


0.000 


BRAWH3029313 


100. 


000 


0.000 


BRAWH3029385 


35. 


187 


0.000 



miE#2 0 0 4 



-3059661 



ft m 2 0 0 3 - 1 0 2 2 0 7 



BRAWH3029538 
BRAWH3029806 
BRAWH3030772 
BRAWH3030810 
BRAWH3030910 
BRAWH3031054 
BRAWH3031342 
BRAWH3031710 
BRAWH3032298 
BRAWH3032340 
BRAWH3032571 
BRAWH3033117 
BRAWH3033293 
BRAWH3033448 
BRAWH3033513 
BRAWH3034097 
BRAWH3034114 
BRAWH3034134 
BRAWH3034668 
BRAWH3034743 
BRAWH3034775 
BRAWH3034890 
BRAWH3035403 
BRAWH3035904 
BRAWH3035914 
BRAWH3035936 
BRAWH3036077 
BRAWH3036247 
BRAWH3036270 



100. 000 


0.000 


26. 735 


9.883 


100. 000 


0.000 


21.287 


0.000 


100. 000 


0.000 


100. 000 


0.000 


10. 856 


0.000 


100. 000 


0.000 


100. 000 


0.000 


100. 000 


0.000 


100. 000 


0.000 


100. 000 


0.000 


100. 000 


0.000 


100.000 


0.000 


100.000 


0.000 


100. 000 


0.000 


100. 000 


0.000 


100. 000 


0.000 


100. 000 


0.000 


16.662 


18.478 


100. 000 


0.000 


100. 000 


0.000 


35. 337 


0.000 


100. 000 


0.000 


100. 000 


0.000 


70. 575 


0.000 


100. 000 


0.000 


54.530 


0.000 


100. 000 


0.000 



ifffl 2003-102207 



^-vl 400/ 



BRAWH3036334 


6.241 


6.921 


BRAWH3036561 


100. 000 


0.000 


BRAWH3037265 


44. 597 


0.000 


BRAWH3037394 


100. 000 


0.000 


BRAWH3037428 


5.877 


19.551 


BRAWH3037533 


100. 000 


0.000 


BRAWH3037979 


100.000 


0.000 


BRAWH3038055 


100. 000 


0.000 


BRAWH3038230 


100. 000 


0.000 


BRAWH3038252 


100. 000 


0.000 


BRAWH3038324 


100. 000 


0.000 


BRCAN2002892 


0.000 


32. 586 


BRCAN2010665 


19.610 


7.249 


BRCAN2020234 


0.000 


27. 335 


BRCAN2022126 


4.855 


0.000 


BRCAN2025093 


21.732 


0.000 


BRC0C2006164 


0.000 


32. 234 


BRC0C2012386 


11.403 


0.000 


BRHIP2013958 


0.000 


39. 849 


BRHIP2015153 


20. 038 


0.000 


BRHIP2027077 


2.020 


0.000 


BRHIP3001573 


24.474 


27. 141 


BRHIP3002000 


4.500 


0.832 


BRHIP3002691 


0.000 


18. 395 


BRHIP3002920 


0.000 


35.211 


BRHIP3003063 


10.960 


0.000 


BRHIP3003961 


0.000 


21.034 


BRHIP3003984 


27.477 


15. 236 


BRHIP3004215 


0.000 


15.055 



tHIH#2 004-3059661 



mm 2003-102207 ^- V \ 401/ 



BRHIP3004774 


39. 520 


0.000 


BRHIP3007223 


2.016 


4.472 


BRHIP3007409 


31.957 


35.439 


BRHIP3008320 


23. 349 


0.000 


BRHIP3014675 


37. 925 


0.000 


BRHIP3017855 


15.316 


4.246 


BRHIP3018784 


6.930 


0.000 


BRHIP3020046 


0.000 


1.123 


BRHIP3021019 


7.745 


0.000 


BRHIP3028246 


22. 147 


0.000 


BRHIP3028570 


31.957 


35.439 


BRSSN2015497 


0.000 


7.931 


BRSTN2010089 


6.598 


0.000 


BRSTN2011961 


0.000 


1.285 


BRSTN2012069 


0.047 


0.000 


BRSTN2016992 


1.476 


1.091 


BRTHA2000969 


0.000 


100. 000 


BRTHA2001304 


0.000 


100. 000 


BRTHA2001953 


0.000 


10.615 


BRTHA2002091 


0.000 


100. 000 


BRTHA2003759 


0.000 


100. 000 


BRTHA2005448 


0.000 


100. 000 


BRTHA2006720 


0.000 


100. 000 


BRTHA2008502 


0.000 


23. 993 


BRTHA2008598 


0.000 


100. 000 


BRTHA2010672 


0.000 


100. 000 


BRTHA2012189 


0.000 


100. 000 


BRTHA2014647 


0.000 


100. 000 


BRTHA2018304 


0.000 


100. 000 



miJE#2 0 0 4 



-3059661 



mm 2003-102207 ^- v : 402/ 



BRTHA2019726 


0.000 


100. 000 


BRTHA2019743 


0.000 


100.000 


BRTHA2020400 


0.000 


100. 000 


BRTHA2020566 


0.000 


100. 000 


BRTHA2020642 


0.000 


100. 000 


BRTHA2020695 


0.000 


100. 000 


BRTHA2020721 


0.000 


100. 000 


BRTHA2020781 


0.000 


100. 000 


BRTHA2020910 


0.000 


100.000 


BRTHA2021212 


0.000 


100.000 


BRTHA2021440 


0.000 


57.080 


BRTHA2021450 


0.000 


100. 000 


BRTHA2022074 


0.000 


100. 000 


BRTHA2022914 


0.000 


100. 000 


BRTHA2022968 


0.000 


100. 000 


BRTHA2023402 


0.000 


100. 000 


BRTHA2023437 


0.000 


100. 000 


BRTHA2024177 


0.000 


100. 000 


BRTHA2024354 


0.000 


100. 000 


BRTHA2024712 


0.000 


100. 000 


BRTHA2025869 


0.000 


100. 000 


BRTHA2026071 


0.000 


13.612 


BRTHA2026290 


0.000 


100. 000 


BRTHA2026311 


0.000 


100. 000 


BRTHA2027227 


0.000 


100.000 


BRTHA2027229 


0.000 


2.030 


BRTHA2027250 


0.000 


100. 000 


BRTHA2028297 


0.000 


100. 000 


BRTHA2029969 


0.000 


100. 000 



ttifliff 2 0 0 4 



-3059661 



BRTHA2030036 
BRTHA2030213 
BRTHA2031517 
BRTHA2031917 
BRTHA2032763 
BRTHA2033122 
BRTHA2033155 
BRTHA2033320 
BRTHA2033469 

Q BRTHA2033683 
BRTHA2034281 
BRTHA2034576 
BRTHA2035743 
BRTHA2036055 
BRTHA2036295 
BRTHA2037247 
BRTHA2038279 
BRTHA2038345 
BRTHA2038353 

• BRTHA3000456 
BRTHA3002411 
BRTHA3003225 
BRTHA3003417 
BRTHA3003736 
BRTHA3005988 
BRTHA3006593 
BRTHA3007469 
BRTHA3007662 
BRTHA3009858 



mm 2003 

0. 000 100. 000 

0.000 100.000 
0. 000 52. 083 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 
4.253 9.433 

0. 000 100. 000 
0. 000 38. 930 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 
0.000 22.576 

0. 000 100. 000 

0.000 100.000 

0.000 100.000 

0. 000 100. 000 

0. 000 100. 000 

0.000 100.000 
0.000 62.915 

0. 000 100. 000 
0.000 47.165 
0.000 34.129 
4. 302 2. 385 
31.076 68.924 

0.000 100.000 

0. 000 100. 000 
0.000 35.211 
0.000 25.720 



1 0 2 2 0 7 ^-v : 403/ 



tB!E#2 004-305966 1 



&M 2003-102207 ^- v I 404/ 



BRTHA3010135 


20.010 


44. 380 


BRTHA3010212 


5.525 


6.127 


BRTHA3010469 


0.000 


100. 000 


BRTHA3010530 


0.000 


31.009 


BRTHA3010540 


0.000 


7.466 


BRTHA3010717 


0.000 


100. 000 


BRTHA3011187 


0.000 


100. 000 


BRTHA3011194 


3.534 


3.920 


BRTHA3011229 


0.000 


100.000 


BRTHA3011265 


25. 596 


18.923 


BRTHA3011306 


0.000 


13.657 


BRTHA3011361 


0.000 


62.915 


BRTHA3011510 


0.000 


100. 000 


BRTHA3011892 


0.000 


100. 000 


BRTHA3011998 


0.000 


43. 859 


BRTHA3012265 


0.000 


35.211 


BRTHA3013860 


0.000 


100. 000 


BRTHA3013882 


0.000 


100. 000 


BRTHA30 14000 


0.000 


100. 000 


BRTHA3014105 


0.000 


100. 000 


BRTHA30 14507 


0.000 


100. 000 


BRTHA30 14547 


0.000 


100.000 


BRTHA30 14835 


0.000 


100. 000 


BRTHA30 14854 


0.000 


100. 000 


BRTHA30 14920 


0.000 


100.000 


BRTHA3016616 


0.000 


100. 000 


BRTHA3017791 


11.821 


5.244 


BRTHA3018409 


0.000 


100. 000 


BRTHA3018623 


0.000 


100. 000 



tbfH$ 2 0 0 4 - 



3 0 5 9 6 6 1 



mm 2003-102207 ^- v I 405/ 



BRTHA3019183 


0.000 


100. 000 


BRTHA3020369 


0.000 


100. 000 


BRTHA3020771 


31.957 


35.439 


BRTHA3021569 


0.000 


100. 000 


BRTHA3021708 


0.000 


60. 975 


BRTHA3021786 


0.000 


100. 000 


BRTHA3021971 


1.941 


4.305 


BRTHA3022641 


0.000 


19.618 


BRTHA3023403 


14.857 


8.238 


BRTHA3023590 


0.000 


100. 000 


BRTHA3023929 


0.000 


100. 000 


BRTHA3024600 


0.000 


100. 000 


BRTHA3025073 


0.000 


100. 000 


BRTHA3026161 


0.000 


100. 000 


BRTHA3026180 


0.000 


100. 000 


BRTHA3026556 


0.000 


100. 000 


BRTHA3026916 


0.000 


52. 395 


BRTHA3027171 


0.000 


100. 000 


BRTHA3027318 


0.000 


100. 000 


BRTHA3027638 


0.000 


100. 000 


BRTHA3027820 


0.000 


100. 000 


BRTHA3027879 


0.000 


48. 181 


BRTHA3027957 


0.000 


100. 000 


BRTHA3028339 


0.000 


100. 000 


BRTHA3028505 


0.000 


100. 000 


CHONS2002829 


0.000 


1.812 


CT0NG2006235 


9.828 


5.450 


CT0NG2009033 


25.755 


0.000 


CT0NG2011801 


0.000 


3.284 



mm 2004 



-3059661 



m 2 0 0 3 - 1 0 2 2 0 7 ^- v : 406/ 



CT0NG2020582 


9.594 


4.256 


D90ST2003106 


6.904 


0.000 


DFNES2001829 


9.228 


0.000 


KIDNE2010049 


3.438 


0.000 


LIVER2008465 


0.000 


7.339 


MESAN2017133 


17.548 


0.000 


NT2RI2009233 


6.767 


2.501 


NT2RI2010795 


0.000 


36.581 


NT2RI2015533 


6.216 


12.064 


NT2RI3005923 


19.493 


0.000 


NT2RI3009524 


35.496 


0.000 


NT2RP7007387 


6.158 


2.276 


NT2RP8001605 


29. 324 


0.000 


NT2RP8007920 


1.978 


0.000 


NT0NG2008483 


2.397 


1.772 


0CBBF2003518 


2.062 


0.000 


0CBBF2009536 


0.000 


47. 165 


0CBBF2018618 


16.218 


0.000 


0CBBF3001333 


9.639 


0.000 


0CBBF3004487 


4.531 


0.000 


0CBBF3008835 


0.000 


47. 165 


PLACE6003004 


0.000 


38. 390 


PLACE7004103 


3.880 


4.302 


PLACE7006240 


25. 174 


0.000 


PR0ST2007444 


4.374 


3.638 


SMINT2009292 


0.000 


3.933 


TBAES2007428 


5.371 


0.000 


TESTI2005112 


19.455 


0.000 


TESTI2021654 


9.773 


10.838 



mSE# 2 0 0 4 



-3059661 



&IS 2003-102207 ^- v : 407/ 



TESTI2039342 


0.000 


77. 236 


TESTI4002072 


16.696 


11.109 


TESTI4002774 


4.103 


0.000 


TESTI4002799 


1.767 


1.469 


TESTI4003602 


25. 967 


0.000 


TESTI4003703 


0.000 


4.907 


TESTI4004210 


36.051 


0.000 


TESTI4004695 


0.000 


36. 122 


TESTI4005399 


7.797 


0.000 


TESTI4005653 


1.989 


0.551 


TESTI4006441 


60.471 


0.000 


TESTI4007965 


0.000 


20.014 


TESTI4010979 


0.000 


21.790 


TESTI4013474 


0.000 


2.292 


TESTI40 14908 


36.051 


0.000 


TESTI4022158 


53.386 


14.801 


TESTI4029297 


0.000 


4.907 


TESTI4032913 


0.000 


8.989 


THYMU3000776 


15. 604 


0.000 


THYMU3002887 


4.680 


3.460 


THYMU3003350 


54. 530 


0.000 


THYMU3021586 


20. 651 


4.580 


THYMU3026000 


49. 066 


0.000 


THYMU3026306 


46. 281 


0.000 


THYMU3026350 


14. 291 


15.849 


THYMU3032798 


9.668 


4.289 


THYMU3032867 


12.871 


0.000 


THYMU3037827 


54.530 


0.000 


THYMU3038214 


39.314 


0.000 



mm 2004 



-3059661 



m% 2003-102207 ^- *J I 408/ 



THYMU3044075 


37. 925 


0.000 


TRACH2013585 


23.471 


0.000 


TRACH3002752 


10.215 


0.000 


TRACH3003037 


64. 100 


0.000 


TRACH3003872 


2.745 


0.000 


TRACH3004424 


17. 006 


18.859 


TRACH3006717 


18. 347 


0.000 


TRACH3007625 


1. 175 


3.911 


TRACH3007689 


47. 167 


0.000 


TRACH3008508 


0.000 


21.245 


TRACH3008632 


25.351 


9.371 


TRACH3009008 


24.495 


0.000 


TRACH3010079 


48. 305 


0.000 


TRACH3016805 


4.502 


0.000 


TRACH3016885 


3.978 


0.000 


TRACH3024342 


47. 167 


0.000 


TRACH3024671 


47. 167 


0.000 


TRACH3026303 


5.605 


0.000 


TRACH3026676 


11.631 


12. 899 


TRACH3028855 


22. 309 


0.000 


TRACH3032570 


47. 167 


0.000 


TRACH3036932 


14.659 


16.256 


TRACH3038399 


12.435 


13. 790 


UTERU3010409 


3.461 


0.000 


UTERU3012414 


0.000 


48.181 


UTERU3013167 


45.606 


0.000 


UTERU3017995 


0.000 


12. 128 


UTERU3018172 


0.000 


35. 368 



tbliE# 2004-3059661 



mm 2003-102207 ^- V : 409/ 

[0 2 9 2] 

MWi&^kV)^ -i ~?*7 'J — (BRAMY) iE#^a^S*<7) 9 ^ 7 'J - (BRAWH 





BRAWH 


RRAMY 


ASTR0?01fil 14 

ilO 1 L\\J Li \J J. \J J. i. 


14 4Q7 


0 000 


RRACF200?3Q2 

Jjl\/lV/.L> Li \J \J Li O Z7 Li 


0 000 


r ?io 

O . ^ J. \J 


RRAfF?01? c i?R 

DlYfiV' J-/ Li \J X u O Li o 


3 7Q4 

O.I 


10 Rl? 

J. V . O ±Li 


RRAPF?0173Q7 


0 000 


? 376 


RRAPF?0 17844 


0 000 


1R ^34 

1 O . 004 


RRAPF3004371 


1 1 ?70 

± ± . Li t \J 


7 ^71 


RRAPF30047R7 


^£ 48R 
JO. 400 


0 000 


RRAPF30??340 


488 
oo. too 


0 000 


RRAPF3031 Ift^ 


S8 488 

OO. 400 


0 000 


RRAPF3031 31 


0 000 


S8 671 

OO . VJ / 1 


RRAPF3031743 


S 4RR 

0 . 400 


^ 4Q7 

O • 4C7 / 


RRAPF303?38 c i 

IJ lYflV-L* O \J O Li O O O 


13 674 

AO . U 1 1 


13 778 


RRAPF303?fi31 

iJlVflvII/Ov/O^vJO J. 


1? fil? 
J. ^ . \J ±Li 


0 000 


RRAPF303Q3^ift 

IJIVfl VL> O V/ O %7 O O O 


41 331 

*x J. . OO 1 


0 000 


BRACE3040863 


17.888 


0.000 


BRACE3042432 


58. 488 


0.000 


BRACE3045981 


26.434 


0.000 


BRAMY2015516 


0.000 


100. 000 


BRAMY2021098 


0.000 


100.000 


BRAMY2022320 


0.000 


100. 000 


BRAMY2023939 


0.000 


6.159 


BRAMY2025495 


0.000 


100. 000 



fctilE#2 004-3059661 



mm 2003-102207 



^- v : 410/ 



BRAMY2031516 
BRAMY2033895 
BRAMY2035801 
BRAMY2036254 
BRAMY2036266 
BRAMY2037609 
BRAMY2039630 
BRAMY2040915 
BRAMY2041347 

0 BRAMY2041384 
BRAMY2041507 
BRAMY2044686 
BRAMY2046489 
BRAMY2046537 
BRAMY3000692 
BRAMY3001409 
BRAMY3002329 
BRAMY3002508 
BRAMY3002886 

• BRAMY3004126 
BRAMY3004364 
BRAMY3005184 
BRAMY3005656 
BRAMY3005912 
BRAMY3007078 
BRAMY3007449 
BRAMY3007471 
BRAMY3008436 
BRAMY3009158 



14. 772 7. 442 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 

0. 000 8. 744 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 

20. 323 20. 478 

0. 000 100. 000 

0. 000 100. 000 

49.811 50.189 

0. 000 13. 689 

0. 000 22. 578 

0. 000 100. 000 

21.416 21.579 

0. 000 49. 688 

0. 000 100. 000 

0. 000 100. 000 

5.603 4.234 

0. 000 100. 000 



ffisiE# 2004-3059661 



#11 2003-102207 



^- V : 411/ 



BRAMY3009491 0.000 31.439 

BRAMY3009556 0. 000 47. 605 

BRAMY3009904 0. 000 100. 000 

BRAMY3010321 0. 000 100. 000 

BRAMY3010603 0.000 100.000 

BRAMY3010654 0. 000 47. 605 

BRAMY4000915 0. 000 49. 688 

BRAMY4000962 0. 000 100. 000 

BRAMY4001234 0.000 54.718 

0 BRAMY4001652 0.000 100.000 

BRAMY4001863 0. 000 15. 094 

BRAMY4001913 0. 000 100. 000 

BRAMY4002575 0. 000 100. 000 

BRAMY4002628 0. 000 7. 157 

BRAWH2000256 100. 000 0. 000 

BRAWH2002333 100. 000 0. 000 

BRAWH2004078 10. 539 0. 000 

BRAWH2010364 34.464 0.000 

BRAWH2010619 100.000 0.000 

• BRAWH2011796 100.000 0.000 

BRAWH2011812 13.544 13.646 

BRAWH2011958 100.000 0.000 

BRAWH2012054 100. 000 0. 000 

BRAWH2012866 8. 503 14. 993 

BRAWH2013955 100. 000 0. 000 

BRAWH2014053 23.222 0.000 

BRAWH2016209 8. 306 0. 000 

BRAWH2016223 100. 000 0. 000 

BRAWH2016305 4.308 0.000 



ttiliEiif 20 0 4- 3059661 



#M 2003-102207 



BRAWH2016514 
BRAWH2016562 
BRAWH20 16785 
BRAWH3000446 
BRAWH3000884 
BRAWH3001053 
BRAWH3001638 
BRAWH3001783 
BRAWH3001833 
BRAWH3003244 
BRAWH3003573 
BRAWH3003975 
BRAWH3004335 
BRAWH3004350 
BRAWH3005037 
BRAWH3005886 
BRAWH3005892 
BRAWH3005896 
BRAWH3008167 
BRAWH3008559 
BRAWH3008867 
BRAWH3009961 
BRAWH3010461 
BRAWH30 10602 
BRAWH30 10657 
BRAWH30 10726 
BRAWH3010833 
BRAWH3011101 
BRAWH3011331 



35.037 


0.000 


49.499 


0.000 


100. 000 


0.000 


100. 000 


0.000 


100. 000 


0.000 


100. 000 


0.000 


100. 000 


0.000 


100. 000 


0.000 


100. 000 


0. 000 


100. 000 


0.000 


20. 162 


0. 000 


100. 000 


0.000 


100. 000 


0.000 


16. 580 


0.000 


100. 000 


0.000 


100. 000 


0.000 


100. 000 


0.000 


100. 000 


0.000 


100. 000 


0.000 


100. 000 


0.000 


100. 000 


0.000 


47.417 


0.000 


16.435 


14.490 


100. 000 


0.000 


100. 000 


0.000 


100. 000 


0.000 


100.000 


0.000 


100.000 


0.000 


100. 000 


0.000 



#0 2003-102207 ^- v : 413/ 



BRAWH3011402 


100. 000 


0.000 


BRAWH3011577 


100. 000 


0.000 


BRAWH3011623 


100. 000 


0.000 


BRAWH3011685 


100. 000 


0.000 


BRAWH3011907 


47.417 


0.000 


BRAWH3011929 


100. 000 


0.000 


BRAWH3012005 


100. 000 


0.000 


BRAWH3012662 


33. 972 


0.000 


BRAWH3012779 


100. 000 


0.000 


BRAWH3013009 


100. 000 


0.000 


BRAWH3013049 


100. 000 


0.000 


BRAWH3013264 


100. 000 


0.000 


BRAWH3013508 


100. 000 


0.000 


BRAWH3014609 


44. 597 


0.000 


BRAWH30 14639 


100. 000 


0.000 


BRAWH3015017 


100. 000 


0.000 


BRAWH3015175 


100. 000 


0.000 


BRAWH3015610 


100. 000 


0.000 


BRAWH3015825 


100. 000 


0.000 


BRAWH3016123 


100. 000 


0.000 


BRAWH3016715 


100. 000 


0.000 


BRAWH3017180 


28. 251 


0.000 


BRAWH3017259 


13. 996 


0.000 


BRAWH3017260 


100. 000 


0.000 


BRAWH3017477 


100. 000 


0.000 


BRAWH3017980 


49.811 


50. 189 


BRAWH3018063 


15. 836 


7.978 


BRAWH3018369 


100. 000 


0.000 


BRAWH3018548 


100. 000 


0.000 



mmm 2004 



-3059661 



#11 2003-102207 ^- v : 414/ 



BRAWH3018969 


100. 000 


0.000 


BRAWH3019026 


100. 000 


0.000 


BRAWH3019529 


100. 000 


0.000 


BRAWH3019594 


100.000 


0.000 


BRAWH3019820 


100. 000 


0.000 


BRAWH3020200 


100. 000 


0.000 


BRAWH3020318 


100. 000 


0.000 


BRAWH3020884 


100. 000 


0.000 


BRAWH3020928 


49.499 


0.000 


BRAWH3021012 


100.000 


0.000 


BRAWH3021574 


9.400 


0.000 


BRAWH3021580 


100.000 


0.000 


BRAWH3021641 


100.000 


0.000 


BRAWH3021643 


100.000 


0.000 


BRAWH3021724 


100.000 


0.000 


BRAWH3022347 


100.000 


0.000 


BRAWH3022431 


100.000 


0.000 


BRAWH3022459 


100. 000 


0.000 


BRAWH3022542 


100. 000 


0.000 


BRAWH3022651 


9.828 


4.952 


BRAWH3022719 


100. 000 


0.000 


BRAWH3022900 


100. 000 


0.000 


BRAWH3023156 


100. 000 


0.000 


BRAWH3023168 


100. 000 


0.000 


BRAWH3023172 


0.916 


0.000 


BRAWH3023274 


100. 000 


0.000 


BRAWH3023421 


100.000 


0.000 


BRAWH3024186 


19.959 


10.055 


BRAWH3024231 


100. 000 


0.000 



mmW2 0 0 4 



-3059661 



2003-102207 ^- v : 415/ 



BRAWH3024242 


31.843 


0.000 


BRAWH3024506 


100. 000 


0.000 


BRAWH3024989 


2.369 


0.000 


BRAWH3026349 


100. 000 


0.000 


BRAWH3026938 


6.894 


0.000 


BRAWH3027420 


100. 000 


0.000 


BRAWH3027440 


58. 488 


0.000 


BRAWH3027533 


11.008 


0.000 


BRAWH3027574 


47.417 


0.000 


BRAWH3027607 


100. 000 


0.000 


BRAWH3027616 


100. 000 


0.000 


BRAWH3027675 


100. 000 


0.000 


BRAWH3027806 


100. 000 


0.000 


BRAWH3027880 


100. 000 


0. 000 


BRAWH3028202 


100. 000 


0. 000 


BRAWH3028223 


100. 000 


0.000 


BRAWH3028461 


100. 000 


0. 000 


BRAWH3028754 


100. 000 


0. 000 


BRAWH3028796 


100. 000 


0.000 


BRAWH3029313 


100. 000 


0.000 


BRAWH3029385 


35. 187 


0.000 


BRAWH3029538 


100. 000 


0. 000 


BRAWH3029806 


26. 735 


8.979 


BRAWH3030772 


100. 000 


0.000 


BRAWH3030810 


21.287 


10. 724 


BRAWH3030910 


100. 000 


0.000 


BRAWH3031054 


100. 000 


0.000 


BRAWH3031342 


10. 856 


0.000 


BRAWH3031710 


100. 000 


0.000 



tfJSE# 2 0 0 4- 



3 0 5 9 6 6 1 



mm. 2003-102207 



^- V ! 416/ 



BRAWH3032298 


100. 000 


0.000 


BRAWH3032340 


100.000 


0.000 


BRAWH3032571 


100. 000 


0.000 


BRAWH3033117 


100. 000 


0.000 


BRAWH3033293 


100. 000 


0.000 


BRAWH3033448 


100. 000 


0.000 


BRAWH3033513 


100. 000 


0.000 


BRAWH3034097 


100. 000 


0.000 


BRAWH3034114 


100. 000 


0.000 


BRAWH3034134 


100. 000 


0.000 


BRAWH3034668 


100. 000 


0.000 


BRAWH3034743 


16.662 


12. 592 


BRAWH3034775 


100. 000 


0.000 


BRAWH3034890 


100. 000 


0.000 


BRAWH3035403 


35. 337 


0.000 


BRAWH3035904 


100. 000 


0.000 


BRAWH3035914 


100. 000 


0.000 


BRAWH3035936 


70. 575 


0.000 


BRAWH3036077 


100. 000 


0.000 


BRAWH3036247 


54.530 


0.000 


BRAWH3036270 


100.000 


0.000 


BRAWH3036334 


6.241 


0.000 


BRAWH3036561 


100.000 


0.000 


BRAWH3037265 


44. 597 


0.000 


BRAWH3037394 


100. 000 


0.000 


BRAWH3037428 


5.877 


5.921 


BRAWH3037533 


100. 000 


0.000 


BRAWH3037979 


100. 000 


0.000 


BRAWH3038055 


100. 000 


0.000 



ffiiE#2 004-3059661 
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BRAWH3038230 


100.000 


0.000 


BRAWH3038252 


100. 000 


0.000 


BRAWH3038324 


100. 000 


0.000 


BRCAN2010665 


19.610 


9.879 


BRCAN2022126 


4.855 


14.677 


BRCAN2025093 


21.732 


0.000 


BRC0C2012386 


11.403 


0.000 


BRHIP2015153 


20.038 


10.095 


BRHIP2027077 


2.020 


2.035 


BRHIP3001573 


24.474 


8.220 


BRHIP3002000 


4.500 


0.756 


BRHIP3002691 


0.000 


8.357 


BRHIP3003063 


10.960 


33. 130 


BRHIP3003984 


27.477 


0.000 


BRHIP3004215 


0.000 


13.679 


BRHIP3004774 


39. 520 


0.000 


BRHIP3005673 


0.000 


25.956 


BRHIP3007223 


2.016 


0.000 


BRHIP3007409 


31.957 


0.000 


BRHIP3008320 


23. 349 


0.000 


BRHIP3012736 


0.000 


66. 389 


BRHIP3014675 


37.925 


0.000 


BRHIP3017146 


0.000 


33. 057 


BRHIP3017855 


15.316 


0.000 


BRHIP3018784 


6.930 


0.000 


BRHIP3020046 


0.000 


1.021 


BRHIP3021019 


7.745 


7.803 


BRHIP3028246 


22. 147 


22.315 


BRHIP3028570 


31.957 


0.000 



mU<W2 004-3059661 



mm 2003- 



1 0 2 2 0 7 



BRSTN2010089 


6. 


598 


0.000 


BRSTN2012069 


0. 


047 


0.029 


BRSTN2016992 


1. 


476 


4.958 


BRTHA2026071 


0. 


000 


12.368 


BRTHA2033155 


4. 


253 


4.285 


BRTHA3003736 


4. 


302 


0.000 


BRTHA3005988 


31. 


076 


0.000 


BRTHA3010135 


20. 


010 


0.000 


BRTHA3010212 


5. 


525 


5.567 


BRTHA3011194 


3. 


534 


0.000 


BRTHA3011265 


25. 


596 


0.000 


BRTHA3017791 


11. 


821 


5.956 


BRTHA3020771 


31. 


957 


0.000 


BRTHA3021971 


1. 


941 


1.956 


BRTHA3023403 


14. 


857 


7.485 


BRTHA3026916 


0. 


000 


47. 605 


CHONS2002829 


0. 


000 


1.646 


CT0NG2006235 


9. 


828 


4.952 


CTONG2009033 


25. 


755 


0.000 


CT0NG2020582 


9. 


594 


3.867 


D90ST2003106 


6. 


904 


0.000 


DFNES2001829 


9. 


228 


0.000 


KIDNE2010049 


3. 


438 


0.000 


MESAN2017133 


17. 


548 


0.000 


NT2RI2009233 


6. 


767 


4.545 


NT2RI2010795 


0. 


000 


16.619 


NT2RI2015533 


6. 


216 


12. 527 


NT2RI3005923 


19. 


493 


0.000 


NT2RI3009524 


35. 


496 


0.000 



mm 2003-102207 



^- v : 419/ 



NT2RP7007387 


6.158 


0.000 


NT2RP8001605 


29. 324 


0.000 


NT2RP8007920 


1.978 


0.000 


NT0NG2008483 


2.397 


0.000 


0CBBF2000831 


0.000 


9.702 


0CBBF2003518 


2.062 


1.039 


0CBBF2018618 


16.218 


16.341 


0CBBF2030927 


0.000 


44. 784 


0CBBF3001333 


9.639 


6. 475 


0CBBF3004487 


4.531 


4.565 


OCBBF3009244 


0.000 


34. 702 


PLACE6008315 


0.000 


1.403 


PLACE6010936 


0.000 


12. 399 


PLACE7004103 


3.880 


1.303 


PLACE7006240 


25. 174 


0.000 


PR0ST2007444 


4.374 


1. 102 


SPLEN2012571 


0.000 


3.203 


SYNOV4004210 


0.000 


0.952 


SYNOV4009575 


0.000 


4.828 


TBAES2007428 


5.371 


0. 000 


TESTI2005112 


19.455 


0.000 


TESTI2021654 


9.773 


9.847 


TESTI4002072 


16. 696 


3.364 


TESTI4002774 


4.103 


0.000 


TESTI4002799 


1.767 


0.000 


TESTI4003602 


25.967 


0.000 


TESTI4003703 


0.000 


4.458 


TESTI4004210 


36.051 


0.000 


TESTI4005399 


7.797 


15.713 



tbfiE# 2004-3059661 



f m 2 0 0 3 - 1 0 2 2 0 7 ^- v : 420/ 



TESTI4005653 


1.989 


3.507 


TESTI4006441 


60.471 


0.000 


TESTI4014908 


36.051 


0.000 


TESTI4022158 


53. 386 


0.000 


TESTI4029297 


0.000 


4.458 


TESTI4032913 


0.000 


8.167 


TESTI4043223 


0.000 


27. 886 


TESTI4046073 


0.000 


19. 130 


THYMU3000776 


15.604 


0.000 


THYMU3002887 


4.680 


3.930 


THYMU3003350 


54. 530 


0.000 


THYMU3008105 


0.000 


20. 406 


THYMU3019476 


0.000 


54.718 


THYMU3021586 


20. 651 


4.162 


THYMU3026000 


49. 066 


0.000 


THYMU3026306 


46. 281 


0.000 


THYMU3026350 


14.291 


14.400 


THYMU3032798 


9.668 


1.948 


THYMU3032867 


12.871 


0.000 


THYMU3037827 


54.530 


0.000 


THYMU3038214 


39. 314 


0. 000 


THYMU3044075 


37. 925 


0.000 


TRACH2013585 


23.471 


0.000 


TRACH3002752 


10.215 


0.000 


TRACH3003037 


64. 100 


0.000 


TRACH3003872 


2.745 


2.765 


TRACH3004424 


17.006 


0.000 


TRACH3006717 


18. 347 


3.697 


TRACH3007625 


1.175 


3.553 



tHIHf 2 0 0 4 



-3059661 



2003-102207 



^-v: 421/ 



TRACH3007689 


47. 167 


0.000 


TRACH3008632 


25.351 


0.000 


TRACH3009008 


24.495 


0.000 


TRACH3010079 


48. 305 


0.000 


TRACH3016805 


4.502 


0.000 


TRACH3016885 


3.978 


12. 025 


TRACH3024342 


47. 167 


0.000 


TRACH3024671 


47.167 


0.000 


TRACH3026303 


5.605 


0.000 


TRACH3026676 


11.631 


0.000 


TRACH3028855 


22. 309 


0.000 


TRACH3032570 


47. 167 


0.000 


TRACH3036932 


14.659 


0.000 


TRACH3038399 


12.435 


0.000 


UTERU3010409 


3.461 


0.000 


UTERU3013167 


45. 606 


0.000 



[0 2 9 3] 
[*1 0] 

• ?L3& f //fi3fctf>7>f 77';- (TBAES) IE#^fLMft*<7)^^ 7*7 'J - (BEAST 



Clone ID BEAST TBAES 



BRSTN2011961 
BRSTN2012069 
TBAES2003917 
TBAES2005361 
TBAES2007428 



6.317 4.075 

0. 000 0. 067 

0. 000 100. 000 

0. 000 100. 000 

0. 000 37. 783 



{HliE#2 004-3059661 



mBl 2003-102207 



^-v: 422/ 



TBAES2007548 
TBAES2007862 
TESTI2005564 
TESTI4017854 
TRACH3016805 



0.000 100.000 

0.000 100.000 

0.000 25.762 

0.000 91.498 

0.000 31.673 



[0 2 9 4] 

mil) 

^mm^co 9 4 77 - (tcerx) t , jEiir&^Mfffisfeo 7^7*7';- 

(CERVX) OcDNASrjSWL-rJtt^Lfee*, m^WBMit^&h itfe^ 
[0 2 9 5] 



Clone ID CERVX TCERX 



BRACE2017397 


48.741 


0.000 


BRHIP2027077 


41.741 


0.000 


BRSTN2011961 


5.985 


0.000 


BRSTN2012069 


5.668 


7.585 


CERVX2000812 


100. 000 


0.000 


CERVX2000968 


100. 000 


0.000 



m\2\ 

%%m&A,&%:<7)7 4 77 V - (TCOLN) <h, IE#&*£Mlil*<7> 7 'J - (COL 



Clone ID COLON TCOLN 



BRSTN2011961 0.000 6.140 
BRSTN2012069 1.726 1.805 



tBSE#2 004-3059661 



#11 2 0 0 3 - 1 0 2 2 0 7 ^- v I 423/ 



COL0N2001829 


100. 000 


0.000 


COLON2001866 


100. 000 


0.000 


C0L0N2004351 


100. 000 


0.000 


COLON2004911 


100. 000 


0.000 


C0L0N2005623 


100.000 


0.000 


PAT AM0AAC70C 

LOLON2005735 


1 AA AAA 

100. 000 


A AAA 

0. 000 


0CBBF3001333 


22. 556 


0.000 


SMINT2017964 


34.030 


0.000 


[0 2 9 


6] 





mi 3] 

&M.tfA,&%:<7)U 7? V - (TESOP) IE#^^itE&*c0 7-r 77 U - (NES 
OP) OcDNA£#WLTJfctfcLfcig*, M^-C^§J»^<7)*^atfeT 



Clone ID 


NESOP 


TESOP 


BRAMY3004364 


0.000 


46.478 


BRAWH3027533 


0.000 


75.317 


BRHIP3007223 


42.899 


0.000 


BRSTN20 11961 


0.000 


1.981 


BRSTN2012069 


1.409 


2.071 


CT0NG2011801 


0.000 


20. 259 


CT0NG3002518 


0.000 


57. 732 


SMINT2009292 


0.000 


24.268 


TES0P2002005 


0.000 


100. 000 


TES0P2003308 


0.000 


100. 000 


TES0P2004110 


0.000 


100. 000 


TES0P2008556 


0.000 


100. 000 


UTERU3015011 


0.000 


48. 286 



tBIE#2 004-3059661 



UTERU3017995 



mm 2003-102207 
0.000 74.828 



^-v: 424/ 



[0 2 9 7] 

[in] 

fl^Xft^^Oy'J- (TKIDN) <h, lE-t^WMS*^^ ^ 75 'J - (KID 



Clone TD 


KIDNE 


TKIDN 


RRACF2002392 

JJlVTl V Lj Lj \J \J Lj O ZJ Lj 


0 000 


6 


380 


RRACF20 12528 


0 000 


1 4 


044 


RRACF3004371 


13 097 

± O • \JZJ 1 




000 
yj\jvj 


RRAMY203Q630 


60 511 

UO . Oil 


u. 


000 


RRAMY3004364 


23 683 

LjO . uuo 


A 
u. 


000 


RRAMY3008436 


0 000 


o . 


1 85 
loo 


RRAWH2004078 


18 371 

lO. Jl J. 


o 


000 


RRAWH30 12662 

JJlVfi H l lO \J ± Lj \J \J Lj 


0 000 


*± i . 


Ql 7 


RRAWH3021574 

JJlvn.nl Lj ± o 1 1 


0 000 


17. 


397 


RRAWH3022651 

JJ IVfl If n.0 \J Lj Lj \J O 1 


0 000 


6. 


064 


BRAWH3037428 


0.000 


21. 


753 


BRCAN2019953 


0.000 


35. 


208 


BRCAN2022126 


0.000 


17. 


973 


BRHIP3002000 


10.458 


0. 


000 


BRHIP3002691 


0.000 


30. 


700 


BRHIP3012997 


0.000 


3. 


431 


BRHIP3020046 


0.000 


3. 


749 


BRSTN2012069 


0.429 


0. 


140 


BRSTN2016992 


0.000 


1. 


822 


BRTHA3010212 


0.000 


20. 


450 



mtliTf 2004-3059661 



mm 2003-102207 



^-v: 425/ 



CT0NG2006235 


0.000 


6.064 


KIDNE2004531 


80. 699 


0.000 


KIDNE20 10049 


11.987 


0.000 


KIDNE20 14496 


100. 000 


0.000 


KIDNE2015987 


100. 000 


0.000 


KIDNE2016464 


100. 000 


0.000 


KIDNE2017153 


83.085 


0.000 


KIDNE2018268 


100. 000 


0.000 


NT2RI2015533 


0.000 


11.506 


NT2RP7007387 


7. 156 


0.000 


0CBBF3004487 


0.000 


16.771 


PLACE6008315 


0.000 


5.154 


SYNOV4004210 


0.000 


3.496 


TESTI2005112 


67.827 


0.000 


THYMU3001776 


22. 094 


0.000 


THYMU3002887 


0.000 


2.887 


THYMU3029795 


37. 093 


0.000 


THYMU3032867 


44.871 


0.000 


1KIDN2000319 


0.000 


78. 393 


TKIDN2003396 


0.000 


100. 000 


1K.IDINZU1U0UZ 


n AAA 
U. UUU 


1UU. UUU 


TKIDN20 11051 


0.000 


100. 000 


TKIDN2011160 


0.000 


100. 000 


[0 2 9 


8] 





imi 5] 

JlflM^^^'J- (TLIVE) IE#&MiEi3*?)^-f 7*7 'J - (LIV 



tBliE#2 004-3059661 



Clone ID 



mm 2003-102207 
LIVER TLIVE 



^-v I 426/ 



BRAWH3022651 


14.200 


0.000 


BRCAN2020412 


0.000 


74.979 


BRSTN2012069 


0.000 


0.390 


BRTHA3003736 


18. 647 


0.000 


CT0NG2006235 


14.200 


0.000 


LIVER2008465 


57.368 


0.000 


TESTI4013474 


0.000 


7.104 


THYMU3002887 


6.762 


0.000 


THYMU3038158 


53. 382 


0.000 


TLIVE2000142 


0.000 


100. 000 


TLIVE2001616 


0.000 


100. 000 


TLIVE2007736 


0.000 


90. 642 


TLIVE2008797 


0.000 


100. 000 


TRACH3027229 


93.931 


0.000 



[0 2 9 9] 
[111 6] 

• m-h^&^<n?J7*7 M - (TLUNG) iE1?;%W&%:<VU 7*7 '1 - (HLUNG) 
<7)cDNA£#M7r L X Jttfc L fclg*, Wi%X%-M^it<D$>2> itfs^- 



Clone ID 


HLUNG 


TLUNG 


BRACE3036283 


27. 376 


0.000 


BRAMY2031516 


27.091 


0.000 


BRSTN2011961 


2.124 


0.000 


BRSTN2012069 


0.763 


0.000 


HLUNG2012600 


100.000 


0.000 



tti8E#2 004-3059661 



#SI 2003-102207 



^- v ! 427/ 



MESAN2009156 


38. 142 


0.000 


NT0NG2008483 


2.930 


0.000 


PR0ST2007444 


4.011 


0.000 


TESTI4003703 


16.229 


0.000 


TESTI4005653 


1.824 


0.000 


TESTI4013474 


3.790 


0.000 


TESTI4029297 


16.229 


0.000 


THYMU3001776 


11.622 


0.000 


THYMU3033626 


20.615 


0.000 


THYMU3034671 


8.747 


0.000 


THYMU3041428 


0.935 


0.000 


TRACH3022198 


30.484 


0.000 



[0 3 0 0] 
[*1 7] 

0PJfcj&*/,ft3feO9>f -/^'J- (TOVER) jEHt>»mfi*<7)^ ~f? U - (NOV 



Clone ID NOVAR T0VAR 

BRSTN2012069 5.861 6.386 

N0VAR2000783 90. 145 0. 000 

THYMU3002887 0.000 16.991 



[0 3 0 1] 
[f£l 8] 

i^fi^^^r^'j- (tstom) iES^ifi^o^-ry^';- (stoma) 



tbliE#2 004-3059661 



Clone ID 



mm. 2003-102207 
STOMA TSTOM 



^- v : 428/ 



BRSTN2012069 


1. 


995 


4.062 


CH0NS2002829 


11. 


118 


0.000 


ST0MA2003894 


100. 


000 


0.000 


ST0MA2004663 


47. 


516 


0.000 


THYMU3001776 


21. 


564 


0.000 


TST0M2000235 


0. 


000 


95.465 


TST0M2001571 


0. 


000 


100. 000 


TST0M2002611 


0. 


000 


100. 000 


TST0M2002682 


0. 


000 


100. 000 



[0 3 0 2] 
imi 9] 

^-gtfAs&^co^J -f*7 } ) - (TUTER) jEHr^^KS^O^^r^V- (UTE 



Clone ID UTERU TUTER 



BRACE2012528 


0. 


566 


0.000 


BRACE2017397 


11. 


252 


0.000 


BRACE3004371 


4. 


481 


0.000 


BRACE3036283 


8. 


902 


0.000 


BRACE3040863 


21. 


335 


0.000 


BRAMY2031516 


8. 


809 


0.000 


BRAMY3005184 


26. 


725 


0.000 


BRAWH2004078 


6. 


285 


0.000 


BRAWH3004350 


19. 


774 


0.000 


BRAWH3022651 


1. 


954 


0.000 



fctiSE#2 004-3059661 



<$m 2 0 0 3 - 



1 0 2 2 0 7 



^- v I 429/ 



BRAWH3024186 


11. 


902 


0. 


000 


BRAWH3029806 


10. 


629 


0. 


000 


BRAWH3031342 


6. 


474 


0. 


000 


BRCAN2022126 


5. 


791 


0. 


000 


BRHIP3001076 


53. 


896 


0. 


000 


BRHIP3002000 


0. 


894 


0. 


000 


BRHIP3002141 


18. 


713 


0. 


000 


BRHIP3005307 


53. 


896 


0. 


000 


BRHIP3007223 


2. 


405 


0. 


000 


BRHIP3017855 


27. 


401 


0. 


000 


BRHIP3020046 


1. 


208 


0. 


000 


BRSTN2010089 


7. 


869 


0. 


000 


BRSTN2011961 


0. 


345 


0. 


000 


BRSTN20 12069 


0. 


271 


3. 


583 


BRSTN2016892 


3. 


559 


0. 


000 


BRTHA3003736 


5. 


131 


0. 


000 


BRTHA3011265 


10. 


176 


0. 


000 


BRTHA3023403 


26. 


579 


0. 


000 


BRTHA3027879 


51. 


819 


0. 


000 


CHONS2002829 


11. 


691 


0. 


000 


CTONG2001932 


12. 


322 


0. 


000 


CT0NG2003517 


13. 


371 


0. 


000 


CTONG2006235 


1. 


954 


0. 


000 


CT0NG2011801 


3. 


532 


0. 


000 


CTONG3002518 


10. 


064 


0. 


000 


DFNES2001829 


11. 


006 


0. 


000 


KIDNE2010049 


4. 


101 


76. 


623 


LIVER2008465 


7. 


893 


0. 


000 


NT2RI3005923 


23. 


249 


0. 


000 



mm 2 004 



-3059661 



#fl 2 0 0 3 - 



1 0 2 2 0 7 



430/ 



0CBBF3001333 . 


3. 


832 


0.000 


0CBBF3004487 


5. 


404 


0.000 


PLACE6008315 


1. 


661 


0.000 


PLACE7006240 


30. 


024 


0.000 


PR0ST2007444 


5. 


217 


0.000 


SPLEN2012571 


3. 


792 


0.000 


SYN0V4000598 


35. 


608 


0.000 


SYN0V4009575 


5. 


715 


0.000 


T1ESE2000904 


2. 


754 


0.000 


TESTI4002072 


3. 


983 


0.000 


TESTI4002195 


15. 


959 


0.000 


TESTI4002774 


9. 


787 


0.000 


TESTI4002799 


1. 


053 


9.842 


TESTI4003703 


5. 


277 


0. 000 


TESTI4003944 


41. 


606 


0.000 


TESTI4005399 


9. 


300 


0.000 


TESTI4005653 


1. 


779 


0.000 


TESTI4024245 


40. 


205 


0.000 


TESTI4029297 


5. 


277 


0.000 


THYMU3002887 


0. 


930 


0.000 


THYMU3021586 


4. 


926 


0. 000 


THYMU3026350 


17. 


045 


0. 000 


THYMU3032798 


2. 


306 


0.000 


THYMU3034616 


58. 


853 


0.000 


THYMU3034671 


19. 


911 


0.000 


TRACH3003872 


9. 


820 


0.000 


TRACH3005699 


22. 


893 


0.000 


TRACH3006800 


34. 


742 


0.000 


TRACH3008632 


20. 


157 


0.000 



tfcllHf 2 0 0 4 - 



3 0 5 9 6 6 1 



#112 0 0 3 - 1 0 2 2 0 7 



^-v : 431/ 



TRACH3009008 


5.843 


0.000 


TUTER1000014 


0.000 


100. 000 


TUTER2001433 


0.000 


100. 000 


UTERU2000300 


11.765 


0.000 


UTERU20 14998 


100. 000 


0.000 


UTERU20 16464 


100. 000 


0. 000 


UTERU2016669 


9.848 


0. 000 


UTERU2020226 


78.491 


0.000 


UTERU2022955 


100.000 


0.000 


UTERU2023941 


100. 000 


0.000 


UTERU2024042 


100. 000 


0.000 


UTERU2027369 


39.231 


0.000 


UTERU2028377 


100. 000 


0.000 


UTERU2029660 


100.000 


0.000 


UTERU2035926 


100. 000 


0.000 


UTERU2037423 


100. 000 


0.000 


UTERU3000670 


83.447 


0.000 


UTERU3001029 


100. 000 


0.000 


UTERU3001394 


100. 000 


0.000 


UTERU3001946 


34. 742 


0.000 


UTERU3004635 


100. 000 


0.000 


UTERU3005264 


100. 000 


0.000 


UTERU3005422 


25.298 


0.000 


UTERU3006538 


100. 000 


0.000 


UTERU3006720 


100.000 


0.000 


UTERU3007108 


100.000 


0.000 


UTERU3009775 


100. 000 


0.000 


UTERU3010029 


100.000 


0.000 


UTERU3010409 


53. 665 


0.000 



ffifiE# 2004-3059661 



#11 2003-102207 



UTERU3010604 
UTERU3010892 
UTERU3010919 
UTERU3011092 
UTERU3011398 
UTERU3011558 
UTERU3011579 
UTERU3011837 
UTERU3012293 
UTERU3012414 
UTERU3012476 
UTERU3012599 
UTERU3012999 
UTERU3013167 
UTERU3013302 
UTERU3014274 
UTERU3014647 
UTERU3014906 
UTERU3015011 
UTERU3015299 
UTERU3015647 
UTERU3015844 
UTERU3016070 
UTERU3016273 
UTERU3016274 
UTERU3016308 
UTERU3017441 
UTERU3017626 
UTERU3017995 



40. 126 


0.000 


100. 000 


0.000 


100. 000 


0.000 


100. 000 


0.000 


100.000 


0.000 


100.000 


0.000 


34.742 


0.000 


100.000 


0.000 


100. 000 


0.000 


51.819 


0.000 


100. 000 


0.000 


100.000 


0.000 


100. 000 


0.000 


54. 394 


0.000 


58. 853 


0.000 


100. 000 


0.000 


100.000 


0.000 


100. 000 


0.000 


16.834 


0.000 


100.000 


0.000 


100.000 


0.000 


100.000 


0.000 


100.000 


0.000 


53.896 


0.000 


100.000 


0.000 


100.000 


0.000 


100.000 


0.000 


100.000 


0.000 


13. 044 


0.000 



mm 2003-102207 ^- v I 433/ 



UTERU3018172 38. 038 0. 000 
UTERU3018255 100. 000 0. 000 



[0 3 0 3] 
m2 0] 

^tfA,mm<7)7 j 7°v 'j - (ctong) jE-gft^mmv)? 4 7°y i) - (ntong) 



Clone ID 


NTONG 


CTONG 


BRACE2012528 


0.000 


0. 883 


BRAMY4001863 


0.000 


55. 803 


BRAWH3021574 


0.000 


17. 507 


BRAWH3022651 


0.000 


3.051 


BRAWH3024186 


0.000 


18. 588 


BRHIP2027077 


0.000 


3.762 


BRHIP3001573 


0.000 


15. 195 


BRHIP3002000 


0.000 


12.571 


BRHIP3007223 


14.859 


3.755 


BRHIP3012997 


0.000 


1.726 


BRHIP3020046 


0.000 


3.773 


BRSSN2013696 


0.000 


6.652 


BRSTN2011961 


2.134 


0.539 


BRSTN2012069 


0.000 


0.018 


BRTHA2027229 


0.000 


3.410 


BRTHA2033155 


0.000 


7.921 


BRTHA3011194 


0.000 


6.583 


BRTHA3022641 


0.000 


32. 949 


CT0NG2001932 


0.000 


38. 485 



ffiE*f 2004-3059661 



#ff 2003-102207 



CTONG2003517 
CTONG2006235 
CTONG2008989 
CT0NG2009033 
CT0NG2009570 
CT0NG2010330 
CT0NG2011801 
CT0NG2012123 
CTONG20 14206 
CT0NG2014959 
CT0NG2020582 
CT0NG2026987 
CT0NG2027150 
CT0NG2027591 
CTONG2027783 
CT0NG2027959 
CT0NG3001605 
CT0NG3002518 
CT0NG3002588 
CT0NG3003669 
CT0NG3008223 
NT2RI2009233 
NT0NG2002278 
NT0NG2003805 
NT0NG2004829 
NT0NG2008483 
NT0NG2009468 
0CBBF3004487 
PLACE6008315 



0. 000 20. 880 

0.000 3.051 

0. 000 100. 000 

0. 000 47. 970 

0. 000 100. 000 

0. 000 100. 000 

0.000 5.515 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 

0.000 21.442 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 

0.000 72.408 

0. 000 100. 000 

0.000 15.716 

0. 000 100. 000 

0. 000 100. 000 

0. 000 100. 000 

0. 000 8. 402 

100. 000 0. 000 

100. 000 0. 000 

100.000 0.000 

17.664 2.976 

69.996 0.000 

0. 000 8. 439 

10. 262 0. 000 



#H 2003-102207 



^-v : 435/ 



PLACE7004103 


9.531 


12. 044 


SKNMC2003639 


0.000 


19. 285 


SPLEN2012571 


0.000 


5.921 


SPLEN2019092 


0.000 


51.706 


SYN0V4009575 


0.000 


8.924 


T1ESE2000904 


0.000 


4.300 


TESTI2005564 


0.000 


6.821 


TESTI2018867 


20. 987 


0.000 


TESTI4002799 


0.000 


1.645 


TESTI4005653 


0.000 


7.408 


TESTI4032913 


59. 736 


0.000 


THYMU3021586 


0.000 


7.693 


THYMU3047115 


57.541 


0.000 


TRACH3006717 


0.000 


13. 669 


TRACH3007625 


0.000 


4.379 


TRACH3016805 


0.000 


8. 386 


TRACH3036932 


0.000 


27. 304 


TRACH3038399 


0.000 


23. 161 


UTERU2000300 


0.000 


9. 187 



[0 3 0 4] 

\m i] 

W&<OWk&%:<n (FCBBF, FEBRA3: tz (iOCBBF) t J&frOJlffi*^ 9 

(BRACE, BRALZ, BRAMY, BRAWH, BRCAN, BRCOC, BRHIP, BRSSN, BRST 
tz (iBRTHA) <DcDM £ mm L, fl^B t WLfo<D m T*9&mAl<r> h z> 



HJfiE# 2004-3059661 



mm 2003-102207 : 436/ 



s5§g§S§l§s§l§§§§l§l§§§l§§Sll§§lll§§§lilllill§l§§§l§ 



§i§§S§lls§l§l§§l§§§s§§§l§§l§§ll§l§§l§ll§ll§s§lsl§§ 



|i|§|ii§iii|||i|iiii§|s§§§i§iii§§i§i§i§i§iii§§§i§ii 



|i5ll§§S§sll§§g§ll§§l§l§§ill§ll§l§l§ll§ll§iill§ls§S 

go^oooooorooooooooooooooo 

|§§§§=§glSlg§l§§§l§§s§S§§§l§l§§§§l§§§§§§§§§§§§§§§§§ 



§§§gi§g§sl§§§§§g§§g§§g§g§l§§§§§§§§§§§§§g§§l§gg§§§§ 

§§§§5i§S§§§§§§§§g§Ss§E§§g§§§g§§§§g§§gggg§g§§gS§§§§ 

§ig§ll§lsliii§gg§§lllgl§§il§l§ll§§§lisi§§§§iisi§§§ 



1 

|§§g§|ss|i||§lll|§l§§§j§§^ 

lg§§§jji§2§§ §§ ji||j§| j|§j§^ 



!2S 



1111111=1! 

iliiii 



mtiE# 2004-3059661 



2003-102207 ^- V \ 437/ 



[0 3 0 5] 

§s§§§§§§§§§§l§§|§§|§|§§§§§§§§§§|§§|§|§§§§§§§s|§§§|§ 

o^ooooooooooooooooooooo 

l§llll§§lll§l§§§lgi§g§§§ll§§§§lll§§§§§i§llllgggl§§§ 

ooooooooooooooooooooooo 

§§§g!§§§§§§§§§§§§§§§^ 

si§§§§§§§§§§§=§§§§§§§§§§i§i§§i§§i§§§§§§§i§§§§§§§§§§ 

§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§^ 

§S§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§|§|§|§§§§§ 
%-%%%%%%%%%%%%%%%%%%%%%%%%%%%%%%%%%%%%%%%%%%%%%%%%% 

or^ociooooooooc>oooooooooooooo o o ooeioooooooooci 

§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§ 

ooooooooooooooooooooo 

gsSlg§§5l§§§ISI§§l§l§l§l§§§ll§§sll§§sl»S§lll5S§§l§§ 

_2 5 88§g-g|g8§Sg§8ggS§§g§ggS8g 

iSiiiiiiiiiiiiiiiiiiiiiiiiiiliiiiiiiiiiiiiiiiiiiiii 

§§§§i§i|§ll§§l§§§§§|88§§§§8^ 

!l!!SI!il!iiiiiiiilSSiiiiiii!i!iii!iiiiiii!iiiiiiii 

llBlllllillliilll! 



tBI£# 2004-3059661 



m 2 0 0 3 - 1 0 2 2 0 7 ^- V \ 438/ 



[0 3 0 6] 

g§§l§§ss§§§§§gsll§lll§llllsll§isllll§ll§§SIHss§8sl 

||8§i§|§§§||||§§§§|i|||§§§§§§l||§g§§§§§§§§§§§§§§§§§ 

§§§s§§l§e§§§§§§§§§§§§§§§i§§lll§§l§l§§§§l§§l§§§l§i§§ 

ooogoooogoooooooooo^ 

llli§§§i§§§§si§§§s§§i§l§§i§§s§s§§§§§§§sl§il§§§§§§§§ 

6dood 0 oodo 0 o,=c 0 djooo6dooooc.c go 6d6 00 oodd ?[irio cddod 0 

l § lllIlll!!Il!!il!!!!!!!!III!!!!!!!!!ii!!I!!I!I!ii! 

§§§§§§§§§§§§§§§§§§§§§§§l§§§§^§S§§=§§§§§§§§§§§§§§§§i 

iiiiiiiii§iiiiiiiii§iiii£i§ii§siiii§ii§i§§iiiiii§§§ 

oddddcddoddbdoodddddddoogddduidnoddddddd^^ 

g§§8§§8§§§§§§II§§8§§§8§§iil§8§§§§§88§§l§8liiil88§§§ 

88l2l8llil8§S§88l§iiil8Ss8§8§§5§§S§§§8§§S§§§§§§§§§§ 
8^8-888838883838^8^ 

§§l§§§§§§§§§S§§§§§§§S§§§||§|§§§§§§§§§§§§g|§ll§§§§§§ 

O doo 0 ddd 0 ddo ; dcdd 0 d 0 nd 0 dcdo 0 ddddddddddddododdcdd 0 d 0 

l§§§l§gss§§§§§l§l§l§§§g§l§§li§s§§§§§§§§§§§§§§§§§§§§ 

dddddddddddoddddddodddddddddgd^ddddddddddddddoooooo 



miiE#2 004-3059661 



mm 2003-102207 ^- V \ 439/ 

[0 3 0 7] 

iSI§lll§l§i§§lllll§i§§§§l§l§§l§llii§§ll§illl§§||§il 

§§§§§§§ll§§§§§§§§§§§§§§§§§§§§§l§§§l§§§§|§§§§||§§§§§ 

oooooooooooooooooo 

iig8iii|g| i§ii s| iiiiiiiisii i iiiiiiiiiiiiii§iiiiiii§ 

!I!!!!I!!!Ii!I!!!!i!ii!!!!!!!!!!E!!!!!!!!!!S!i!!!5! 
!iiiiiiiiiiiiiiiiiiiiiiii!iii § !liill §§§§§§§§§§§§§§§ 

§S§§§§§§I§§§§8§§1§§§§§§§§§§§5§§§§||§§|§S§§§§I§S§§§§ 

o ; ob 0 oo 0: coo = = o 0 .66ooo 0 oooc 0!; cocc 0 cc = = 00 ooo 00 oo6d 0 o 

§§§§§l§§§§§§§§§§§§§§§§ll§§§§§§§§§§§§§§§§§§§§§§§§§§§ 
6ddddddd6dd6dddddddddddddddddddddddddddddddddddddgg 

§§§§§§§8§§§§§§I§ll§§§§li§§l§§§llillli§l§§§§§l§§lllg 

dd 0 ddd6666ddd,d66dddddddddd666,ddddddd66d88g8g88,dd 

§§§§§§§sIlls§8issl§lIllsS|ilsIiIiilii||i|iI§iii§I§i 

i!iiiiiiiiiiiiiiHiiiiiiiiiiiiiiiiiiiiiiiiiiiliii § i 
l§lll§§§ll§§l§§i§l§l§§ll§^ 

!S!5!!!!!!I!!I!!!S!IiI!5I!ii!!!!!!I!!!!!!8!iIiI!Si! 



aifE#2 004-3059661 



ft M 2003-102207 



^- v : 440/ 



[0 3 0 8] 

§l§l§§§§§l§§§§§§i§§slll§§§§§l§2§§sl§§s§IHS§§§§§§§§ 

§§l§§§l§§§§§§ll§§§§§§§§§S§l§l§llg§§§§§§l§§SS§§ll§§S 

ooooeiooooooooooooociooo 

§l§g|§§§IIIIII§ll§§§§§§ls§§l§§5§§§§l§§§ll§l§§s§§§§l 

66odoooo 00 oodo=dodoo 0 oooooddoooddddoooooooobooodooo 

§§§s§§ll§§§§§l§§§§§s§l§§i§§S§IS§§§|§§§^l§§lllll§§Sl 

000^00000000000000030000300000^^ 

i§iiiii§§5§§iiiii§§§§§§§i§i§§§i§§§iiiii§§§iii§i§§ii 
§i§iiiiiiiiiiii§iiiiiii§§§iiiig§iii§§§§ii§iiiii§§§§ 

ooocioooooo^ooooooooooooooooooo~o»ooo^ 

ii§g§§iiii§iiiii§§§si§iiiss§iiiiiiii§i§|§iiiiiiiss| 
O002000000000000000000~ooo~ooo^^ 

§S|^§S||S?§§§§§§§iig§§Sig|gS§|S§S|§i§8|§=§g§§5§§§§§ 

g-g-gggg^gg^gggggjogg^ 

III!IIII!IIII!II!!II!I!II!II!ISI!!I!III!!I!!!!I!I!i 

§§g§s§§§lgllillilsilslisg§is§ll§=llisli§§ssslsll§s§ 

oooc io oc i c 3cio oc 30 c i c io c io c iCT c 300 ^ri^g 000 ^ 0a oooci^ 00000 c,c ic ,c,^^ s ^ 

gS§g|gg§||||||||§il§g|||giS§§|§§§|§|§§ii§l|||§|l§§§ 

o^oooooooooooooooooooooo^^ 

§S§§§§§§I§I§II§I§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§|§ 

o^ooooooooooooooooooooooooooo 

§g§§§iiii§i§ii§iii§i§i§i§ii§ii§iiiii§i§ii§i§iiii§i§ 



lllililHlliilllillllllHlilliiiilllliliiliiiilllli 



mfiE#2 004-3059661 



Wm 2003-102207 



^- v I 441/ 



[0 3 0 9] 

§l§§»§K|§l§l§§§lll§lsl§i§§§ll§§2s§§§§§ll§l§si§sis§§ 

§§8§l§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§ 

ooooKoooooooooooooooocsoo 

§§||§||§§|si|§ll§I|§§§j§||^ 

§§§§s§§§§§5°§§§§§§§§§§§§§§§§§§§§i§§§§sl§l§l§i§S§§§§ 

oooo^ooooo^ooooooooooooooo 

§§§gggg§§§g§§|§§§§§^^ 

§g§ii§aiii§i§iii§ii§2i§§i§iii§i5s§i§§§§§§i§5i§sg§ii 

§s§§i§§§§§§§§§§§§§§§§§§§§§§§§§§ll§sl§§§§§l§§gl§§ll§ 

§§§§§§§§§§§§§§§§n§§ig|§§§§§§§§§§§§§i§§§§§§§§§§§§§§ 

ooooooo'oooooooooooooooooooo'o'ooc^ 

§§§§E§»Slll§S§§§§§§§^88ll§§§8ll§S§§§§§§§§§§§§§§§§§§ 

O OOOC^O^^OOOOOOOOO^OO^OOOOOOOOO^O^OOOOO 

§§§§S§§§§§§§§§§§§§§||§§S§§§§§§8| S 88§§8888|8§8888§§8 

I!I!I!!I!I!I!!!III!III!!iIII!I!!5!!IIiI!I!!iI!Ii!II 

gilllg88§g§§§§8g8§§g§ggliil§88lllg|gggg§lllllsls§g§ 

r^ooa>oooo>ocsicjc«)ioiop»^QOO«op*eo<Mioo>nnooooooo^io«c»T}-«)<oi — co^r)^Tin(D<oo>a>o<Dr-oocM 
« — »— >-NNn«tt>«DtDu>tt)(ooOr- • — i — ^ — oco«^Tvu)ininioco»eoo>ooooO'--— •-'-'-'-•-NNNMrtn 

. — - — •, — • — »— » — i — i — »— »— »— i — OOOOOOOOOOOOOOOOOOO-*— *— ^— »~ _ 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 



tilSE# 2004-3059661 



mm 2003-102207 



^-vl 442/ 



[0 3 10] 

§§§§l§§ll§§§§§l§l§l§lll§§l§§lll§l§§§§l§§§s§§|l§§lls 

oooooooooooooooooocio 

§ jiii jjiijiiiiiiiiiii ill ills 

§§l§§§§llll§l§§§§§l§§l§§§°l§l§§§§§§§I§§§§ll§S§||§i3 

|§§§|l§|l|§ll|lslslllsl^ 

§S§§§§§§§5I§§53§§§§§§§§§§I§S§§§§§§§|S§§§§S§§S§I§S§| 
§§§§§§§§l§§§l2sl§§§8§l§§S§§§i§888S§Ssl8§l§l§S§§§§i§ 

dcSdddddodddddg^ddc^ 

I jj jjijii ji §i| j ii § §1 iiij lis j 

§8gSSSS§S2S8S8S88§§SSS888§8SSS88S88§28S88S888S8§S§S 
§§il§iI§i§S§i§S§§§§§§i§§§§§5i§§§§§§§S§§§i§I§§i§§§§S 
§§§§§§§|§|§§I§1§^ 

i§i§§§ilIii§§iii§§§§ll§§§8iil8§l§llls§§S§8§I§§§§§§^ 



2004-3059661 



#11 2003-102207 ^- v : 443/ 



[0311] 

§§§§l8§§§§§§8§§lli§§§§§§§§§§§§§§§§§5§§§§§§§8§i§§§S§ 

ooogooooooooooooooiooooo 

§§§§l§§§§§lllll§§l§§§l§ll§ll§ll§§§§§§§§§ll§§||§§§§§ 

§iiiiiii§§i§ii§ii§ii§§§i§iii§§§i§i§§i§iii§i§i§§§igi 

ooco 0 oo OOOOOOOC i 0 o OOODOOOOOOOO odddocddd 0 c 0 ocd6c 0 dd 5 c 

§§§§§§§§§§§§§8§S§l§§ll§§l§§8§§§§§§§S§iillll§lS§§§|| 

i§§i8i§i§88§§§gg§§§§§§i§ii§i§§8i§§§s§8§§§§§i§§§§iii 

oobdddddddoddoddoddddodddddddddddddjddddddd 

§§8§j|§§j§j|§j||§|||§j|§|^ 

§f§S§§l§§l§l§§§»§S§g§8S§§§§§il§§§§§S§§S§§S§§IS§S§£§ 
§§§§§§§§§§§§§§§§§S§^§§§§§§§§§§§§§§§S§§§§§§§§§§§§§^§ 

ooooooooooooooicicicdaSooooo^ 

§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§ 

OOOOOOOOOOOOOOOOOOOOOOO 

§S§§§§§§§§l§lll»l§§l§§S§i§§l§|§§§§§S§gill||88il§§S§ 
8§£§§§§lll8§ll§llSllllilll§lll§ll§§g§ll§l§§8§g§S§§§ 
§§§§S§§§§§i§§§§Illil§llllllll§§§§§l§§8§§i§illSIIII§ 

§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§ 



illillllilll 



ffifiE#2 004-3059661 



2003-102207 ^- v : 444/ 



[0 3 12] 

li§|gi§I§l§l§§§s§gs§g§§§lsssl§lsg§§l§§Iggl§s§s§sl§I 

§§§§§§§§§§§§§§§§§S§ll§§i§§lll§§§§§§§§§l§ll§§§§§§§§§ 

§§§§§§§§i§i§ii§§§§i§iiii§ii§ii§§§§i§§§§§§i§§iii§§§i 

§§§l§§§§l§§S§§§§§S§§§8§§I§§§§§§§ls§i§§§§§§§§g§§§§si 

§§§§§§§§§§§§l§§§§§§§§§§§§§§§§lllislll§ll§i§§sl§§ill 
sslllil^li§§§ll§il§§l§S§sS§s§ll§§SiiI§ggs§§§l§§§§II 

e^c^gsgeigggggg^ 

§§§§§§§§§§§§l§§i§g|§lil§§§liii§§§ssl§§§§§l§g°§§i8l§ 

ggggo^c^c^™^^ 

l§§§§§§§§§§l§l§§§5§§§§§§§§§§§§§§§£§§§§§§§§§§§§§§§§§ 

§§§§§§§§§§§ll§§§§§§§l§sl§§§§l§§§il§§§§§§l§gii§§§§§§ 
§§lgg|§g§i§§§§§§§§^ 

§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§1^ 



aHE# 2004-3059661 



#H 2003-102207 



^- v : 445/ 



[0 3 13] 

|§i§g§§§§§§§§lli§i§§5§s§§§§s=l§l§l§ll§sssll§§l§§§§§ 

§§§§§§§§§§§§§§§§§§§§§§§§§§§§§1§§§§I§I§§§§§§§I1§§§§K 

§i§§§§8§e§§!i§§§§§§§§§!§§§§§§8§§§8§eiiifi!8§§§e§i§§l 
s§§§§§§§§§lI§§§I§sSsgs^ 

88888|88~SS£S8S^8^S8S8^^ 

§§§§§§§§l§§§§l§ll§§§l§S§§I§§§§§§§§§li§§§|§§I|||§§§§ 
§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§ 
3llllllillllillill§i5l§§i§§i§§l§§lll§§§?§§§§§§§§§§§ 
8§8§§§§§S§§§§§§§§§§§§§S§§§§Sl§§§§l§ll§§§E8§ll§lllsl 
8§J||||||l8i§8§§§§l8§§S||^ 

^§88§§§§§l§ii§§§i8§§§isl8§88§888§§8§§§WSs§88§i§§§§S 

§l§§§§§§§§isill§§lll§§l§§lli§§§l§lliis§g§ggg§§g§§l§ 

6odooooooo 0 „,ooodc,oo= 0 o 0 ocoodoopooo DS = 0 oododocoo6o= 

§§§§§§§§§§§§§§§§§§§§§§§§§H§§§§§§§§§§§§§§§§§§§§§§§§§ 

§§§§§§§§^§§§§§§§§§§§§§§§§§§^§§§§§SS§8§8§§§§§§§§§§§§ 



Illliiii 




HJIE#2 004-3059661 



2003 — 102207 ^- v : 446/ 



[0 3 14] 

il§§§l§IS§l§§§§lllll§§§§§§§§l§l§l§§li§§§§§si§§ll51l 

I!i!5!iS!5iI5I!i5I5Ii5I5S!!!E5ISi!!S5ii5I!SSSS!!SI! 
§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§i^§§ 
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§ll§l§SS§§8§§l§§§§§§§§i§§8§8§§8§ii§»§§§§§§§§§5§§§§S 
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|§§§§§§§§l§§§§l§§§§§ll§llll§§l§ls§§IsS§gs§8ll§l§§§§ 

§§§§§§ii§li§ll§l§§§§§s§§gS§l§l§§§§§si§lia§§sll§§§l§ 

ocioooooooooooooooo 
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gggl§llll§§ll§§=S§§§§l§§§§§llll§sl§§S§§g§§8§ll§l§l§ 

§§§§§§§§§§§§§§§-§§§§§§§§§§§§§§§§§§§§§§§!§§§§§§§§§§§ 

§§§§§§§§88§§§§§i§§§§§§§§§§§§§§§§§§§§^§§I§§§§§§§§§§§ 

oooooooooooooooooooo 

8l||8ll8|llll8888888§|l^ 

S8§§§l§§§ii§i§§l§§§§§i§§l8§§§§§§i§§§S§§=§§§§§sl§§§§ 

goooooooooooooooooooo^^ 
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[0 3 16] 

l§§li§§§§§ll§§§i§g§§§l§§l§Sll§§§li§§il§§3§i§§§K§§§§ 
||||jlj§llll§ll§ll||§§|^ 

!5i!!!I!!iIS55i!I!5I!5!IS!!III!!5Ei5E5iSSS5S5ISi5Si 
§§§§§§i§§§§§§§§§§§§ii§§i§§§§§§§§i§§§s§§§§§§i§i=§§§§ 

8S!SS!8!SS!S55!SS8SSSS!!!S!S!!S5!5!S8SSSS8!S5!5SSSS 
§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§^§§§§§§§§§§ 

§§§§§§§§§§§§§§§§§§§§§§§^ 

§§§§§§II§§l§§§§l§§§§l§lllgsl§l§§li§llsl§s§l§i|§|§§| 

§!!§§§§§§§§§§§!!§ iiiiiiiiiiiiigiiiiiiiiggiiiiiiiiii 

§sll§|§§§||g§§g§ggg§§|§il§^ 

§§§§§§§l§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§§2§§§§§§§§§§ 
§§§§§§i§§§§§i§§§§§ig§l§§§§ll§llllillliiilillll§g||l 
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I&jeO'kKffi5fea> (FEHRT) t JfrffcW'frlKfi*^ (HEA 

RT) <DcDNA£fl¥#fU )&M£ J&^P^T^iMtOab&^fcT- 
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BRACE2012528 


6. 


328 


0.000 


BRACE3004371 


25. 


063 


0.000 


BRCAN2003814 


0. 


000 


90. 076 


BRSTN2011961 


1. 


932 


0.000 


BRSTN2012069 


1. 


641 


0.394 


BRSTN2016992 


6. 


566 


0.000 


HEART2002531 


1 AA 

10U. 


AAA 
UUU 


A AAA 
(J. UUU 


NT0NG2008483 


5. 


330 


0.000 


PR0ST2002078 


16. 


213 


0.000 


T1ESE2000609 


15. 


163 


0.000 


[0 3 2 


3] 







K2 3] 

H&JBOWR&3fctf>7>f 77 »; - (FEKID) t»fIW7>f77'J- (KID 
NE) ©cDNA*##rU Jte^£j£#Oft^#&^fb^*&itfcT- 



Clone ID 


KIDNE 


FEKID 


BRACE3004371 


13. 


097 


0.000 


BRAMY2039630 


60. 


511 


0.000 


BRAMY3004364 


23. 


683 


0.000 


BRAWH2004078 


18. 


371. 


0.000 


BRHIP3002000 


10. 


458 


0.000 


BRSTN2011961 


0. 


000 


6.265 


BRSTN2012069 


0. 


429 


1.841 


BRTHA2027229 


0. 


000 


19.799 


KIDNE2004531 


80. 


699 


0.000 


KIDNE2010049 


11. 


987 


0.000 
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KIDNE2014496 


100. 


000 


0.000 


KIDNE2015987 


100. 


000 


0.000 


KIDNE2016464 


100. 


000 


0.000 


KIDNE2017153 


83. 


085 


0.000 


KIDNE2018268 


100. 


000 


0.000 


NT2RP7007387 


7. 


156 


0.000 


TESTI2005112 


67. 


827 


0.000 


TESTI4002799 


0. 


000 


9.553 


THYMU3001776 


22. 


094 


0.000 


THYMU3029795 


37. 


093 


0.000 


THYMU3032867 


44. 


871 


0.000 



[0 3 2 4] 
K2 4] 

J&}fc<?>B&&<0 (FELNG) t 7^7*7'J- (HLUNG) 



Clone ID HLUNG FELNG 



BRACE3036283 


27.376 


0.000 


BRAMY2031516 


27.091 


0.000 


BRSTN2011961 


2.124 


0.000 


BRSTN20 12069 


0.763 


2.238 


HLUNG20 12600 


100. 000 


0.000 


MESAN2009156 


38. 142 


0.000 


NT0NG2008483 


2.930 


0.000 


PR0ST2007444 


4.011 


0.000 


TESTI4003703 


16.229 


0.000 


TESTI4005653 


1.824 


0.000 
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TESTI40 13474 


3.790 


0.000 


TESTI4029297 


16.229 


0.000 


THYMU3001776 


11.622 


0.000 


THYMU3033626 


20.615 


0.000 


THYMU3034671 


8.747 


0.000 


THYMU3041428 


0.935 


0.000 


THYMU3044188 


0.000 


96.268 


TRACH3022198 


30.484 


0.000 



[0 3 2 5] 
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-To 

t ? V T-* ^Definition, Hit, ftMMW&Z, TOtt 
, 7 h -r- * ^Accession No. OJEi:://-CE3Jo TfEfc Lfco *BP514^<7>*£ 

/Co 

3NB692004045// Sodium/bile acid cotransporter (Na(+)/bile acid cotranspo 

rter) (Na(+)/taurocholate transport protein) (Sodium/taurocholate cotran 

sporting polypeptide).// 3.00E-50// 99aa// 35% 

ADIPS2000069// Ig alpha-1 chain C region.// 0// 325aa// 92% 

ADRGL2010315 

ADRGL2010594 

AHMSC1000138 

ASTR02008972// Tubul in— tyrosine ligase (EC 6.3.2.25) (TIL).// 6.00E-57/ 
/ 108aa// 91% 

ASTR02015162// CTL2 gene [Homo sapiens]// 1.00E-124// 222aa// 87% 
ASTR02016114// Zinc finger protein 85 (Zinc finger protein HPF4) (HTF1). 
// 1.00E-141// 227aa// 70% 

ASTR03000154// Jumonj i protein.// 7.00E-56// 105aa// 100% 
BEAST2000981// gl-related zinc finger protein [Mus musculus]// 4.00E-55/ 
/ 118aa// 45% 

BLADE2000256// suppression of tumor igenicity 5 [Homo sapiens]// 1.00E-13 

5// 255aa// 65% 

BLADE2001031 

BLADE2002310// SH3-domain binding protein 1 [Homo sapiens]// 0// 408aa// 
85% 

BLADE2002744 
BLADE2004849 
BLADE2006043 
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BLADE2007735 
BLADE2007744 

BLADE2007799// Hepatocellular carcinoma-associated antigen 66.// 0// 401 

aa// 97% 

BLADE2008809 

BRACE1000475// Delta3, 5-delta2, 4-dienoyl-CoA isomerase, mitochondrial pr 
ecursor (EC 5.3.3.-).// 2.00E-74// 144aa// 93% 

BRACE2002392// differential display and activated by p53; p53-regulated 
DDA3 [Mus musculus]// 6.00E-75// 143aa// 72% 

BRACE2003628// transmembrane protein induced by tumor necrosis factor al 

pha [Homo sapiens]// 1.00E-131// 220aa// 65% 

BRACE2005991 

BRACE2010336 

BRACE2012528// NDRG family, member 4; KIAA1180 protein [Homo sapiens]// 

0// 342aa// 92% 

BRACE2012625 

BRACE2012833 

BRACE2012838// Complex in 1 (Synaphin 2).// 1.00E-38// 86aa// 64% 
BRACE2012936 

BRACE2012947// Heat shock factor protein 1 (HSF 1) (Heat shock transcrip 
tion factor 1) (HSTF 1).// 3.00E-26// 57aa// 96% 

BRACE2013009// EH-domain containing protein 1 (Test il in) (hPASTl).// 1.0 

0E-111// 204aa// 88% 

BRACE2013126 

BRACE2013132// Adenosine deaminase (EC 3.5.4.4) (Adenosine aminohydrolas 
e).// 2.00E-11// 52aa// 23% 

BRACE2016896// Lysyl-tRNA synthetase (EC 6.1.1.6) (Lysine— tRNA 1 igase) 
(LysRS).// 0// 337aa// 87% 

BRACE2017359// Mus musculus suppressor of Ty 6 homolog (S. cerevisiae) ( 
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Supt6h)// 1.00E-82// 144aa// 100% 

BRACE2017397// Cartilage matrix protein precursor (Matri 1 in-l) . // 6.00E- 
36// 83aa// 40% 

BRACE2017580// Glycerol-3-phosphate transporter (G-3-P transporter) (G-3 

-P permease).// 2.00E-15// 50aa// 40% 

BRACE2017844 

BRACE20 17872// nuclear receptor-binding SET-domain protein 1 [Mus muscul 

us]// 1.00E-154// 268aa// 85% 

BRACE2017992 

BRACE20 19348// Zinc finger protein ZIC4 (Zinc finger protein of the cere 

bellum 4).// 4.00E-45// 82aa// 78% 

BRACE2023633 

BRACE2023744// Trans 1 at ional ly controlled tumor protein (TCTP) (p23) (Hi 

stamine- releasing factor) (HRF) . // 7.00E-62// 118aa// 88% 

BRACE2025452 

BRACE2026404 

BRACE2027312 

BRACE2027382// Opa- interacting protein 0IP2 [Homo sapiens].// 1.00E-61// 

lOlaa// 93% 
BRACE2028956 
BRACE2030039 
BRACE2032584 
BRACE2033128 
BRACE2034434 

BRACE2035120// phosphatidyl inositol (4,5) bisphosphate 5-phosphatase, A 

[Homo sapiens].// 0// 582aa// 94% 

BRACE2035191 

BRACE2039362 

BRACE2039607 

tBfE# 2004-305966 1 
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BRACE2042541 
BRACE2046976 
BRACE2047232 
BRACE2047975 

BRACE3001403// Dipeptidyl peptidase IV like protein (Dipeptidyl aminopep 
tidase- related protein) (Dipept idylpept idase VI) (DPPX) . // 1 . 00E-57// 1 
07aa// 97% 

BRACE3001973// Cadher in-related tumor suppressor homo log precursor (Fat 
protein homolog).// 1.00E-157// 344aa// 36% 

BRACE3002264// Voltage-dependent L-type calcium channel alpha- ID subunit 
(Calcium channel, L type, alpha-1 polypeptide, isoform 2) (RAT brain cl 
ass D) (RBD) . // 5. 00E-55// 193aa// 26% 

BRACE3002344// Vegetatible incompatibility protein HET-E-1. // 7.00E-19// 

127aa// 24% 
BRACE3002541 

BRACE3002756// protein tyrosine phosphatase, receptor type, f polypeptid 

e (PTPRF), interacting protein (liprin), alpha 2 [Homo sapiens]// 0// 42 

7aa// 68% 

BRACE3003866 

BRACE3004046 

BRACE3004371 

BRACE3004767// Spectrin beta chain, brain (Spectrin, non-erythroid beta 

chain) (Fodrin beta chain).// 4.00E-43// 86aa// 52% 

BRACE3004887 

BRACE3004981 

BRACE3005870 

BRACE3005903 

BRACE3006553 

BRACE3007649 
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BRACE3007869 
BRACE3009075 
BRACE3009265 

BRACE3009392// Neutral amino acid transporter A (SATT) (Alanine/serine/c 

ysteine/ threonine transporter) (ASCTl).// 1.00E-143// 258aa// 88% 

BRACE3009416// testis specific ankyrin-like protein 1 [Homo sapiens]// 1 

.OOE-119// 209aa// 92% 

BRACE3009539 

BRACE3010702 

BRACE3011447 

BRACE3011774 

BRACE3013418// ankyrin 1, isoform 2; ankyrin-1, erythrocytic; ankyrin-R 

[Homo sapiens]// 0// 969aa// 95% 

BRACE3013874 

BRACE3013986 

BRACE3014523 

BRACE3014714// 116 kDa U5 small nuclear ribonucleoprotein component (U5 
snRNP- specific protein, 116 kDa) (U5-116 kDa).// 1.00E-120// 209aa// 99 
% 

BRACE30 15090 
BRACE3015898 

BRACE3016020// SBBI31 protein [Homo sapiens]// 7.00E-20// 47aa// 49% 

BRACE3016167 

BRACE30 16580 

BRACE3016788 

BRACE3016810 

BRACE3016862 

BRACE3017253// LA0/A0 transport system kinase (EC 2.7.-.-).// 2.00E-65// 
130aa// 45% 
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BRACE3018083// junctophilin 3; junctophilin type3 [Homo sapiens]// 0// 3 
31aa// 91% 

BRACE3019570// SNAP-25- interact ing protein [Rattus norvegicus]// 0// 785 

aa// 81% 

BRACE3019611 

BRACE3019817 

BRACE3019941// Recessive polycystic kidney disease protein Tg737 homolog 

.// 0// 685aa// 99% 

BRACE3020356 

BRACE3020669// Eukaryotic translation initiation factor 3 subunit 9 (elF 
-3 eta) (eIF3 pll6) (eIF3 pllO).// 5.00E-66// 118aa// 92% 
BRACE3021430 
BRACE3021517 

BRACE3021805// sulfhydryl oxidase [Mus musculus]// 3.00E-51// 102aa// 47 

% 

BRACE3022051 

BRACE3022303// Pax transcription activation domain interacting protein [ 

Mus musculus]// 1.00E-144// 246aa// 84% 

BRACE3022312 

BRACE3022340// SNAP-25- interact ing protein [Rattus norvegicus]// 0// 745 

aa// 80% 

BRACE3022847 

BRACE3023604 

BRACE3024379 

BRACE3024444 

BRACE3024497 

BRACE3024537 

BRACE3024879 

BRACE3025627 
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BRACE3025719// ring finger protein 22, isoform alpha; brain expressed ri 
ng finger; tripartite motif protein TRIM3 [Homo sapiens]// 0// 430aa// 9 
5% 

BRACE3026161 

BRACE3026290// Homo sapiens lethal giant larvae homo log 2 [Homo sapiens] 
// 0// 914aa// 95% 

BRACE3026345// Insulin-like growth factor II precursor (IGF-II) (Somatom 

edin A).// 6.00E-87// 153aa// 85% 

BRACE3026456 

BRACE3026802// Homo sapiens tweety homolog 1 (Drosophila) (TTYH1), mRNA. 
// 2.00E-97// 190aa// 66% 

BRACE3026844// Zinc finger protein 84 (Zinc finger protein HPF2) . // 0// 

315aa// 48% 

BRACE3026947 

BRACE3027256 

BRACE3027931 

BRACE3028360 

BRACE3028895 

BRACE3028998// D-beta-hydroxybutyrate dehydrogenase precursor (EC 1.1.1. 

30) (BDH) (3-hydroxybutyrate dehydrogenase).// 8.00E-30// 62aa// 100% 

BRACE3029005 

BRACE3029021 

BRACE3029205 

BRACE3029447 

BRACE3030538// putative tumor suppressor [Homo sapiens]// 1.00E-35// 77a 

a// 45% 

BRACE3031161 

BRACE3031184 

BRACE3031185 
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BRACE3031315// activated p21cdc42Hs kinase [Homo sapiens]// 0// 328aa// 
73% 

BRACE3031372 
BRACE3031579 
BRACE3031728 

BRACE3031743// Homo sapiens bruno-like 4, RNA binding protein (Drosophil 

a)(BRUN0L4), mRNA.// 2.00E-42// 91aa// 72% 

BRACE3031843 

BRACE3032385// Voltage-dependent L-type calcium channel alpha- ID subunit 
(Calcium channel, L type, alpha-1 polypeptide, isoform 2) (RAT brain cl 
ass D) (RBD) . // 2.00E-31// 124aa// 26% 
BRACE3032537 
BRACE3032538 

BRACE3032631// F-box protein FBX13 [Mus musculus].// 0// 276aa// 94% 

BRACE3032980 

BRACE3033525 

BRACE3034183// Zinc finger protein 84 (Zinc finger protein HPF2) . // 1.00 

E-141// 216aa// 55% 

BRACE3034389 

BRACE3034964// Brain development -related molecule 1.// 1.00E-151// 259aa 
// 87% 

BRACE3034993 
BRACE3035168 
BRACE3036156 
BRACE3036271 

BRACE3036283// Cyclin G-associated kinase (EC 2.7.1.-).// 1.00E-69// 138 

aa// 71% 

BRACE3037612 

BRACE3037637 
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BRACE3037803 
BRACE3038012 
BRACE3038030 
BRACE3038570 
BRACE3038760 
BRACE3039288 

BRACE3039358// integral membrane glycoprotein [Mus musculus]// 0// 581aa 
// 78% 

BRACE3039378// Metabotropic glutamate receptor 4 precursor.// 0// 569aa/ 
/ 96% 

BRACE3039454 
BRACE3040012 

BRACE3040239// Deltex3 [Mus musculus]// 1.00E-158// 276aa// 79% 
BRACE3040504 

BRACE3040644// low density lipoprotein receptor-related protein 3 [Homo 

sapiens]// 0// 549aa// 89% 

BRACE3040863 

BRACE3041059// Ubiquitin carboxyl-terminal hydrolase 4 (EC 3.1.2.15) (Ub 
iquitin thiolesterase 4) (Ubiquit in-specific processing protease 4) (Deu 
biquitinating enzyme 4) (Ubiquitous nuclear protein homolog).// 6.00E-39 
// 82aa// 39% 

BRACE3041162// zinc finger protein 14 (K0X 6); GIOT-4 for gonadotropin i 
nducible transcription repressor-4 [Homo sapiens]// 1.00E-67// HOaa// 6 
0% 

BRACE3041827 

BRACE3042046// Proto-oncogene DBL precursor [Contains: MCF2] . // 9.00E-19 

// 190aa// 26% 

BRACE3042210 

BRACE3042326// Protein dpy-19.// 2.00E-59// 166aa// 28% 
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BRACE3042409// Putative fatty-acid--CoA ligase fadD26 (EC 6.2.1.-) (Acyl 
-CoA synthetase).// 5.00E-21// 135aa// 25% 

BRACE3042432// Vasoactive intestinal polypeptide receptor 1 precursor (V 
IP-R-1) (Pituitary adenylate cyclase activating polypeptide type II rece 
ptor) (PACAP type II receptor) (PACAP-R-2) . // 8.00E-67// 123aa// 98% 
BRACE3042594 

BRACE3043597// 60S ribosomal protein L26.// 3.00E-68// 128aa// 88% 
BRACE3044090 

BRACE3044172// FKBP-rapamycin associated protein (FRAP) (Rapamycin targe 

t protein).// 0// 709aa// 94% 

BRACE3044247 

BRACE3044377 

BRACE3044495// GR0S1-L protein [Homo sapiens]// 3.00E-55// 150aa// 44% 

BRACE3045078 

BRACE3045145 

BRACE3045424 

BRACE3045708 

BRACE3045981 

BRACE3046049 

BRACE3046152// putative homeodoma in transcription factor; putative homeo 
domain transcription factor 1 [Homo sapiens]// 0// 375aa// 93% 
BRACE3046294 

BRACE3046466// Crumbs protein homolog 1 precursor.// 1.00E-126// 284aa// 
29% 

BRACE3046491// Channel associated protein of synapse-110 (Chapsyn-110) ( 
Synaptic density protein PSD-93) (Discs, large homolog 2).// 0// 686aa// 
89% 

BRACE3046609// putative BTK-binding protein [Homo sapiens].// 1.00E-30// 
195aa// 100% 
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BRACE3046837 
BRACE3046855 
BRACE3046966 
BRACE3047018 

BRACE3047482// tripartite motif-containing 9 [Homo sapiens]// 0// 448aa/ 
/ 60% 

BRACE3047801 
BRACE3048483 
BRACE3048565 
BRACE3048615 
BRACE3048677 
BRACE3048756 
BRACE3048904 
BRACE3048905 
BRACE3049186 

BRACE3049714// NYD-TSPG protein [Homo sapiens]// 4.00E-47// 119aa// 32% 

BRACE3050270 

BRACE3050504 

BRACE3051144 

BRACE3051621// Polycystin precursor (Autosomal dominant polycystic kidne 

y disease protein 1).// 0// 387aa// 83% 

BRACE3051627 

BRACE3051722 

BRACE3051819// Myosin heavy chain, cardiac muscle alpha isoform (MyHC-al 

pha).// 0// 513aa// 55% 

BRACE3051879 

BRACE3052321// spectrin SH3 domain binding protein 1; eps8 binding prote 
in; interactor protein AblBP4; Abl-interactor protein 1 long [Homo sapie 
ns]// 0// 388aa// 73% 
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BRACE3052410// IDN3 protein [Homo sapiens]// 0// 532aa// 94% 
BRACE3052486 

BRACE3052595// Nim2 [Rattus norvegicus]// 1.00E-80// 145aa// 62% 

BRALZ2003119 

BRALZ2007661 

BRALZ2008930 

BRALZ2010842// Mitochondrial earn itine/acy learn it ine carrier protein (Ca 
rnitine/acyl carnitine translocase) (CAC).// 4.00E-22// 73aa// 31% 
BRALZ2011337 

BRALZ2013621// Heterogeneous nuclear ribonucleoprotein K (hnRNP K) (DC-s 
tretch binding protein) (CSBP) (Transformation upregulated nuclear prote 
in) (TUNP).// 5.00E-37// 87aa// 65% 
BRALZ2013690 

BRALZ2014054// cenexin 2 [Rattus norvegicus].// 4.00E-50// 96aa// 87% 

BRAMY2015516 

BRAMY2021098 

BRAMY2022320 

BRAMY2023939 

BRAMY2025495 

BRAMY2031516 

BRAMY2033895 

BRAMY2035801 

BRAMY2036254 

BRAMY2036266 

BRAMY2037609 

BRAMY2039630 

BRAMY2040915// LISCH protein [Homo sapiens]// 1.00E-121// 234aa// 68% 
BRAMY2041347 

BRAMY2041384// Annexin VI (Lipocortin VI) (P68) (P70) (Protein III) (Chr 
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omobindin 20) (67 kDa calelectrin) (Calphobindin-II) (CPB-II) .// 0// 471 

aa// 96% 

BRAMY2041507 

BRAMY2044686 

BRAMY2046489 

BRAMY2046537// lipoma HMGIC fusion partner [Homo sapiens]// 5.00E-14// 5 
3aa// 28% 

BRAMY3000692// Zinc finger protein 91 (Zinc finger protein HTF10) (HPF7) 

.// 3.00E-30// 56aa// 72% 

BRAMY3001409 

BRAMY3002329 

BRAMY3002508 

BRAMY3002886// ancient conserved domain protein 4 [Homo sapiens]// 1.00E 
-125// 252aa// 49% 

BRAMY3004126// Putative G protein-coupled receptor GPR17 (R12).// 0// 32 

2aa// 94% 

BRAMY3004364 

BRAMY3005184// ankyrin 3, epithelial [Mus musculus]// 0// 769aa// 82% 

BRAMY3005656 

BRAMY3005912 

BRAMY3007078// Peregrin (Bromodomain and PHD finger-containing protein 1 

) (BR140 protein).// 5.00E-29// 62aa// 45% 

BRAMY3007449 

BRAMY3007471// gene trap locus F3b; transcript expressed during hematopo 

iesis 2 [Mus musculus]// 3.00E-56// 104aa// 92% 

BRAMY3008436 

BRAMY3009158 

BRAMY3009491// Phosphat idyl inositol 4-kinase alpha (EC 2.7.1.67) (PI4-ki 
nase) (PtdIns-4-kinase) (PI4K-alpha) . // 1. 00E-129// 222aa// 97% 



ttStiE#2 004-3059661 



Wffi 2003-102207 



^- v : 470/ 



BRAMY3009556// TGFBl-induced ant i-apoptot ic factor 1 (12 kDa TGF-betal-i 

nduced antiapoptotic factor).// 4.00E-56// 104aa// 90% 

BRAMY3009904 

BRAMY3010321// MRIP-1 protein [Homo sapiens]// 2.00E-18// 56aa// 31% 

BRAMY3010603 

BRAMY3010654 

BRAMY3010902 

BRAMY3011501// Heterogenous nuclear ribonucleoprotein U (hnRNP U) (Scaff 
old attachment factor A) (SAF-A).// 0// 469aa// 79% 

BRAMY3011581// DNA topoisomerase III alpha (EC 5.99.1.2).// 0// 410aa// 
90% 

BRAMY3011865 

BRAMY3014027// Zinc finger protein 44 (Zinc finger protein K0X7) (Gonado 
tropin inducible transcription repressor-2) (GIOT-2).// 0// 339aa// 56% 
BRAMY3014555 

BRAMY3014613// SH3-domain binding protein 1 [Homo sapiens]// 0// 420aa// 
86% 

BRAMY30 15086// E4L1_HUMAN Band 4. 1-1 ike protein 1.// 0// 477aa// 94% 
BRAMY3015547// Rho guanine nucleotide exchange factor 10 [Homo sapiens]/ 
/ 0// 461aa// 44% 

BRAMY3015549// Homo sapiens cell adhesion molecule with homology to L1CA 

M (close homo log of LI) (CHL1)// 0// 1076aa// 95% 

BRAMY3016829 

BRAMY3017827 

BRAMY30 17920// Active breakpoint cluster region- related protein.// 1.00E 

-161// 279aa// 98% 

BRAMY3017965 

BRAMY3018121 

BRAMY3018248// ATP-binding cassette, sub-family B, member 8, mitochondri 
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al precursor (Mitochondrial ATP-binding cassette 1) (M-ABCl).// 3.00E-27 

// 57aa// 100% 

BRAMY3018340 

BRAMY30 18754// junction-mediating and regulatory protein; p300 transcrip 
tional cofactor J MY [Mus musculus]// 7.00E-72// 160aa// 35% 
BRAMY4000915// Ankyrin 1 (Erythrocyte ankyrin).// 2.00E-68// 190aa// 27% 
BRAMY4000962// putative RNA binding protein [Homo sapiens]// 2.00E-16// 
65aa// 29% 
BRAMY4001234 

BRAMY4001652// Ankyrin 1 (Erythrocyte ankyrin).// 2.00E-58// 197aa// 29% 

BRAMY4001863// Mus musculus enabled homolog (Drosophila) (Enah), mRNA// 

1.00E-84// 161aa// 81% 

BRAMY4001913 

BRAMY4002575 

BRAMY4002628 

BRAWH2000256// prestin [Rattus norvegicus]// 1.00E-121// 223aa// 93% 

BRAWH2002333// Ca lcium/c a lmodul in-dependent 3 ',5' -eye lie nucleotide phos 

phodiesterase IB (EC 3.1.4.17) (Cam-PDE IB) (63 kDa Cam-PDE).// 1.00E-17 

5// 302aa// 90% 

BRAWH2004078 

BRAWH2010364 

BRAWH2010619 

BRAWH2011796// S-100 protein, alpha chain.// 6.00E-30// 65aa// 69% 
BRAWH2011812// VPS10 domain receptor protein S0RCS [Mus musculus]// 0// 
966aa// 95% 
BRAWH20 11958 
BRAWH2012054 

BRAWH2012866// Synaptotagmin I (Sytl) (p65).// 0// 335aa// 79% 
BRAWH20 13955 
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BRAWH2014053// AFG3-like protein 2 (EC 3.4.24.-) (Paraplegin-1 ike protei 
n).// 4.00E-18// 42aa// 89% 

BRAWH2016209// autocrine motility factor receptor [Mus musculus]// 2.00E 

-28// 89aa// 28% 

BRAWH2016223 

BRAWH2016305 

BRAWH2016514 

BRAWH2016562 

BRAWH2016785 

BRAWH3000446// Kruppel-like zinc finger protein GLIS2 [Homo sapiens]// 0 

// 300aa// 84% 

BRAWH3000884 

BRAWH3001053 

BRAWH3001638// SUMO-l-specif ic protease 1 (EC 3.4.22.-) (Sentrin-specif i 

c protease SENP6) (Protease FKSG6) . // 0// 1009aa// 90% 

BRAWH3001783// protocadherin 15 [Homo sapiens]// 0// 688aa// 92% 

BRAWH3001833 

BRAWH3003244 

BRAWH3003573// 45 kDa calcium-binding protein precursor (Stromal cell-de 

rived factor 4) (SDF-4).// 9.00E-69// 121aa// 93% 

BRAWH3003975 

BRAWH3004335// heparan sulfate D-glucosaminyl 3-0-sulfotransf erase 1 pre 
cursor; heparin-glucosamine 3-0-sulfotransf erase [Homo sapiens]// 5.00E- 
72// 118aa// 49% 

BRAWH3004350// Spindlin (Ovarian cancer-related protein).// 3.00E-96// 1 

70aa// 77% 

BRAWH3005037 

BRAWH3005886// Zinc-finger protein cer-d4.// 1.00E-160// 273aa// 78% 
BRAWH3005892 
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BRAWH3005896 

BRAWH3008167// CUB and Sushi multiple domains 1 [Homo sapiens]// 0// 727 

aa// 96% 

BRAWH3008559 

BRAWH3008867 

BRAWH3009961// Nim2 [Rattus norvegicus]// 2.00E-95// 174aa// 69% 
BRAWH3010461// secretory carrier membrane protein 5 [Mus musculus]// 1.0 
OE-107// 186aa// 79% 

BRAWH30 10602// Gamma-soluble NSF attachment protein (SNAP-gamma) (N-ethy 
lmaleimide- sensitive factor attachment protein, gamma).// 1.00E-113// 2 
03aa// 90% 
BRAWH3010657 

BRAWH3010726// phosphatidyl inositol transfer protein, membrane-associate 
d; Drosophila retinal degeneration B [Homo sapiens]// 0// 509aa// 96% 
BRAWH3010833 
BRAWH3011101 

BRAWH3011331// heparan sulfate 6-0-sulfotransf erase 3 [Mus musculus]// 1 
.00E-130// 219aa// 87% 
BRAWH30 11402 

BRAWH3011577// Zinc finger protein 175 (Zinc finger protein 0TK18).// 1. 
00E-30// 65aa// 51% 

BRAWH3011623// Heterogeneous nuclear ribonucleoproteins C1/C2 (hnRNP CI 

/ hnRNP C2).// 2.00E-97// 192aa// 74% 

BRAWH3011685 

BRAWH3011907 

BRAWH3011929 

BRAWH3012005 

BPvAWH3012662// Mus musculus tweety homolog 1 (Drosophila) (Ttyhl), mRNA. 
// 3. 00E-15// 42aa// 37% 
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BRAWH3012779 

BRAWH3013009// zinc finger protein 35 [Mus musculus]// 1.00E-136// 280aa 

// 49% 

BRAWH3013049 

BRAWH3013264// SWI/SNF related, matrix associated, act in dependent regul 
ator of chromatin, subfamily a, member 3 [Mus musculus]// 3.00E-20// 75a 
a// 27% 
BRAWH3013508 

BRAWH3014609// Insulin-like growth factor binding protein complex acid 1 

abile chain precursor (ALS).// 1.00E-25// 79aa// 30% 

BRAWH3014639 

BRAWH3015017// axonemal dyne in light chain p33.// 3.00E-22// 34aa// 84% 

BRAWH3015175// Myosin heavy chain, muscle.// 6.00E-08// 68aa// 21% 

BRAWH3015610 

BRAWH3015825 

BRAWH3016123 

BRAWH3016715 

BRAWH3017180// Diacylglycerol kinase, zeta (EC 2. 7. 1. 107) (Diglyceride k 

inase) (DGK- zeta) (DAG kinase zeta).// 0// 837aa// 90% 

BRAWH30 17259// protein tyrosine phosphatase, receptor type, f polypeptid 

e (PTPRF), interacting protein (liprin), alpha 2 [Homo sapiens]// 0// 10 

68aa// 86% 

BRAWH30 17260 

BRAWH30 17477// AE-binding protein 2 [Mus musculus]// 1.00E-162// 273aa// 
92% 

BRAWH3017980 

BRAWH3018063// tulip 1 [Rattus norvegicus]// 0// 444aa// 86% 
BRAWH3018369 

BRAWH3018548// Vinculin (Metavincul in) .// 0// 877aa// 90% 



aifE# 2004-3059661 



mm 2003-102207 



^-v I 475/ 



BRAWH3018969 

BRAWH30 19026// Echinoderm microtubule-associated protein-like 1 (EMAP-1) 

(HuEMAP-1).// 0// 612aa// 95% 
BRAWH3019529 
BRAWH3019594 
BRAWH3019820 
BRAWH3020200 
BRAWH3020318 
BRAWH3020884 

BRAWH3020928// mitogen-act ivated protein kinase phosphatase x [Homo sapi 
ens]// 2.00E-35// 66aa// 100% 

BRAWH3021012// API gamma subunit binding protein 1; gamma- syne rg in [Homo 

sapiens]// 1.00E-172// 302aa// 92% 
BRAWH3021574 

BRAWH3021580// Restin (Cytoplasmic linker protein-170 alpha-2) (CLIP-170 

) (Reed- Sternberg intermediate filament associated protein).// 0// 340a 

a// 72% 

BRAWH3021641 

BRAWH3021643 

BRAWH3021724// kyphoscoliosis [Mus musculus]// 1.00E-136// 248aa// 68% 

BRAWH3022347 

BRAWH3022431 

BRAWH3022459 

BRAWH3022542 

BRAWH3022651// ubiquit in-protein ligase e3 componen n-recognin [Mus muse 

ulus]// 1.00E-24// 82aa// 30% 

BRAWH3022719 

BRAWH3022900 

BRAWH3023156// Gamma-aminobutyric-acid receptor beta-1 subunit precursor 
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(GABA(A) receptor).// 4.00E-62// 115aa// 100% 
BRAWH3023168 

BRAWH3023172// Mothers against decapentaplegic homolog interacting prote 
in (Madh- interact ing protein) (Smad anchor for receptor activation) (Rec 
eptor activation anchor) (hSARA) (Novel serine protease) (NSP).// 1.00E- 
109// 198aa// 56% 
BRAWH3023274 

BRAWH3023415// alpha 1, 2-mannosidase [Homo sapiens]// 5.00E-57// 105aa// 
100% 

BRAWH3023421// Prote in-arginine deiminase type II (EC 3.5.3.15) (Peptidy 
larginine deiminase II) (PAD-H19) . // 1.00E-106// 180aa// 99% 
BRAWH3024186// LAR protein precursor (Leukocyte antigen related) (EC 3.1 
.3.48).// 0// 862aa// 90% 

BRAWH3024231// Tetratricopept ide repeat protein 4.// 1.00E-151// 261aa// 
94% 

BRAWH3024242 

BRAWH3024506// Probable leucyl-tRNA synthetase (EC 6.1.1.4) (Leucine--tR 

NA ligase) (LeuRS).// 2.00E-61// 128aa// 38% 

BRAWH3024989 

BRAWH3025157 

BRAWH3026349// Sorting nexin 7.// 2.00E-94// 160aa// 49% 
BRAWH3026938// semaF cytoplasmic domain associated protein 3; semaphorin 
cytoplasmic domain-associated protein 3A [Mus musculus]// 0// 354aa// 4 
5% 

BRAWH3027420 

BRAWH3027440// Probable kinesin light chain 3 (KLC 3).// 1.00E-159// 283 
aa// 85% 

BRAWH3027533// rap2 interacting protein x [Homo sapiens].// 1.00E-117// 
390aa// 64% 
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BRAWH3027574// vascular Rab-GAP/TBC-containing [Homo sapiens]// 0// 427a 

a// 45% 

BRAWH3027607 

BRAWH3027616 

BRAWH3027675 

BRAWH3027806// Echinoderm microtubule-associated protein-like 2 (EMAP-2) 

(HuEMAP-2) . // 2.00E-92// 211aa// 34% 
BRAWH3027880 
BRAWH3028202 
BRAWH3028223 
BRAWH3028461 
BRAWH3028754 

BRAWH3028796// makorin, ring finger protein, 1 [Homo sapiens]// 0// 362a 

a// 86% 

BRAWH3029313 

BRAWH3029385// Dynamin 2 (EC 3.6.1.50).// 1.00E-131// 237aa// 88% 
BRAWH3029538// myel in-associated oligodendrocyte basic protein [Homo sap 
iens]// 5.00E-39// 184aa// 99% 

BRAWH3029806// Adenylate cyclase, type II (EC 4.6.1.1) (ATP pyrophosphat 

e-lyase) (Adenylyl cyclase).// 0// 758aa// 90% 

BRAWH3030772 

BRAWH3030810 

BRAWH3030910// Sec23- interacting protein pl25 [Homo sapiens]// 5.00E-92/ 

/ 180aa// 51% 

BRAWH3031054 

BRAWH3031342// Zinc finger protein 91 (Zinc finger protein HTF10) (HPF7) 
.// 0// 301aa// 59% 

BRAWH3031710// serologically defined colon cancer antigen 33 [Homo sapie 
ns]// 0// 653aa// 96% 
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BRAWH3032298// Homo sapiens tenascin R (restrictin, janusin) (TNR) , mRNA 
// 0// 472aa// 36% 

BRAWH3032340// Rho-specific guanine nucleotide exchange factor pll4 [Horn 
o sapiens]// 0// 824aa// 81% 

BRAWH3032571// Chromodomain hel icase-DNA-binding protein 4 (CHD-4) (Mi-2 

autoantigen 218 kDa protein) (Mi2-beta) . // 0// 714aa// 69% 
BRAWH3033117 

BRAWH3033293// synaptopodin [Homo sapiens]// 0// 580aa// 85% 
BRAWH3033448 

BRAWH3033513// 3-ketoacyl-CoA thiolase, peroxisomal precursor (EC 2.3.1. 

16) (Beta- ketothiolase) (Acetyl-CoA acyl transferase) (Peroxisomal 3-oxo 

acyl- CoA thiolase).// 1.00E-60// 114aa// 87% 

BRAWH3034097 

BRAWH3034114 

BRAWH3034134 

BRAWH3034668// Ubiquitin carboxyl -terminal hydrolase 4 (EC 3.1.2.15) (Ub 
iquitin thiolesterase 4) (Ubiqui tin-specific processing protease 4) (Deu 
biquitinating enzyme 4) (Ubiquitous nuclear protein homolog).// 0// 624a 
a// 90% 
BRAWH3034743 

BRAWH3034775// ElB-55kDa-associated protein 5 [Homo sapiens]// 1.00E-164 
// 283aa// 93% 

BRAWH3034890// CAGH32 [Homo sapiens].// 9.00E-29// 131aa// 94% 

BRAWH3035403 

BRAWH3035904 

BRAWH3035914 

BRAWH3035936// Zinc finger protein 208.// 0// 354aa// 51% 
BRAWH3036077 

BRAWH3036247// Zinc finger protein 228.// 2.00E-54// 96aa// 39% 
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BRAWH3036270// Hb2E [Homo sapiens].// 1.00E-109// 233aa// 97% 

BRAWH3036334// Zinc finger protein 91 (Zinc finger protein HTF10) (HPF7) 

.// 0// 436aa// 60% 

BRAWH3036561 

BRAWH3037265 

BRAWH3037394 

BRAWH3037428// RAB37, member of RAS oncogene family; GTPase Rab37 [Mus m 

usculus]// 1.00E-76// 140aa// 88% 

BRAWH3037533 

BRAWH3037979// Ubiquitin carboxyl -terminal hydrolase 24 (EC 3.1.2.15) (U 
biquitin thiolesterase 24) (Ubi qui tin-specific processing protease 24) ( 
Deubiquitinating enzyme 24) (Fragment).// 0// 415aa// 97% 
BRAWH3038055// synaptic nuclei expressed gene 2 [Homo sapiens]// 0// 551 
aa// 47% 
BRAWH3038230 

BRAWH3038252// Formin 1 isoform IV (Limb deformity protein).// 0// 411aa 
// 89% 

BRAWH3038324// Reticulon protein 3 (Neuroendocrine- specific protein-like 

2) (NSP-1 ike protein II) (NSPLII) . // 1. 00E-101// 189aa// 99% 
BRAWH3038827// leucine-zipper-1 ike transcriptional regulator, 1; Leucine 
-zipper-like regulator-1 [Homo sapiens]// 0// 530aa// 96% 
BRAWH3039258 
BRAWH3039623 
BRAWH3040297 

BRAWH3040695// Inner nuclear membrane protein Manl.// 1.00E-33// 66aa// 
47% 

BRAWH3040711 

BRAWH3040900// Homo sapiens cadherin, EGF LAG seven-pass G-type receptor 
2 (flamingo homo log, Drosophila) (CELSR2) mRNA// 1.00E-49// 97aa// 82% 
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BRAWH3041492// erythrocyte membrane protein band 4.1 (el 1 iptocytosis 1, 
RH-1 inked); Erythrocyte surface protein band 4.1 [Homo sapiens]// 1.00E- 
66// 129aa// 64% 

BRAWH3041556// C-l-tetrahydrofolate synthase, cytoplasmic (Cl-THF syntha 

se) [Includes: Methylenetetrahydrofolate dehydrogenase (EC 1.5.1.5); Met 

henyltetrahydrofolate cyclohydrolase (EC 3.5.4.9); Formyltetrahydrofolat 

e synthetase (EC 6.3.4.3)].// 0// 536aa// 58% 

BRAWH3041928 

BRAWH3042132 

BRAWH3042438// Diacylglycerol kinase, alpha (EC 2.7.1.107) (Diglyceride 
kinase) (DGK- alpha) (DAG kinase alpha) (80 kDa diacylglycerol kinase)./ 
/ 5.00E-56// 103aa// 100% 

BRAWH3042447// p53 inducible protein [Homo sapiens].// 0// 694aa// 86% 
BRAWH3042568// ventral anterior homeobox containing gene 1 [Mus musculus 
]// 5.00E-76// 137aa// 95% 

BRAWH3042772// Zinc transporter 3 (ZnT-3).// 3.00E-71// 135aa// 87% 

BRAWH3042787 

BRAWH3042820 

BRAWH3042996 

BRAWH3043034// Mus musculus neuregulin 1 (Nrgl)// 0// 924aa// 92% 
BRAWH3043295// Inorganic pyrophosphatase (EC 3.6.1.1) (Pyrophosphate pho 
spho- hydrolase) (PPase).// 7.00E-53// 95aa// 98% 
BRAWH3043498 

BRAWH3043623// Cadher in-related tumor suppressor homolog precursor (Fat 

protein homolog).// 8.00E-24// 74aa// 36% 

BRAWH3043944 

BRAWH3044122// Muncl3-1 [Rattus norvegicus]// 0// 888aa// 98% 
BRAWH3044151// ADAM-TS 9 precursor (EC 3.4.24.-) (A disintegrin and meta 
lloproteinase with thrombospondin motifs 9) (ADAMTS-9) (ADAM-TS9) . // 7.0 
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OE-45// 118aa// 31% 

BRAWH3044487 

BRAWH3044585 

BRAWH3044676 

BRAWH3044985 

BRAWH3045118 

BRAWH3045229 

BRAWH3045625 

BRAWH3046196 

BRAWH3046209 

BRAWH3046424// Histone deacetylase 6 (HD6) . // 0// 530aa// 93% 

BRAWH3046802 

BRAWH3046959 

BRAWH3047063 

BRAWH3047539 

BRAWH3047565// TOLLIP protein [Homo sapiens]// 1.00E-101// 177aa// 86% 
BRAWH3047644// Rho guanine nucleotide exchange factor 4, isoform b; APC- 
stimulated guanine nucleotide exchange factor [Homo sapiens]// 3. OOE-84/ 
/ 142aa// 100% 

BRAWH3047692// Lon protease homolog 1, mitochondrial precursor (EC 3.4.2 

1.-).// 1.00E-164// 297aa// 51% 

BRAWH3047946 

BRAWH3048374// CUB and Sushi multiple domains 1 [Homo sapiens]// 0// 715 

aa// 96% 

BRAWH3048548 

BRAWH3048724 

BRAWH3049068 

BRAWH3049544// Polypeptide N-acetylgalactosaminyl transferase (EC 2.4.1.4 
1) (Protein- UDP acetylgalactosaminyltransferase) (UDP-GalNAc:polypeptid 
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e, N- acetylgalactosaminyltransferase) (GalNAc-Tl) .// 1.00E-119// 230aa/ 
/ 43% 

BRAWH3049726 
BRAWH3049858 

BRCAN2000923// Putative ADP-r ibosylat ion factor 2.// 2.00E-29// 180aa// 
32% 

BRCAN2002662 

BRCAN2002892// Ras-related protein Rab-7.// 7.00E-47// 96aa// 50% 
BRCAN2003269// Multidrug resistance protein 3 (P-glycoprotein 3).// 4.00 
E-93// 171aa// 55% 

BRCAN2003814// Variant-surface-glycoprotein phosphol ipase C (EC 3.1.4.47 
) (VSG lipase) (Glycosylphosphat idyl inositol-specif ic phosphol ipase C) ( 
GPI-PLC).// 3.00E-18// 78aa// 26% 

BRCAN2006051// AFG3-like protein 2 (EC 3.4.24.-) (Paraplegin-1 ike protei 

n) . // 3. 00E-50// 97aa// 66% 

BRCAN2006955 

BRCAN2007525 

BRCAN2008701 

BRCAN2009168 

BRCAN2010547 

BRCAN2010581 

BRCAN2010665// Channel associated protein of synapse-110 (Chapsyn-110) ( 
Discs, large homolog 2).// 0// 422aa// 96% 

BRCAN2015402// Cytochrome P450 2G1 (EC 1.14.14.1) (CYPIIG1) (P450-NMB) ( 

01 f active).// 3.00E-73// 129aa// 88% 

BRCAN2015757 

BRCAN2018269 

BRCAN2018667 

BRCAN2019653 
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BRCAN2019907// vascular Rab-GAP/TBC-containing [Homo sapiens]// 8.00E-18 

// 44aa// 57% 

BRCAN2019953 

BRCAN2020234// Quiescence-specific protein precursor (P20K) (CH21 protei 
n).// 2.00E-06// 70aa// 27% 

BRCAN2020331// G-rich sequence factor-1 (GRSF-l).// 0// 360aa// 80% 
BRCAN2020412// phosphat idyl inositol glycan, class S [Homo sapiens]// 6.0 
OE-89// 195aa// 99% 

BRCAN2020467// Nuclear movement protein NUDC.// 5.00E-12// 130aa// 32% 

BRCAN2020880 

BRCAN2020972 

BRCAN2021325// Carboxypeptidase H precursor (EC 3.4.17.10) (CPH) (Carbox 

ypeptidase E) (CPE) (Enkephalin convertase) (Prohormone processing carbo 

xypeptidase).// 0// 389aa// 100% 

BRCAN2021452 

BRCAN2021718 

BRCAN2022126// glutamate receptor delta-1 subunit [Rattus norvegicus]// 

0// 949aa// 94% 

BRCAN2025093 

BRCAN2027593 

BRCAN2028702 

BRCOC2001355 

BRC0C2002777 

BRC0C2006164 

BRC0C2006639 

BRC0C2006942 

BRC0C2009638 

BRC0C2010115 

BRC0C2012386// Zinc finger protein 184.// 2.00E-85// 166aa// 42% 
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BRHIP2006819 
BRHIP2006921 

BRHIP2008756// Homo sapiens pescadillo homolog 1, containing BRCT domain 

(zebrafish) (PESl), mRNA// 0// 352aa// 78% 
BRHIP2009177 
BRHIP2011199 
BRHIP2013958 
BRHIP2015153 
BRHIP2016125 
BRHIP2017714 
BRHIP2020930 
BRHIP2021929 

BRHIP2023735// Zinc-finger protein neuro-d4.// 3.00E-46// 87aa// 87% 
BRHIP2024941 

BRHIP2026346// lymphocyte specific formin related protein; formin-relate 
d gene in leukocytes [Mus musculus]// 1.00E-114// 216aa// 47% 
BRHIP2027077// Flt3 interacting zinc finger protein 1 [Mus musculus]// 4 
.00E-14// 54aa// 56% 

BRHIP2027563// host cell factor homolog [Homo sapiens]// 2.00E-95// 166a 
a// 47% 

BRHIP2029529// TFIIH basal transcription factor complex p62 subunit// 0/ 

/ 414aa// 95% 

BRHIP2029643 

BRHIP2029663 

BRHIP3000626 

BRHIP3000859 

BRHIP3001076// murine retrovirus integration site 1 homolog; inositol 1, 
4, 5-triphosphate-associated cGMP kinase substrate; JAWl-related protein 
[Homo sapiens]// 0// 482aa// 80% 
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BRHIP3001141 
BRHIP3001338 
BRHIP3001360 

BRHIP3001481// Protein-tyros ine phosphatase, non- receptor type 7 (EC 3.1 
.3.48) (Protein-tyrosine phosphatase LC-PTP) (Hematopoietic protein-tyro 
sine phosphatase) (HEPTP) . // 0// 359aa// 99% 
BRHIP3001573 

BRHIP300 1878/7 peptide transporter 3 [Homo sapiens]// 7.00E-74// 131aa// 
86% 

BRHIP3002000 

BRHIP3002114// rTS beta protein [Homo sapiens]// 1.00E-148// 248aa// 94% 

BRHIP3002124 

BRHIP3002141 

BRHIP3002363 

BRHIP3002691 

BRHIP3002920 

BRHIP3002931 

BRHIP3003063// Alpha-2 catenin (Alpha N-catenin) (Neural alpha-catenin) . 

// 0// 867aa// 95% 

BRHIP3003126// Homo sapiens ubiquit in-protein isopeptide ligase (E3) (KI 
AA0010),mRNA.// 2.00E-88// 195aa// 37% 

BRHIP3003306// tulip 1 [Rattus norvegicus]// 1.00E-148// 272aa// 49% 
BRHIP3003340// Act in, alpha skeletal muscle 2.// 3.00E-30// 63aa// 96% 
BRHIP3003395 
BRHIP3003688 

BRHIP3003795// cytochrome P450 retinoid metabolizing protein [Homo sapie 

ns]// 1.00E-28// 97aa// 51% 

BRHIP3003845 

BRHIP3003961 
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BRHIP3003984// IkappaB kinase complex-associated protein (IKK complex-as 
sociated protein) (pl50).// 0// 930aa// 94% 

BRHIP3004215// 80 kda MCM3-associated protein (GANP protein).// 0// 792a 

a// 87% 

BRHIP3004710 

BRHIP3004725// DNA-binding protein SATB1 (Special AT-rich sequence bindi 

ng protein 1).// 0// 711aa// 93% 

BRHIP3004774 

BRHIP3004786 

BRHIP3005037// Metastasis-associated protein MTA1 . // 0// 339aa// 66% 

BRHIP3005142 

BRHIP3005231 

BRHIP3005307// neuropathy target esterase [Homo sapiens]// 1.00E-176// 3 
08aa// 63% 

BRHIP3005673// Glutathione S-transferase Mu 5 (EC 2.5.1.18) (GSTM5-5) (G 
ST class-Mu 5).// 5.00E-58// lllaa// 82% 

BRHIP3005801// VAMP (vesicle-associated membrane protein) -associated pro 
tein B and C; VAMP-assoc i ated protein C; VAMP-associated protein B; VAMP 
-associated 33 kDa protein [Homo sapiens]// 4.00E-63// 118aa// 99% 
BRHIP3005944// Antigen WC1.1 precursor.// 1.00E-50// 100aa// 39% 
BRHIP3006279 

BRHIP3006294// Cdc42 GTPase-activating protein [Mus musculus]// 5.00E-77 
// 144aa// 60% 

BRHIP3006449// catenin (cadher in-associated protein), delta 2 (neural pi 
akophi 1 in-related arm-repeat protein); catenin (cadher in-associated prot 
ein), delta 2 [Homo sapiens]// 0// 756aa// 95% 

BRHIP3006786// peptidylprolyl isomerase (cyclophi 1 in) -1 ike 2; cyclophili 
n-like protein CyP-60 [Homo sapiens]// 1.00E-123// 210aa// 99% 
BRHIP3006950 
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BRHIP3007172 

BRHIP3007195// Potential phosphol ip id-transport ing ATPase IB (EC 3.6.3.1 
3) . // 0// 1049aa// 91% 

BRHIP3007223// Ubiquitin carboxyl-terminal hydrolase 64E (EC 3.1.2.15) ( 
Ubiquitin thiolesterase 64E) (Ubiquit in-specific processing protease 64E 
) (Deubiquitinating enzyme 64E).// 1.00E-139// 272aa// 47% 
BRHIP3007291 
BRHIP3007409 

BRHIP3007424// WNT-14 protein precursor.// 4.00E-83// 143aa// 58% 

BRHIP3007609// Homo sapiens Smcy homolog, Y chromosome (mouse) (SMCY)// 

0// 571aa// 83% 

BRHIP3007960 

BRHIP3008082 

BRHIP3008320// Rattus norvegicus potassium channel subunit (Slack) (Slac 

k)// 0// 1063aa// 90% 

BRHIP3008714 

BRHIP3009672 

BRHIP3009753 

BPvHIP3010289// Attract in precursor (Mahogany homolog) (DPPT-L).// 0// 73 

8aa// 58% 

BRHIP3010916 

BRHIP3011082// Homo sapiens ubiquit in-prote in isopeptide ligase (E3) (KI 
AA0010)// 0// 415aa// 99% 

BRHIP3011269// Prenyl cysteine lyase precursor (EC 4.4.1.18).// 7.00E-80/ 
/ 154aa// 39% 

BRHIP30 11460// Rho guanine exchange factor 16; putative neuroblastoma pr 
otein [Homo sapiens]// 1.00E-120// 227aa// 52% 

BRHIP30 11567// Dihydropyridine-sensit ive L-type, channel beta-l-B2 subun 
it (Beta-1 isoform A).// 1.00E-173// 310aa// 83% 
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BRHIP3011831 
BRHIP3012185 
BRHIP30 12289 

BRHIP3012357// cerebral cell adhesion molecule [Homo sapiens]// 2.00E-61 

// 105aa// 55% 

BRHIP3012736 

BRHIP3012997 

BRHIP3013078// BAI1 -associated protein 2, isoform 2 [Homo sapiens]// 2.0 

OE-40// 77aa// 100% 

BRHIP3013588 

BRHIP30 13698 

BRHIP3014675 

BRHIP3015854 

BRHIP3016032 

BRHIP3016421 

BRHIP3017109// Socs-5 [Mus musculus]// 1.00E-69// 118aa// 84% 
BRHIP3017146// solute carrier family 30 (zinc transporter), member 3// 6 
.00E-96// 92aa// 97% 
BRHIP3017256 

BRHIP3017558// Monocarboxylate transporter 3 (MCT 3) (Retinal epithelial 

membrane protein).// 2.00E-60// 137aa// 30% 
BRHIP3017855// nuclear pore complex interacting protein [Homo sapiens]// 

4.00E-58// 107aa// 82% 
BRHIP3018784 

BRHIP3019643// Homo sapiens gamma tubulin ring complex protein (76p gene 

) (76P), mRNA// 1.00E-104// 187aa// 93% 

BPvHIP3019824 

BRHIP3019880 

BRHIP30 19956 



ttJSE# 2004-3059661 



&m 2003-102207 



^-v I 489/ 



BRHIP3020046// ubiquit in-protein ligase e3 componen n-recognin [Mus muse 

ul us]// 3.00E-96// 167aa// 47% 

BRHIP3020155 

BRHIP3020733 

BRHIP3021019// Protein-tyros ine phosphatase, non-receptor type 5 (EC 3.1 
.3.48) (Protein-tyros ine phosphatase striatum-enriched) (STEP) (Neural- 
specific protein-tyros ine phosphatase) (Fragment).// 0// 440aa// 81% 
BRHIP3021499 
BRHIP3021987 
BRHIP3022656 

BRHIP3023922// 5-methy 1 tet rahydrof o 1 ate— homocyste ine methy 1 1 ransf erase 

(EC 2.1.1.13) (Methionine synthase, vitamin-B12 dependent) (MS).// 4.00E 

-72// 134aa// 95% 

BRHIP3024703 

BRHIP3024820 

BRHIP3025795// Monocarboxylate transporter 4 (MCT 4) (MCT 3).// 0// 392a 
a// 84% 

BRHIP3025844// germ cell-specific gene 1 [Mus musculus]// 9.00E-14// 43a 

a// 47% 

BRHIP3026231 

BRHIP3026651 

BRHIP3027160 

BRHIP3027191// 150 kDa oxygen-regulated protein precursor (0rpl50).// 0/ 
/ 904aa// 90% 

BRHIP3027651// Bromodoma in-containing protein 1 (BR140-like protein).// 

2.00E-59// 149aa// 31% 

BRHIP3027947 

BRHIP3028246// PHD finger protein 2 [Mus musculus]// 2.00E-67// 125aa// 
42% 
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BRHIP3028570 

BRHIP3028742// vanilloid receptor subtype 1 [Homo sapiens]// 1.00E-55// 
108aa// 50% 

BRHIP3029409// secreted f rizzled-related protein 1; secreted apoptosis-r 

elated protein 2 [Homo sapiens]// 2.00E-43// 87aa// 65% 

BRHIP3029530 

BRHIP3029670 

BRHIP3029866 

BRHIP3030230// Neuronal pentraxin I precursor (NP-I) (NPl).// 0// 386aa/ 
/ 93% 

BRHIP3031733 
BRHIP3031890 

BRHIP3032148// brain-enriched guanylate kinase-associated [Rattus norveg 

icus]// 1.00E-16// 49aa// 40% 

BRHIP3032311 

BRHIP3032374// neuropathy target esterase [Homo sapiens]// 0// 369aa// 6 
2% 

BRHIP3033481 

BRHIP3033557// N-methyl-D-aspartate receptor splice variant NR3A-2// 0// 
852aa// 93% 
BRHIP3033734 
BRHIP3033806 

BRHIP3035006// Synthase [Homo sapiens]// 1.00E-161// 276aa// 95% 

BRHIP3035222 

BRHIP3035754 

BRHIP3036371 

BRHIP3036715// HLA class I histocompatibility antigen, alpha chain H pre 
cursor (HLA-AR) (HLA-12.4) .// 2.00E-60// 108aa// 67% 
BRHIP3036936// astrotactin 2 [Mus musculus]// 0// 858aa// 96% 
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BRHIP3037543// cyclin G associated kinase [Homo sapiens]// 4.00E-40// 84 

aa// 78% 

BRHIP3037810 

BRHIP3038030 

BRHIP3038735 

BRHIP3039430 

BRHIP3039509// Ami loride-sensit ive sodium channel delta-subunit (Epithel 
ial Na+ channel delta subunit) (Delta ENaC) (Nonvo It age-gated sodium cha 
nnel 1 delta subunit) (SCNED) (Delta NaCH).// 0// 588aa// 92% 
BRHIP3039592 
BRHIP3040878 

BRHIP3041587// Myosin light chain kinase, skeletal muscle (EC 2.7.1.117) 

(MLCK) . // 2.00E-24// 76aa// 61% 
BRHIP3042817 
BRHIP3043012 
BRSSN2004303 

BRSSN2004710// cAMP-dependent 3' ,5' -cyclic phosphodiesterase 4B (EC 3.1. 

4.17) (DPDE4) (PDE32) .// 1.00E-59// 108aa// 88% 

BRSSN2008464 

BRSSN2011843 

BRSSN2012157 

BRSSN2012198 

BRSSN2013696 

BRSSN2015497// putative RNA binding protein [Homo sapiens]// 4.00E-16// 

65aa// 29% 

BRSSN2018218 

BRSTN2000312 

BRSTN2006466// Glutamate decarboxylase, 65 kDa isoform (EC 4.1.1.15) (GA 
D-65) (65 kDa glutamic acid decarboxylase).// 2.00E-77// 140aa// 80% 
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BRSTN2006638// synaptotagmin interacting protein 1 [Rattus norvegicus]// 

2. 00E-74// 147aa// 45% 
BRSTN2008475// growth arrest-specific 11; growth arrest specific 11 [Horn 
o sapiens]// 6.00E-36// 71aa// 98% 
BRSTN2009247 

BRSTN20 10089// tumor differentially expressed 1, like; membrane protein 

TMS-2 [Mus musculus]// 0// 413aa// 91% 

BRSTN2010416 

BRSTN2011688 

BRSTN20 11899 

BRSTN20 11961// Protein disulfide isomerase precursor (PDI) (EC 5.3.4.1) 
(Prolyl 4- hydroxylase beta subunit) (Cellular thyroid hormone binding p 
rotein) (P55).// 3.00E-90// 160aa// 86% 

BRSTN2012069// Elongation factor 1-alpha 1 (EF-l-alpha-l) (Elongation fa 
ctor 1 A-l) (eEFlA-1) (Elongation factor Tu) (EF-Tu).// 0// 441aa// 95% 
BRSTN20 15699 
BRSTN2015788 

BRSTN2016892// BUP protein [Homo sapiens]// 1.00E-56// 105aa// 100% 
BRSTN2016918// Glial fibrillary acidic protein, astrocyte (GFAP).//0// 
367aa// 86% 

BRSTN2016992// DRR1 protein (TU3A protein).// 4.00E-62// 118aa// 81% 
BRSTN2017104 

BRSTN2017151// C0P9 (constitutive photomorphogenic) , subunit 7a (Arabido 

psis); C0P9 complex S7a [Mus musculus]// 7.00E-24// 54aa// 98% 

BRSTN2017184 

BRSTN2018712 

BRTHA2000969 

BRTHA2001304 

BRTHA2001953 
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BRTHA2002091 
BRTHA2003759 

BRTHA2005448// calpain 12 [Mus musculus]// 0// 300aa// 87% 

BRTHA2006720 

BRTHA2008502 

BRTHA2008598 

BRTHA20 10672// neutral protease large subunit [Homo sapiens].// 3.00E-39 

// 117aa// 71% 

BRTHA2012189 

BRTHA20 14647 

BRTHA2018304 

BRTHA20 19726// Ig gamma-1 chain C region.// 0// 314aa// 95% 
BRTHA2019743 

BRTHA2020400// Ig lambda chain V-IV region Bau.// 2.00E-45// 82aa// 78% 
BRTHA2020566 

BRTHA2020642// DRR1 protein (TU3A protein).// 5.00E-19// 120aa// 50% 
BRTHA2020695 

BRTHA2020721// Ig gamma-1 chain C region.// 0// 315aa// 95% 
BRTHA2020781 

BRTHA2020910// Tubulin beta-4 chain (Tubulin beta-Ill).// 1.00E-163// 28 

3aa// 93% 

BRTHA2021212 

BRTHA2021440 

BRTHA2021450 

BRTHA2022074 

BRTHA2022914 

BRTHA2022968// NG-CAM related cell adhesion molecule precursor (NR-CAM) 

(BRAVO).// 7.00E-45// 95aa// 54% 

BRTHA2023402 



tHffiE# 2004-3059661 



#11 2003-102207 



^- v I 494/ 



BRTHA2023437 
BRTHA2024177 
BRTHA2024354 

BRTHA2024712// T-box transcription factor TBX2 (T-box protein 2).// 6.00 
E-65// 123aa// 83% 

BRTHA2025869// Neurofilament triplet L protein (68 kDa neurofilament pro 
tein) (Neurofilament light polypeptide) (NF-L).// 1.00E-157// 306aa// 80 
% 

BRTHA2026071// TH1 drosophila homolog [Homo sapiens]// 7.00E-21// 45aa// 
100% 

BRTHA2026290// Ral guanine nucleotide dissociation stimulator-like 2 (Ra 
lGDS-like factor) (RAS-associated protein RAB2L) . // 3.00E-17// 116aa// 2 
4% 

BRTHA2026311// Protein disulfide isomerase A6 precursor (EC 5.3.4.1) (Pr 

otein disulfide isomerase P5).// 0// 379aa// 87% 

BRTHA2027227 

BRTHA2027229 

BRTHA2027250// Synaptotagmin B (Synaptic vesicle protein 0-P65-B).// 6.0 

0E-46// 99aa// 35% 

BRTHA2028297 

BRTHA2029969 

BRTHA2030036 

BRTHA2030213 

BRTHA2031517 

BRTHA2031917// Ciliary neurotrophic factor receptor alpha precursor (CNT 

FR alpha).// 1.00E-107// 181aa// 88% 

BRTHA2032763 

BRTHA2033122 

BRTHA2033155// Beta-1,4 N-acetylgalactosaminyltransferase (EC 2.4.1.92) 
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((N- acetylneuraminyD-galactosylglucosylceramide) (GM2/GD2 synthase) (G 

alNAc-T) .// 2.00E-43// 95aa// 65% 

BRTHA2033320 

BRTHA2033469 

BRTHA2033683// Urea transporter, erythrocyte.// 1.00E-153// 259aa// 93% 

BRTHA2034281 

BRTHA2034576 

BRTHA2035743// activated p21cdc42Hs kinase [Homo sapiens]// 0// 417aa// 
73% 

BRTHA2036055 
BRTHA2036295 
BRTHA2037247 
BRTHA2038279 
BRTHA2038345 
BRTHA2038353 

BRTHA3000456// Zinc finger protein HZF10.// 1.00E-134// 212aa// 57% 

BRTHA3002411 

BRTHA3003225 

BRTHA3003417 

BRTHA3003736// TFIIH basal transcription factor complex helicase XPB sub 

unit (EC 3.6.1.-) (Basic transcription factor 2 89 kDa subunit) (BTF2-p8 

9) (TFIIH 89 kDa subunit) (DNA-repair protein complementing XP-B cells) 

(Xeroderma pigmentosum group B complementing protein) (DNA excision repa 

ir protein ERCC-3).// 0// 520aa// 96% 

BRTHA3005988 

BRTHA3006593 

BRTHA3007469 

BRTHA3007662 

BRTHA3009858 
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BRTHA3010135// LAR protein precursor (Leukocyte antigen related) (EC 3.1 
. 3. 48) . // 0// 422aa// 100% 

BRTHA3010212// Zinc finger protein 91 (Zinc finger protein HTF10) (HPF7) 
.// 0// 397aa// 69% 

BRTHA3010469// NMN adenylyl transferase; nicotinamide mononucleotide aden 

ylyl transferase [Homo sapiens]// 2.00E-30// 61aa// 50% 

BRTHA30 10530// ubiquitin-protein 1 igase e3 componen n-recognin [Mus muse 

ulus]// 1.00E-161// 264aa// 85% 

BRTHA3010540 

BRTHA3010717// secretory carrier membrane protein 5 [Mus musculus]// 1.0 
0E-107// 186aa// 79% 

BRTHA3011187// hect domain and RLD 2 [Homo sapiens]// 7.00E-17// 51aa// 
34% 

BRTHA3011194// Chloride channel protein 3 (C1C-3).// 0// 622aa// 89% 
BRTHA3011229 

BRTHA3011265// Spindlin (30000 Mr metaphase complex) (SSEC ?).// 5.00E-6 

9// 120aa// 91% 

BRTHA3011306 

BRTHA3011361 

BRTHA3011510 

BRTHA30 11892 

BRTHA3011998// rhomboid (veinlet, Drosophi la)-l ike; Rhomboid, drosophila 

, homolog of [Homo sapiens]// 9.00E-31// HOaa// 51% 

BRTHA3012265// pendrin [Homo sapiens].// 8.00E-44// 300aa// 34% 

BRTHA3013860 

BRTHA3013882 

BRTHA3014000// rapa-1 [Homo sapiens]// 0// 1059aa// 90% 

BRTHA3014105 . 

BRTHA3014507 
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BRTHA3014547// Ankyrin 1 (Erythrocyte ankyrin) (Ankyrin R) (Ankyrins 2.1 

and 2.2).// 3.00E-85// 205aa// 34% 
BRTHA30 14835 
BRTHA30 14854 
BRTHA3014920 
BRTHA3016616 
BRTHA3017791 

BRTHA30 18409// synaptotagmin-1 ike 4; granuphi 1 in-a; granuphi 1 in-b; granu 

phi 1 in// 2.00E-56// 160aa// 41% 

BRTHA3018623 

BRTHA3019183// Ca<2+>dependent activator protein for secretion; Ca2+-dep 
endent activator protein for secretion [Mus musculus]// 4.00E-67// 122aa 
// 96% 

BRTHA3020369 
BRTHA3020771 
BRTHA3021569 

BRTHA3021708// FERM, RhoGEF, and pleckstrin domain protein 1; chondrocyt 
e-derived ezrin-like protein [Homo sapiens]// 2. 00E-66// 122aa// 64% 
BRTHA3021786 

BRTHA3021971// oxidation resistance 1; oxidation resistance 1; hypotheti 
cal protein FLJ10125 [Homo sapiens]// 1.00E-76// 136aa// 50% 
BRTHA3022641 

BRTHA3023403// phosphol ipase C, epsilon [Homo sapiens]// 0// 689aa// 90% 

BRTHA3023590 

BRTHA3023929 

BRTHA3024600 

BRTHA3025073// Act in cross-linking family protein 7 (Macrophin) (Trabecu 
lin-alpha) (620 kDa actin-binding protein) (ABP620).// 0// 685aa// 97% 
BRTHA3026161 
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BRTHA3026180 
BRTHA3026556 

BRTHA3026916// Ral guanine nucleotide dissociation stimulator (RalGEF) ( 

RalGDS) . // 0// 728aa// 85% 

BRTHA3027171 

BRTHA3027318 

BRTHA3027638 

BRTHA3027820 

BRTHA3027879 

BRTHA3027957// megacaryocyt ic acute leukemia protein [Homo sapiens]// 3. 
00E-36// 95aa// 41% 

BRTHA3028339// YYl-associated factor 2 [Homo sapiens]// 4.00E-26// 55aa/ 
/ 63% 

BRTHA3028505 
CERVX2000812 

CERVX2000968// F-actin binding protein b-Nexilin [Rattus norvegicus] . // 
1.00E-112// 312aa// 92% 

CH0NS2000797// T-box transcription factor TBX15 (T-box protein 15) (MmTB 
x8).// 0// 451aa// 90% 

CH0NS2001287// Insulin-like growth factor binding protein 3 precursor (I 
GFBP-3) (IBP-3) (IGF-binding protein 3).// 1.00E-117// 201aa// 77% 
CH0NS2001797 

CH0NS2001834// tumor endothelial marker 7 precursor [Homo sapiens]// 1.0 

0E-147// 246aa// 98% 

CH0NS2002419 

CH0NS2002829// adipocyte enhancer binding protein 1 precursor [Homo sapi 
ens]// 0// 542aa// 77% 

COL0N2001829// Dopamine- and cAMP-regulated neuronal phosphoprotein (DAR 
PP-32).// 6.00E-84// 157aa// 77% 
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C0L0N2001866 

C0L0N2004351// Probable beta-1, 3-galactosyl transferase 8 (EC 2.4.1.-) ( 
UDP-galactose:beta-N- acetyl glucosamine beta-1, 3-galactosyl transferase 8 
) // 4.00E-46// 93aa// 47% 

COLON2004911// Oxygen-regulated protein 1 (Retinitis pigmentosa RP1 prot 
ein) (Retinitis pigmentosa 1 protein).// 2.00E-31// llOaa// 48% 
COLON2005623// 2-19 protein precursor.// 3.00E-68// 121aa// 54% 
C0L0N2005735// Blood group RH(CE) polypeptide (Rhesus C/E antigens) (RH3 
OA) (RHIXB) (RH polypeptide 1) (RHPI).// 0// 353aa// 95% 
CT0NG2001932// bromodomain adjacent to zinc finger domain, 2B [Homo sapi 
ens]// 0// 385aa// 66% 
CT0NG2003517 

CT0NG2006235// ubiquit in-protein ligase e3 componen n-recognin [Mus muse 
ulus]// 1.00E-24// 82aa// 30% 

CT0NG2008989// Gap junction beta-5 protein (Connexin 31.1) (Cx31.1).// 7 

.00E-74// 123aa// 57% 

CT0NG2009033 

CT0NG2009570// rabll binding protein [Bos taurus].// 0// 400aa// 90% 
CT0NG20 10330// Homo sapiens phosphol ipase A2, group IVB (cytosolic) (PLA 
2G4B)// 1.00E-122// 222aa// 45% 
CT0NG2010633 

CT0NG2011801// Zinc finger protein 91 (Zinc finger protein HTF10) (HPF7) 
.// 3.00E-62// 104aa// 50% 

CT0NG2012123// Mus musculus enabled homolog (Drosophila) (Enah), mRNA// 
1.00E-77// 155aa// 74% 

CT0NG2014206// oxidation resistance 1; oxidation resistance 1; hypotheti 
cal protein FLJ10125 [Homo sapiens]// 1.00E-127// 221aa// 82% 
CT0NG2014959 

CT0NG2020582// Acetyl -coenzyme A synthetase (EC 6.2.1.1) (Acetate— CoA 1 
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igase) (Acyl- activating enzyme).// 1.00E-157// 269aa// 54% 

CT0NG2026987 

CT0NG2027150 

CT0NG2027591// Mus musculus pecanex homolog (Drosophila) (Pcnx), mRNA. // 

0// 347aa// 81% 
CT0NG2027783 
CT0NG2027959 

CT0NG3001605// putative tumor suppressor [Homo sapiens]// 1.00E-35// 77a 

a// 45% 

CT0NG3002518 

CT0NG3002588 

CT0NG3003669// high-glucose-regulated protein 8 [Homo sapiens]// 1.00E-1 

01// 170aa// 79% 

CT0NG3008223 

D90ST2003106// Homo sapiens SMART/HDAC1 associated repressor protein (SH 

ARP), mRNA// 0// 486aa// 82% 

D90ST2003989 

D90ST2004417// 60S ribosomal protein L13 (Breast basic conserved protein 

1).// 1.00E-100// 185aa// 88% 
DFNES2001829 
DFNES2011221 
ERLTF2001452 
ERLTF2001835 

ERLTF2002178// Kelch-like protein X.// 1.00E-138// 251aa// 50% 
ERLTF2002369 

FCBBF3001018// Hydroxymethylglutaryl-CoA lyase (EC 4.1.3.4) (HMG-CoA lya 
se) (HL) (3- hydroxy-3-methylglutarate-CoA lyase) . // 5. 00E-88// 152aa// 
73% 

FCBBF3002188 
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FCBBF3005160 
FCBBF3012443 

FCBBF3020030// Transcription intermediary factor 1-alpha (TIFl-alpha) . // 
0// 423aa// 80% 

FCBBF3021191// Protein phosphatase 2C gamma isoform (EC 3.1.3.16) (PP2C- 
gamma) (Protein phosphatase magnesium-dependent 1 gamma) (Protein phosph 
atase 1C).// 0// 441aa// 80% 

FCBBF3024911// WHSC1L1 protein isoform short; Wolf-Hirschhorn syndrome c 

andidate 1-1 ike 1 protein [Homo sapiens]// 1.00E-124// 217aa// 91% 

FCBBF5000384// SWI/SNF related, matrix associated, act in dependent regul 

ator of chromatin, subfamily d, member 3; Rsc6p [Homo sapiens]// 0// 394 

aa// 84% 

FEBRA2000805 

FEBRA2002260 

FEBRA2012625 

FEBRA2013069 

FEBRA2013570// 2-oxoisovalerate dehydrogenase alpha subunit, mitochondri 
al precursor (EC 1.2.4.4) (Branched-chain alpha-keto acid dehydrogenase 
component alpha chain (El)) (BCKDH El-alpha).// 0// 391aa// 95% 
FEBRA2017736 
FEBRA2017811 

FEBRA2023498// Leucine-rich repeat protein LRRC3 precursor.// 2.00E-63// 
116aa// 86% 

FEBRA2026582// Homo sapiens protein (peptidyl-prolyl cis/trans isomerase 
) NIMA- interacting, 4 (parvulin) (PIN4)// 7.00E-25// 79aa// 100% 
FEBRA2026977 
FEBRA2028222 

FEBRA2028457// Nucleolin (Protein C23).// 0// 360aa// 82% 
FEHRT2001482 
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FEHRT2002708// solute carrier family 22 (organic cation transporter)-! ik 

e 2 [Mus musculus].// 6.00E-42// 90aa// 44% 

FEKID2001001 

FEKID2001201 

FEKID2002231 

FEKID2002493// WNT-14 protein precursor.// 1.00E-100// 174aa// 61% 
FEKID2002637// Serine/threonine protein phosphatase PPl-alpha 1 catalyti 
c subunit (EC 3.1.3.16) (PP-1A).// 0// 297aa// 99% 

FELNG2000720// CD166 antigen precursor (Activated leukocyte-cell adhesio 

n molecule) (ALCAM).// 1.00E-123// 219aa// 91% 

FELNG2001613 

FELNG2001706// transcriptional co-activator with PDZ-binding motif (TAZ) 
; transcriptional co-activator with PDZ-binding motif (TAZ); DKFZP586I14 
19 protein [Homo sapiens]// 2.00E-21// 45aa// 97% 

FELNG2001953// JAK binding protein [Homo sapiens]// 6.00E-96// 174aa// 8 
2% 

HCASM2007773 

HCASM2008154// RNA-binding protein EWS (EWS oncogene) (Ewing sarcoma bre 

akpoint region 1 protein).// 1.00E-104// 219aa// 48% 

HCH0N2009766 

HEART2002531 

HHDPC2008185// jerky [Mus musculus]// 0// 397aa// 75% 
HLUNG2012600 

HSYPvA2004550// Potential phosphol ip id- transport ing ATPase IIB (EC 3.6.3. 

13).// 0// 433aa// 92% 

HSYRA2007338 

JCMLC1000159// Interferon-gamma receptor alpha chain precursor (CDwll9). 
// 4. 00E-65// 122aa// 78% 

JCMLC2000273// Integrin alpha-M precursor (Cell surface glycoprotein MAC 
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-1 alpha subunit) (CR-3 alpha chain) (CDllb) (Leukocyte adhesion recepto 
r M01) (Neutrophil adherence receptor).// 0// 536aa// 96% 
JCMLC2002095// P-selectin glycoprotein ligand 1 precursor (PSGL-l) (Sele 
ctin P ligand) (CD162 antigen).// 1.00E-21// 48aa// 72% 
JCMLC2002751// Von Willebrand factor precursor (vWF).// 2.00E-42// 83aa/ 
/ 37% 

KIDNE2004531// Lag protein [Mus musculus]// 1.00E-109// 197aa// 78% 
KIDNE2010049// Glycerol kinase 2 (EC 2.7.1.30) (ATPlglycerol 3-phosphotr 
ansferase 2) (Glycerokinase 2) (GK 2).// 8.00E-87// 176aa// 34% 
KIDNE2014496 

KIDNE20 15987// Uromodulin precursor (Tamm-Horsfal 1 urinary glycoprotein) 

(THP) . // 0// 433aa// 86% 
KIDNE2016464 
KIDNE2017153 
KIDNE2018268 
LIVER2008465 
LYMPB1000158 
LYMPB2001387 

LYMPB2002236// Gene terminal protein (Membrane protein LMP-2A/LMP-2B) . // 

3.00E-75// 153aa// 55% 
LYMPB2002344 

LYMPB2002458// Tenascin precursor (TN) (Hexabrachion) (Cytotactin) (Neur 

onectin) (GMEM) (JI) (Miotendinous antigen) (Gl ioma-associated-extracel 1 

ular matrix antigen) (GP 150-225).// 1.00E-115// 193aa// 45% 

LYMPB2002478 

MESAN2007032 

MESAN2009156 

MESAN2014624// tumor differentially expressed 1, like; membrane protein 
TMS-2 [Mus musculus]// 2.00E-71// 124aa// 52% 
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MESAN2016304 
MESAN2017133 
MESTC2000170 

N1ESE2000698// WD-repeat protein 1 (Act in interacting protein 1) (N0RI-1 

).// 0// 558aa// 92% 

NETRP2000439 

NETRP2000961// Cytosolic purine 5' -nucleot idase (EC 3.1.3.5).// 0// 368a 

a// 100% 

NETRP2002082 

NETRP2003103 

NETRP2003268 

NETRP2003448// Ras-related protein RAL-B.// 4.00E-97// 189aa// 83% 
NETRP2003539 

NETRP2004017// nuclear transcription factor Y, gamma; CCAAT-binding tran 

scription factor subunit C; transact ivator HSM-1; histone HI transcripti 

on factor large subunit 2A [Homo sapiens]// 6.00E-90// 193aa// 59% 

NETRP2004090 

NETRP2004434 

NETRP2005282 

NETRP2005849 

NETRP2005972 

NETRP2006468 

NETRP2007945 

NETRP2008488 

NETRP2008582// Adipophilin (Adipose differentiation-related protein) (AD 

RP).// 1.00E-19// 100aa// 44% 

N0VAR2000783 

NT2NE2011107 

NT2NE2016041 
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NT2RI2004818// 1 -phosphatidyl inositol-4, 5-bisphosphate phosphodiesterase 
beta 1 (EC 3.1.4.11) (PLC-beta-1) (Phosphol ipase C-beta-1) (PLC-I) (PLC 
-154).// 0// 883aa// 91% 
NT2RI2009233 
NT2RI2010795 
NT2RI2012542 
NT2RI20 15533 
NT2RI2023671 
NT2RI2028537 

NT2RI3001573// F-box protein FBL10 [Mus musculus].// 3.00E-78// 223aa// 
62% 

NT2RI3001967// Ankyrin horaolog precursor.// 6.00E-13// 68aa// 30% 
NT2RI3005861 

NT2RI3005923// Cadher in-related tumor suppressor precursor (Fat protein) 
.// 1.00E-116// 370aa// 28% 

NT2RI3007095// Mus musculus neuregulin 1 (Nrgl), mRNA. // 0// 861aa// 96% 
NT2RI3008179// thyroid hormone receptor-associated protein, 240 kDa subu 
nit [Homo sapiens]// 0// 562aa// 43% 

NT2RI3009480// Transcription factor Sp3 (SPR-2) (Fragment).// 1.00E-43// 
78aa// 69% 

NT2RI3009524// Crumbs protein homolog 1 precursor.// 1.00E-178// 375aa// 
31% 

NT2RP7003439 
NT2RP7007387 
NT2RP7014178 
NT2RP7014778 

NT2RP70 16508// YN21_CAEEL Putative ATP-dependent RNA he 1 i case T26G10. 1 

in chromosome III// 1.00E-157// 388aa// 69% 

NT2RP7017139 
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NT2RP7019682 
NT2RP7020343 
NT2RP8000633 

NT2RP8001363// signal peptide, CUB domain, EGF-like 1 [Mus musculus]// 0 

// 357aa// 87% 

NT2RP8001407 

NT2RP8001584// alpha integrin binding protein 63 [Homo sapiens]// 1.00E- 
17// 74aa// 30% 

NT2RP8001604// CUB and Sushi multiple domains 1 [Homo sapiens]// 0// 754 

aa// 65% 

NT2RP8001605 

NT2RP8003490// LIM/homeobox protein LMX1A (LMX-l) (LIM-homeobox protein 

1).// 0// 344aa// 90% 

NT2RP8003657 

NT2RP8003787// vanilloid receptor-related osmotically activated channel; 
0SM9-like transient receptor potential channel 4; transient receptor po 
tential channel 12; transient receptor potential, drosophila, homolog of 
, 12 [Homo sapiens]// 1.00E-118// 221aa// 44% 
NT2RP8005546// schlafen 3 [Mus musculus]// 1.00E-34// 92aa// 29% 
NT2RP8006452// Flight less- 1 protein.// 1.00E-14// 79aa// 30% 
NT2RP8006521 
NT2RP8007416 
NT2RP8007503 
NT2RP8007920 

NT2RP8008057// cartilage intermediate layer protein [Homo sapiens]// 0// 

564aa// 49% 
NT2RP8009119 
NT2RP8009248 
NT0NG2002278 
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NTONG2003805// Zinc finger protein 45 (BRC1744).// 0// 438aa// 98% 
NTONG2004829 

NT0NG2008483// zinc finger protein 106 [Homo sapiens]// 0// 607aa// 72% 
NTONG2009468 

OCBBF2000831// AMBP protein precursor [Contains: Alpha-l-microglobul in; 
Inter-alpha- trypsin inhibitor light chain (ITI-LC) (Bikunin) (HI-30)]./ 
/ 9.00E-23// 54aa// 36% 

OCBBF2003518// Myosin heavy chain, non-muscle (Zipper protein) (Myosin I 
I).// 3.00E-14// 118aa// 21% 

OCBBF2004478// Homo sapiens cadherin, EGF LAG seven-pass G-type receptor 
2 (flamingo homolog, Drosophila) (CELSR2), mRNA// 4.00E-96// 177aa// 80 

% 

OCBBF2007039// ADAM-TS 7 precursor (EC 3.4.24.-) (A disintegrin and meta 
lloproteinase with thrombospondin motifs 7) (ADAMTS-7) (ADAM-TS7) . // 1.0 
0E-143// 293aa// 36% 

OCBBF2009536// Mus musculus ami lor i de-sens it ive cation channel 1, neuron 

al (degenerin) (Accnl)// 0// 471aa// 95% 

0CBBF2014745 

0CBBF20 16928// zinc finger protein [Homo sapiens]// 0// 449aa// 88% 
OCBBF20 18229 

OCBBF2018618// Adenosine Al receptor.// 1.00E-155// 273aa// 83% 
0CBBF2019761 

OCBBF2024589// Dihydropyrimidinase related protein- 1 (DRP-l) (Collapsin 
response mediator protein 1) (CRMP-1).// 0// 528aa// 92% 
0CBBF2024779 
0CBBF2025631 

0CBBF2030927// matrilin 4 isoform 2 precursor [Homo sapiens]// 2.00E-39/ 
/ 138aa// 28% 

0CBBF2036019// NADH-ubi qui none oxidoreductase 20 kDa subunit, mitochondr 
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ial precursor (EC 1.6.5.3) (EC 1.6.99.3) (Complex I-20KD) (CI-20KD) (PSS 

T subunit).// 7.00E-36// 76aa// 97% 

0CBBF3000743 

0CBBF3000830 

0CBBF3001076 

OCBBF3001202// suppression of tumor igenicity 5 [Homo sapiens]// 0// 532a 
a// 87% 

0CBBF3001333// ubiquitin UBF-fl [Homo sapiens]// 1.00E-166// 279aa// 58% 

0CBBF3001616 

0CBBF3003745 

0CBBF3004487// Probable ATP-dependent RNA helicase p47.// 1.00E-140// 24 

5aa// 100% 

OCBBF3004908 

0CBBF3005330// FYVE finger-containing phosphoinosit ide kinase (EC 2.7.1. 
68) (1- phosphatidylinositol-4-phosphate kinase) (PIP5K) (PtdIns(4)P-5-k 
inase) (p235).// 0// 878aa// 86% 
0CBBF3005843 

0CBBF3006986// CDC4-like protein (Beige-like protein) (Fragment).// 1.00 

E-112// 299aa// 33% 

OCBBF3007078 

OCBBF3007704 

0CBBF3008392// bromodomain adjacent to zinc finger domain, 2A; TTF-I int 

eracting peptide 5 [Homo sapiens]// 0// 504aa// 92% 

OCBBF3008835 

0CBBF3009244// pantothenate kinase 1 beta [Mus musculus]// 1.00E-154// 2 
67aa// 89% 

0CBBF3019269// Homo sapiens Dvl-binding protein IDAX (inhibition of the 
Dvl and Axin complex) (IDAX)// 1.00E-100// 168aa// 84% 
0CBBF3020263// Zinc finger protein 135.// 4.00E-90// 144aa// 59% 
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0CBBF3020414 
0CBBF3021086 
0CBBF3021166 

0CBBF3021361// rapa-1 [Homo sapiens]// 3.00E-50// 330aa// 50% 

0CBBF3021502 

0CBBF3021515 

0CBBF3022123 

0CBBF3022166// Nuclear receptor co-repressor 2 (N-CoR2) (Silencing media 
tor of retinoic acid and thyroid hormone receptor) (SMRT) (SMRTe) (Thyro 
id-, retinoic-acid-receptor-associated co-repressor) (T3 receptor- assoc 
iating factor) (TRAC) (CTG26) . // 2.00E-38// 75aa// 92% 
0CBBF3022576 

0CBBF3022827// putative Rab5 GDP/GTP exchange factor homologue [Homo sap 
iens]// 0// 384aa// 90% 

0CBBF3023175// LPS-respons i ve beige- like anchor [Mus musculus]// 0// 999 

aa// 63% 

0CBBF3023543 

0CBBF3023913// Mus musculus protein phosphatase 1, regulatory (inhibitor 

) subunit 1C (Ppplrlc)// 1.00E-154// 302aa// 44% 

0CBBF3023993 

0CBBF3025127 

0CBBF3025131 

0CBBF3025475// Renal sodium/dicarboxylate cotransporter (Na(+)/dicarboxy 
late cotransporter).// 1.00E-155// 279aa// 50% 
0CBBF3025503// Eyes absent homo log 1.// 0// 423aa// 89% 
0CBBF3025630// Brefeldin A-inhibited guanine nucleot i de-exchange protein 
1 (Brefeldin A-inhibited GEP 1) (p200 ARF-GEP1) (p200 ARF guanine nucle 
otide exchange factor).// 1.00E-132// 235aa// 96% 
0CBBF3025887 
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0CBBF3025901 
OCBBF3026088 
0CBBF3026361 

OCBBF3026979// Protein kinase C-binding protein NELL1 precursor (NEL-lik 

e protein 1) (Nel -related protein 1).// 0// 795aa// 94% 

0CBBF3027969// myosin IIIA [Homo sapiens]// 3.00E-84// 187aa// 36% 

OCBBF3028001// Rattus norvegicus potassium channel subunit (Slack) (Slac 

k) , mRNA// 0// 407aa// 76% 

PEBLM2001803 

PEBLM2003935 

PEBLM2005615// C-C chemokine receptor type 7 precursor (C-C CKR-7) (CC-C 

KR-7) (CCR-7) (MIP-3 beta receptor) (EBV-induced G protein-coupled recep 

tor 1) (EBI1) (BLR2) . // 0// 351aa// 92% 

PEBLM2006298 

PERIC2003349 

PLACE5000492// 1 -phosphatidyl inositol-4, 5-bisphosphate phosphodiesterase 
delta 1 (EC 3.1.4.11) (PLC-delta-l) (Phosphol ipase C-delta-l) (PLC-III) 
.// 0// 505aa// 91% 
PLACE5000522 
PLACE5000527 

PLACE6000012// cation-chloride cotransporter- interact ing protein [Homo s 
apiens]// 3.00E-19// 54aa// 54% 

PLACE6000055// neuronal differentiation related protein [Mus musculus]// 
0// 416aa// 90% 

PLACE6001933// Epidermal growth factor receptor precursor (EC 2.7.1.112) 
.// 1.00E-40// 79aa// 98% 

PLACE6003004// rTS beta protein [Homo sapiens]// 0// 388aa// 93% 
PLACE6008315// similar to ALPHA-ACTININ, SARCOMERIC (F-ACTIN CROSS LINKI 
NG PROTEIN) (D. melanogaster) [Homo sapiens].// 1.00E-76// 121aa// 100% 
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PLACE6010925// NY-REN-50 antigen [Homo sapiens]// 0// 345aa// 98% 
PLACE6010936// orphan G protein-coupled receptor GPR26 [Rattus norvegicu 
s].// 1.00E-62// 112aa// 63% 

PLACE60 16030// Wi lms tumor 1-associat ing protein (WT1 -associated protein 

).// 1.00E-73// 138aa// 91% 

PLACE6019542 

PLACE60 19600// Ras-related protein Rab-12 (Fragment).// 1.00E-45// 92aa/ 
/ 85% 

PLACE6019674 

PLACE7000266// tit in [Homo sapiens]// 2.00E-36// 218aa// 24% 
PLACE7000707 

PLACE7001759// Arylacetamide deacetylase (EC 3.1.1.-) (AADAC) . // 8.00E-4 
1// 97aa// 36% 

PLACE7002303// Pituitary homeobox 2 (RIEG bicoid-related homeobox transc 

ription factor) (Solurshin) (ALL1 responsive protein ARPl).// 1.00E-145/ 

/ 256aa// 80% 

PLACE7003639 

PLACE7003684 

PLACE7003985// Estradiol 17 beta-dehydrogenase 1 (EC 1.1.1.62) (17-beta- 
HSD 1) (Placental 17-beta-hydroxysteroid dehydrogenase) (20 alpha- hydro 
xysteroid dehydrogenase) (20-alpha-HSD) (E2DH) . // 1.00E-164// 293aa// 89 
% 

PLACE7004103// Vigil in (High density 1 ipoprotein-binding protein) (HDL-b 
inding protein).// 0// 701aa// 91% 

PLACE7004961// Dynamin-1 (EC 3.6.1.50) (D100) (Dynamin, brain) (B-dynami 
n).// 2.00E-18// 49aa// 68% 

PLACE7005169// zinc finger protein 292 [Mus musculus]// 0// 953aa// 76% 

PLACE7005671 

PLACE7005840 
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PLACE7006090// Maltase-glucoamylase, intestinal [Includes: Maltase (EC 3 
.2.1.20) (Alpha-glucosidase) ; Glucoamylase (EC 3.2.1.3) (Glucan 1,4-alph 
a- glucosidase)].// 9.00E-59// 107aa// 86% 
PLACE7006240 

PLACE7006268// Histone acetyl transferase type B catalytic subunit (EC 2. 
3.1.48).// 1.00E-67// 124aa// 100% 

PLACE7006498// Guanine nucleot ide-binding protein, alpha-12 subunit (G a 

lpha 12).// 1.00E-160// 277aa// 99% 

PLACE7006540 

PLACE7007379// carboxypept idase Z. precursor [Homo sapiens]// 1.00E-149// 

245aa// 99% 
PLACE7007973 
PLACE7008136 
PLACE7008766 

PLACE7009563// Melanoma-associated antigen 11 (MAGE- 11 antigen).// 1.00E 
-162// 284aa// 89% 

PLACE7009757// Transcription factor Sp3 (SPR-2) (Fragment).// 3.00E-44// 
79aa// 70% 

PLACE7009936// Active breakpoint cluster region-related protein.// 1.00E 

-114// 204aa// 99% 

PLACE7010567 

PLACE7011269 

PLACE7011559// Death-associated protein kinase 1 (EC 2.7.1.-) (DAP kinas 
e 1).// 1.00E-153// 263aa// 88% 

PLACE7012111// ADAM 12 precursor (EC 3.4.24.-) (A disintegrin and metall 
oproteinase domain 12) (Meltrin alpha).// 0// 662aa// 96% 
PLACE7012127// AAA-ATPase T0B3 [Homo sapiens]// 9.00E-64// 118aa// 91% 
PLACE7013060 

PLACE7014247// Phosphatidyl inositol 3-kinase catalytic subunit, gamma is 



ttiaE# 2004-3059661 



m% 2003-102207 ^- v : 513/ 

oform (EC 2.7.1.137) (PI3-kinase P110 subunit gamma) (PtdIns-3-kinase PI 

10) (PI3K) (PI3Kgamma) . // 4.00E-50// 93aa// 100% 

PLACE7014396 

PLACE7015238 

PLACE7015647 

PLACE7016214 

PLACE7016321 

PLACE7016454 

PLACE70 16526// Lon protease homolog, mitochondrial precursor (EC 3.4.21. 

-) (Lon protease- like protein) (L0NP) (LONHs).// 0// 865aa// 90% 

PLACE7018304 

PLACE7018349 

PLACE7018452 

PLACE7018479 

PLACE7018512 

PR0ST2002078// RNA-binding protein with multiple splicing homolog (RBP-M 
S) (HEart, RRM Expressed Sequence) (Hermes).// 7.00E-90// 161aa// 77% 
PR0ST2007444 

PR0ST2016566// erythroblast macrophage protein [Mus musculus]// 6.00E-82 

// 144aa// 91% 

PR0ST2017578 

PR0ST2017729 

PR0ST2017749 

PROST2017910 

PUAEN2000594// Polyadeny late-binding protein 1 (Poly(A)-binding protein 
1) (PABP 1) (PABP1).// 5.00E-60// 117aa// 92% 

PUAEN2000684// Mus musculus soc-2 (suppressor of clear) homolog// 5.00E- 
28// 107aa// 26% 

PUAEN2006639// Vegetatible incompatibility protein HET-E-1.// 1.00E-46// 
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89aa// 36% 
RECTM2001519 

SKMUS2008585// protein phosphatase [Homo sapiens]// 1.00E-112// 198aa// 
100% 

SKMUS2009479 
SKMUS2009557 
SKNMC2003639 

SKNSH2007306// Sperm-specific antigen 2 (Cleavage signal-1 protein) (CS- 

1).// 1.00E-102// 194aa// 85% 

SMINT2003641 

SMINT2009292 

SMINT2009895 

SMINT2010753// Probable kinesin light chain 3 (KLC 3).// 0// 528aa// 85% 
SMINT2011406// Interferon-regulated resistance GTP-binding protein MxB ( 
P78-related protein).// 1.00E-90// 165aa// 100% 

SMINT2011509// Homo sapiens polymerase (DNA directed), lambda (POLL), mR 
NA// 1.00E-145// 254aa// 95% 
SMINT20 12040 

SMINT2012179// LCAT-like lysophosphol ipase [Homo sapiens]// 1.00E-123// 

205aa// 99% 

SMINT2014166 

SMINT2014721// Peroxisomal carnitine octanoyl transferase (EC 2.3.1.-) (C 

0T).// 0// 611aa// 95% 

SMINT20 17964 

SMINT2019105 

SPLEN2001227 

SPLEN2007689// Neutrophil cytosol factor 1 (NCF-1) (Neutrophil NADPH oxi 
dase factor 1) (47 kDa neutrophil oxidase factor) (p47-phox) (NCF-47K) ( 
47 kDa autosomal chronic granulomatous disease protein).// 2.00E-75// 13 
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5aa// 99% 
SPLEN2011252 

SPLEN2012571// Zinc finger protein 202.// 1.00E-77// 203aa// 32% 

SPLEN2017999 

SPLEN2019092 

SPLEN2019480 

SPLEN2021231 

SPLEN2021991 

SPLEN2022785 

SPLEN2022920 

SPLEN2024571 

SPLEN2025012// Ig alpha-1 chain C region.// 0// 318aa// 92% 
SPLEN2027852 

SPLEN2028417// Homeobox protein HLX1 (Homeobox protein HB24).// 0// 364a 

a// 74% 

SPLEN2028593 

SPLEN2031004 

SPLEN2032677 

SPLEN2033996// pan-hematopoietic expression; tumor-suppressing STF cDNA 
6; TSSC6 tumor-suppressing STF cDNA 6; tumor suppressing subtransferable 
candidate 6 [Homo sapiens]// 2.00E-63// lllaa// 100% 
SPLEN2034551// LIS1- interact ing protein NUDE1, rat homolog [Homo sapiens 
]// 2.00E-71// 136aa// 100% 
SPLEN2034601 

SPLEN2034934// shroom [Mus musculus]// 2.00E-49// 90aa// 68% 

SPLEN2035615 

SPLEN2036608 

SPLEN2037077 

SPLEN2042051 
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ST0MA2003894 

ST0MA2004663// T-cell receptor alpha chain V region RL-5 precursor.// 9. 
00E-36// 75aa// 65% 

SYN0V2003326// Glucocorticoid-induced leucine zipper protein (Delta slee 
p-inducing peptide immunoreactor) (DSIP-immunoreactive peptide) (DIP pro 
tein) (hDIP) (TSC-22-like protein) (TSC-22R) . // 3.00E-65// 125aa// 93% 
SYN0V2017179// EBP50-PDZ interactor of 64 kD [Homo sapiens]// 0// 485aa/ 
/ 94% 

SYN0V3000345// upregulated by 1, 25-dihydroxyvitamin D-3 [Homo sapiens]// 
5.00E-65// 142aa// 36% 
SYN0V4000598 

SYN0V4003174// unconventional myosin from rat 4 for myosin I heavy chain 

[Rattus norvegicus]// 0// 650aa// 97% 
SYN0V4004210 

SYN0V4009139// hyaluronoglucosaminidase 2; lysosomal hyaluronidase; PH-2 
0 homo log; hyaluronidase 2 [Homo sapiens]// 0// 429aa// 90% 
SYN0V4009575 

T1ESE2000609// SON protein (S0N3).// 1.00E-177// 315aa// 86% 
T1ESE2000904// zinc finger protein 304 [Homo sapiens]// 0// 325aa// 49% 
T1ESE2002665// Bume t an i de-sens it ive sodium- (potassium) -chloride cotransp 
orter 1 (Basolateral Na-K-Cl symporter) . // 6.00E-60// 129aa// 31% 
TBAES2003917// NG28 protein [Mus musculus]// 0// 479aa// 58% 
TBAES2005361 

TBAES2007428// N-ace t y 1 g 1 ucosam i ne- 1 -phosphod i es t er a lpha-N-ace ty 1 g 1 ucos 

aminidase [Homo sapiens]// 0// 427aa// 82% 

TBAES2007548 

TBAES2007862 

TES0P2002005 

TES0P2003308 
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TESOP2004110 
TES0P2008556 
TESTI 1000459 

TESTI 200 1364// lactate dehydrogenase A -like [Homo sapiens]// 1.00E-113/ 
/ 204aa// 81% 

TESTI2001915// act in filament associated protein [Homo sapiens]// 1.00E- 
96// 183aa// 81% 

TESTI2003768// Chloride channel protein 3 (C1C-3) .// 2.00E-23// 47aa// 9 
0% 

TESTI2004452 

TESTI2004601// NYD-TSPG protein [Homo sapiens]// 1.00E-45// 116aa// 35% 
TESTI2004971 

TESTI2005112// NADH-ubi qui none ox i do reductase 30 kDa subunit, mitochondr 

ial precursor (EC 1.6.5.3) (EC 1.6.99.3) (Complex I-30KD) (CI-30KD).// 1 

.00E-110// 189aa// 100% 

TESTI2005153 

TESTI2005564 

TESTI2006543 

TESTI2007490// 2-hydroxyacylsphingosine 1-beta-galactosyl transferase pre 
cursor (EC 2.4.1.45) (UDP-galactose-ceramide galactosyl transferase) (Cer 
amide UDP-galactosyl transferase) (Cerebroside synthase).// 0// 510aa// 9 
4% 

TESTI2008636 

TESTI2009497// GPI-anchored protein pl37 (pl37GPI).// 0// 455aa// 76% 

TESTI2009739// Myosin heavy chain, smooth muscle isoform (SMMHC) . // 3.00 

E-14// 104aa// 20% 

TESTI2011020 

TESTI2011033 

TESTI2018335 
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TESTI2018687 
TESTI2018867 
TESTI2021112 

TESTI 202 1654// thymidylate kinase family LPS-inducible member; thymidyla 
te kinase homologue [Mus musculus]// 9.00E-19// 196aa// 74% 
TESTI2022323// Olfactory receptor 2H1 (Hs6Ml-16) (Olfactory receptor 6-2 
) (0R6-2) (0LFR42A-9004. 14/9026.2).// 1.00E-174// 303aa// 95% 
TESTI2023053 

TESTI2023903// ubiquilin 1 [Homo sapiens]// 2.00E-53// 156aa// 34% 
TESTI2024267 

TESTI2026024// early development regulator 2 (homolog of polyhomeotic 2) 

; polyhomeotic 2 protein [Mus musculus]// 1.00E-116// 198aa// 89% 

TESTI2026284 

TESTI2028613 

TESTI2030519 

TESTI2030901// glutathione S-transferase theta 1 [Homo sapiens]// 4.00E- 

18// 68aa// 57% 

TESTI2033905 

TESTI2034913// Keratin, type II cytoskeletal 8 (Cytokeratin 8) (K8) (CK 

8).// 1.00E-64// 137aa// 69% 

TESTI2035962 

TESTI2036285// ubiquitin C [Rattus norvegicus]// 1.00E-78// 166aa// 91% 

TESTI2036822 

TESTI2037085 

TESTI2037209 

TESTI2037572 

TESTI2037657// Integral membrane glycoprotein gp210 precursor.// 1.00E-1 

47// 260aa// 48% 

TESTI2037877 
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TESTI2038733 
TESTI2039342 
TESTI2039732 
TESTI2039738 
TESTI2040372 

TESTI2040377// Mitogen- activated protein kinase kinase kinase 1 (EC 2.7. 

1.-) (MAPK/ERK kinase kinase 1) (MEK kinase 1) (MEKK 1).// 1.00E-13// 56 

aa/7 28% 

TESTI2041362 

TESTI2041976 

TESTI2046188 

TESTI2049041 

TESTI2049062// peroxisomal 2, 4-dienoyl-CoA reductase [Homo sapiens]// 6. 

00E-51// 106aa// 63% 

TESTI2051742 

TESTI2052110 

TESTI2052202 

TESTI2052670// Basement membrane-specific heparan sulfate proteoglycan c 

ore protein precursor (HSPG) (Perlecan) (PLC).// 2.00E-44// 139aa// 32% 

TESTI2052799 

TESTI4000370 

TESTI4000534 

TESTI4000600 

TESTI4000621// Snf2-related CBP activator protein [Homo sapiens]// 0// 1 

397aa// 62% 

TESTI4000703 

TESTI4000957 

TESTI4001037 

TESTI4001348 
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TESTI4001517// Keratin, type I cytoskeletal 18 (Cytokeratin 18) (K18) (C 

K 18).// 7.00E-52// 103aa// 78% 

TESTI4001569 

TESTI4001679// RING finger protein 4.// 2.00E-92// 165aa// 86% 

TESTI4002003 

TESTI4002072 

TESTI4002141 

TESTI4002195 

TESTI4002520 

TESTI4002774// oxysterol binding protein 2 [Mus musculus]// 3.00E-48// 1 
25aa// 35% 

TESTI4002799// DNA-directed RNA polymerase I 135 kDa polypeptide (EC 2.7 

.7.6) (RNA polymerase I subunit 2) (RPA135).// 0// 1001aa// 88% 

TESTI4002868// DNA-binding protein RFX5 (Regulatory factor X subunit 5). 

// 5.00E-40// 76aa// 47% 

TESTI4002889 

TESTI4003179 

TESTI4003279 

TESTT4003319 

TESTI4003404 

TESTI4003565 

TESTI4003574 

TESTI4003579// FH1/FH2 domains-containing protein (Formin homo log overex 

pressed in spleen) (FH0S).// 1.00E-111// 207aa// 53% 

TESTI4003602 

TESTI4003703// retinoblastoma-associated protein RAP140 [Homo sapiens]// 

5.00E-46// lOlaa// 40% 
TESTI4003733 

TESTI4003796// Zinc finger protein 189.// 1.00E-79// 148aa// 45% 
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TESTI4003944// Zinc finger protein 91 (Zinc finger protein HTF10) (HPF7) 

.// 8.00E-32// 162aa// 23% 

TESTI4004031 

TESTI4004210 

TESTI4004539 

TESTI4004653// CTL2 gene [Homo sapiens]// 0// 292aa// 51% 
TESTI4004695 

TESTI4004917// Dynein beta chain, ciliary.// 0// 560aa// 73% 
TESTI4005013 

TESTI4005322// Zinc finger protein 85 (Zinc finger protein HPF4) (HTFl). 

// 0// 339aa// 69% 

TESTI4005399 

TESTI4005470// Transcriptional repressor CTCF.// 1.00E-155// 249aa// 68% 

TESTI4005653// SON DNA binding protein; SON DNA-binding protein; SON DNA 

-binding protein, KIAA1019; NRE-binding protein [Homo sapiens]// 0// 112 

2aa// 77% 

TESTI4006441 

TESTI4006539 

TESTI4007565 

TESTI4007671// Mus musculus quiescin Q6 (Qscn6), mRNA. // 1.00E-111// 207 
aa// 44% 

TESTI4007965// Adapter-related protein complex 1 gamma 1 subunit (Gamma- 
adapt in) (Golgi adaptor HA1/AP1 adapt in gamma subunit) (Clathrin assembl 
y protein complex 1 gamma large chain).// 0// 766aa// 93% 
TESTI4008086 
TESTI4008305 
TESTI4009501 
TESTI40 10544 
TESTI40 10721 
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TESTI4010902// Echinoderm microtubule-associated protein-like 4 (EMAP-4) 
(Restrictedly overexpressed proliferation-associated protein) (Ropp 120 
).// 1.00E-56// 135aa// 35% 
TESTI4010979 
TESTI4011616 
TESTI4011744 
TESTI4011926 
TESTI4012258 
TESTI4012382 
TESTI4012623 
TESTI4012956 
TESTI4012960 

TESTI4013474// PTPLl-associated RhoGAP 1 [Homo sapiens]// 1.00E-133// 28 
3aa// 33% 

TESTI4013742// antigen identified by monoclonal antibody 2A8 [Mus muscul 

us]// 0// 640aa// 70% 

TESTI4013774 

TESTI4013960 

TESTI4013962 

TESTI4014262 

TESTI4014415 

TESTI4014891 

TESTI4014908// dedicator of cyto-kinesis 2 [Mus muscul us]// 0// 825aa// 
92% 

TESTI4014932// Integral membrane glycoprotein gp210 precursor.// 0// 580 

aa// 40% 

TESTI4014977 

TESTI4015129 

TESTI4015339 
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TESTI4016848 
TESTI4017229 

TESTI4017382// Copine VII.// 1.00E-152// 250aa// 72% 

TESTI4017647// homolog-1 ike; Jerky, mouse, homolog-like [Homo sapiens]// 

2. OOE-07// 67aa// 37% 
TESTI40 17854 

TESTI4018436// Ubiquitin fusion degradation protein 1 homolog (UB fusion 

protein 1).// 5.00E-70// 125aa// 100% 
TESTI4018506// tomosyn [Rattus norvegicus]// 0// 689aa// 85% 
TESTI4019149 

TESTI4020342// H326 [Homo sapiens]// 0// 370aa// 61% 
TESTI4020596// calpain 5 [Homo sapiens]// 0// 629aa// 98% 
TESTI4020819// complement-clq tumor necrosis factor-related protein 6 [H 
omo sapiens]// 2.00E-74// 135aa// 87% 
TESTI4021129 

TESTI4021197// Regulator of G-protein signaling 3 (RGS3) (RGP3) . // 0// 4 

79aa// 92% 

TESTI4021377 

TESTI4021569// ATP-binding cassette, sub-family B, member 8, mitochondri 
al precursor (Mitochondrial ATP-binding cassette 1) (M-ABC1).// 0// 343a 
a// 77% 

TESTI4021713// synaptonemal complex protein 2 [Homo sapiens]// 1.00E-46/ 

/ 108aa// 40% 

TESTI4021821 

TESTI4022158// transmembrane receptor Unc5H2 [Rattus norvegicus]// 0// 8 
12aa// 87% 

TESTI4023096// solute carrier family 12 (potassium/chloride transporters 
), member 6; potassium/chloride transporter 3 [Homo sapiens]// 0// 901aa 
// 89% 
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TESTI4023172 
TESTI4023654 
TESTI4024240 
TESTI4024245 

TESTI4024294// WW domain binding protein 2 [Mus musculus]// 3.00E-30// 6 
8aa// 48% 

TESTI4024494// zinc-binding protein Rbcc728 [Homo sapiens]// 1.00E-111// 

190aa// 46% 
TESTI4025062 
TESTI4025401 
TESTI4025908 

TESTI4026080// family member, chromosome-associated protein C [Homo sapi 

ens]// 0// 1137aa// 88% 

TESTI4026680 

TESTI4027139 

TESTI4027170 

TESTI4027262 

TESTI4027660 

TESTI4028042// NYD-SP11 protein [Homo sapiens]// 0// 610aa// 90% 

TESTI4028182// 116 kDa U5 small nuclear r ibonucleoprotein component (U5 

snRNP- specific protein, 116 kDa) (U5-116 kDa).// 0// 642aa// 95% 

TESTI4029023 

TESTI4029297 

TESTI4029651 

TESTI4029676 

TESTI4029731 

TESTI4029743 

TESTI4030319 

TESTI4030673 
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TESTI4030864 
TESTI4031066 

TESTI4031173// Contact in 2 precursor (Axonin-1) (Axonal glycoprotein TAG 
-1) (Transient axonal glycoprotein 1) (TAX-1).// 1.00E-29// 93aa// 30% 
TESTI4031818 

TESTI4032128// Amyloid-like protein 2 precursor (Amyloid protein homolog 
) (APPH) (CDEI-box binding protein) (CDEBP) . // 0// 564aa// 84% 
TESTI4032270 
TESTI4032375 

TESTI4032834// trinucleotide repeat containing 11 (THR-associated protei 
n, 230 kDa subunit); thyroid hormone receptor-associated protein, 230 kD 
a subunit [Homo sapiens]// 0// 359aa// 66% 
TESTI4032856 

TESTI4032913// Ankyrin 2 (Brain ankyrin) (Ankyrin B) (Ankyrin, nonerythr 
oid).// 1.00E-30// 106aa// 30% 

TESTI4033177// Dual specificity protein phosphatase 8 (EC 3.1.3.48) (EC 

3.1.3.16) (Dual specificity protein phosphatase hVH-5).// 2.00E-57// 110 

aa// 92% 

TESTI4034633 

TESTI4034973 

TESTI4035770 

TESTI4035872 

TESTI4035898 

TESTI4035989 

TESTI4036012 

TESTI4036048// Sorting nexin 1.// 0// 457aa// 90% 
TESTI4037228 

TESTI4037949// Kelch-like protein X.// 1.00E-129// 241aa// 44% 
TESTI4038047 
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TESTI4038758 

TESTI4039451// B29 protein [Homo sapiens]// 3.00E-34// 73aa// 38% 
TESTI4039575// Telomeric repeat binding factor 1.// 2.00E-12// 62aa// 10 
0% 

TESTI4039744 

TESTI4039904// Zinc finger protein 85 (Zinc finger protein HPF4) (HTF1). 

// 0// 298aa// 72% 

TESTI4040197 

TESTI4040559// Cycl ic-nucleot ide -gated olfactory channel (Cycl ic-nucleot 

ide-gated cation channel 2) (CNG channel 2) (CNG-2) (CNG2) (Aorta CNG ch 

annel) (RACNG) . // 0// 600aa// 90% 

TESTI4040598 

TESTI4040804 

TESTI4041049// leucine-rich neuronal protein [Homo sapiens]// 2.00E-72// 
136aa// 90% 

TESTI4041482// Rattus norvegicus SEC15 homolog (S. cerevisiae) (Secl5), 

mRNA// 0// 700aa// 88% 

TESTI4041832 

TESTI4041984// latent transforming growth factor beta binding protein 4 

[Homo sapiens]// 0// 732aa// 86% 

TESTI4042420 

TESTI4042846 

TESTI4043067 

TESTI4043166// lymphocyte specific formin related protein; formin-relate 

d gene in leukocytes [Mus musculus]// 1.00E-137// 257aa// 60% 

TESTI4043223 

TESTI4043371 

TESTI4043378 

TESTI4044076 
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TESTI4044291 
TESTI4044770 
TESTI4045168 
TESTI4045330 
TESTI4045470 

TESTI4046073// Rho-GTPase-activating protein 6 (Rho-type GTPase-activat i 

ng protein RhoGAPX-l) .// 1.00E-75// 177aa// 36% 

TESTI4046090 

TESTI4046245 

TESTI4046328 

TESTI4046450 

TESTI4046873 

TESTI4046962 

TESTI4047119// AIM-1 protein [Homo sapiens]// 1.00E-38// 82aa// 35% 
TESTI4047305 

TESTI4047328// otogelin [Mus musculus]// 0// 1009aa// 65% 

TESTI4047437 

TESTI4047569 

TESTI4047746 

TESTI4047808 

TESTI4048232 

TESTI4048296 

TESTI4048545 

TESTI4048619 

TESTI4049110 

TESTI4049552 

TESTI4049562 

TESTI4049677 

TESTI4049786// Hexokinase, type I (EC 2.7.1.1) (HK I) (Brain form hexoki 
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nase) . // 0// 892aa// 99% 
TESTI4049863 

TESTI4049899// deleted in malignant brain tumors 1 isoform c precursor [ 

Homo sapiens]// 6.00E-44// 79aa// 45% 

TESTI4050293 

TESTI4050954 

TESTI4051015// Aquaporin 7 (Aquaporin-7 like) (Aquapor in adipose) (AQPap 

).//!. 00E-17// 45aa// 86% 

TESTI4051054 

TESTI4051388 

TESTI4051424// M-protein, striated muscle.// 0// 511aa// 43% 

TESTI4051504 

TESTI4051747 

TESTI4051858 

TESTI4051865// Tight junction protein Z0-3 (Zonula occludens 3 protein) 

(Zona occludens 3 protein) (Tight junction protein 3).// 0// 825aa// 88% 

TESTI4051952 

TESTI4052132 

TESTI4052217 

TESTI4052219// Potential phosphol ipid-transporting ATPase IH (EC 3.6.3.1 

3).// 0// 670aa// 92% 

TESTI4052430 

TESTI4052598// C-type lect in-like receptor-1 [Homo sapiens]// 7.00E-29// 
67aa// 33% 

TESTI4052775// Krueppel -related zinc finger protein 1 (HKR1 protein) (Fr 

agment).// 1.00E-29// 78aa// 32% 

THYMU2008207 

THYMU2038199 

THYMU3000390 
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THYMU3000776 
THYMU3001082 
THYMU3001593 
THYMU3001776 

THYMU3002825// alpha 1, 2-mannosidase [Homo sapiens]// 1.00E-169// 282aa/ 

/ 100% 

THYMU3002887 

THYMU3003007 

THYMU3003350 

THYMU3003958 

THYMU3004628 

THYMU3004632 

THYMU3007308 

THYMU3007559 

THYMU3008105// Zinc finger protein 74.// 0// 490aa// 90% 

THYMU3008935 

THYMU3009643 

THYMU3009755 

THYMU3011012 

THYMU3011244 

THYMU3011360 

THYMU3011534 

THYMU3011556 

THYMU3011717// exocyst component protein 70 kDa homolog (S. cerevisiae)/ 
/ 1.00E-25// 62aa// 100% 

THYMU3012402// Import in alpha-1 subunit (Karyopherin alpha-1 subunit) (S 
RPl-beta) (RAG cohort protein 2) (Nucleoprotein interactor 1) (NPI-1).// 

0// 322aa// 95% 
THYMU3012907 
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THYMU30 12983// zinc finger protein 14 (KOX 6); GIOT-4 for gonadotropin i 
nducible transcription repressor-4 [Homo sapiens]// 1.00E-156// 265aa// 
54% 

THYMU3013114 
THYMU3013197 
THYMU3013241 
THYMU3013470 

THYMU3013785// novel SH2-containing protein 3 [Homo sapiens]// 0// 457aa 
// 90% 

THYMU3013897 
THYMU3014038 

THYMU3014173// HLA class I histocompatibility antigen, alpha chain E*010 
1/E*0102 precursor.// 8.00E-26// 60aa// 57% 

THYMU3014372// DNA replication licensing factor MCM2 (Nuclear protein BM 
28) . // 0// 743aa// 96% 

THYMU3014620// F-box protein Li Una [Homo sapiens].// 1.00E-123// 239aa/ 

/ 100% 

THYMU3014701 

THYMU3015042 

THYMU3015457 

THYMU3015571// 10 kDa heat shock protein, mitochondrial (HsplO) (10 kDa 
chaperonin) (CPN10).// 5.00E-18// 44aa// 100% 

THYMU30 15647// serpentine receptor (secretin receptor superfamily member 
with s; serpentine receptor; secretin receptor [Mus musculus]// 4.00E-5 
7// 151aa// 30% 

THYMU3016518// Ig gamma-1 chain C region.// 0// 304aa// 94% 
THYMU3016822// erythroblast macrophage protein [Mus musculus]// 1.00E-42 
// 80aa// 97% 
THYMU3017761 
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THYMU3018151 
THYMU3018896 
THYMU3019095 
THYMU30 19476 
THYMU30 19605 
THYMU3019916 

THYMU3020221// Ig gamma-1 chain C region.// 0// 315aa// 95% 
THYMU3020869// BMAL1 protein (Brain and muscle ARNT-1 ike 1) (Member of P 
AS protein 3) (M0P3) (BHLH-PAS protein JAP3) . // 1.00E-45// 89aa// 83% 
THYMU3020970 

THYMU3021404// differentiation-associated Na-dependent inorganic phospha 
te cotr; differentiation-associated Na-dependent inorganic phosphate cot 
ransporter [Homo sapiens]// 0// 417aa// 75% 

THYMU3021586// Sterol regulatory element binding protein-1 (SREBP-l) (St 
erol regulatory element -binding transcription factor 1).// 0// 774aa// 8 
6% 

THYMU3021755// solute carrier family 4, sodium bicarbonate cotransporter 

, member 8 [Homo sapiens]// 1.00E-169// 294aa// 93% 

THYMU3021900 

THYMU3022211 

THYMU3022434// Monocytic leukemia zinc finger protein (Zinc finger prote 

in 220).// 0// 537aa// 81% 

THYMU3022528 

THYMU3022668 

THYMU3022982 

THYMU3023107 

THYMU3023394 

THYMU3023400// amino acid transporter 2 [Homo sapiens]// 4.00E-19// 71aa 
// 25% 
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THYMU3023797 
THYMU3024164 
THYMU3024339 

THYMU3025118// Cell surface glycoprotein MUC18 precursor (Melanoma-assoc 

iated antigen MUC18) (Melanoma-associated antigen A32) (S-endo 1 endothe 

lial- associated antigen) (CD146 antigen) (Melanoma adhesion molecule)./ 

/ 0// 493aa// 95% 

THYMU3025313 

THYMU3025642 

THYMU3025683// Ras interaction/interference protein 1.// 8.00E-36// 111a 

a// 30% 

THYMU3025772 

THYMU3026000// zinc finger protein interacting with K protein 1 [Mus mus 
cuius]// 0// 335aa// 70% 

THYMU3026306// alpha 1, 2-mannosidase [Homo sapiens]// 1.00E-169// 282aa/ 
/ 100% 

THYMU3026350 

THYMU3026479// secretory pathway component Sec31B-l [Homo sapiens]// 0// 
385aa// 95% 

THYMU3026532// Integrin beta-2 precursor (Cell surface adhesion glycopro 

teins LFA- l/CR3/pl50, 95 beta-subunit) (CD18) (Complement receptor C3 be 

ta- subunit).// 0// 701aa// 93% 

THYMU3026783 

THYMU3026869 

THYMU3027251 

THYMU3027540 

THYMU3027655 

THYMU3027671// extra spindle poles, S. cerevisiae, homolog of [Homo sapi 
ens]// 1.00E-176// 306aa// 91% 
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THYMU3028075 
THYMU3028461 

THYMU3028702// chromosome condensation-related SMC-associated protein 1; 

chromosome condensat ion- related SMC-associated protein 1; KIAA0159 gene 

product [Homo sapiens]// 0// 1278aa// 91% 
THYMU3029188 
THYMU3029318 
THYMU3029421 

THYMU3029719// AAA-ATPase T0B3 [Homo sapiens]// 6.00E-52// 105aa// 85% 

THYMU3029774 

THYMU3029795 

THYMU3030072// Zinc finger protein 84 (Zinc finger protein HPF2).// 0// 

365aa// 51% 

THYMU3030706 

THYMU3030752 

THYMU3031146 

THYMU3031402 

THYMU3031612 

THYMU3031868 

THYMU3031878 

THYMU3032032// Natural killer cell receptor BY55 precursor (CD160 antige 
n).// 2.00E-20// 46aa// 95% 

THYMU3032798// Focal adhesion kinase 2 (EC 2.7.1.112) (FADK 2) (Proline- 

rich tyrosine kinase 2) (Cell adhesion kinase beta) (CAK beta).// 0// 51 

2aa// 85% 

THYMU3032867 

THYMU3033626 

THYMU3033630 

THYMU3033649// T-cell surface glycoprotein CD3 zeta chain precursor (T-c 
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ell receptor T3 zeta chain).// 2.00E-57// llOaa// 94% 

THYMU3033754// basement membrane- induced gene [Homo sapiens]// 6.00E-25/ 

/ 89aa// 32% 

THYMU3033759// Eukaryotic translation initiation factor 4 gamma (eIF-4-g 

amma) (elF- 4G) (eIF4G) (P220).// 0// 522aa// 68% 

THYMU3034099 

THYMU3034453 

THYMU3034616 

THYMU3034671// histone deacetylase 7A, isoform b; histone deacetylase 7A 

; histone deacetylase 7 [Homo sapiens]// 0// 412aa// 96% 

THYMU3034853 

THYMU3034867 

THYMU3034983 

THYMU3036200 

THYMU3036310 

THYMU3036934 

THYMU3036953// mosaic serine protease [Homo sapiens]// 3.00E-13// 100aa/ 
/ 39% 

THYMU3037052// HIV TAT specific factor 1; cofactor required for Tat acti 
vat ion of HIV-1 transcription [Homo sapiens]// 1.00E-31// 80aa// 45% 
THYMU3037192// potassium large conductance calcium-activated channel, su 
bfamily M, alpha member 1 [Mus musculus]// 8.00E-94// 166aa// 100% 
THYMU3037617 

THYMU3037772// Ig gamma-1 chain C region.// 0// 313aa// 94% 

THYMU3037827 

THYMU3037856 

THYMU3037867 

THYMU3037909 

THYMU3037980 
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THYMU3038158// Acetylcholinesterase collagenic tail peptide precursor (A 
ChE Q subunit) (Acetylchol inesterase-associated collagen).// 1.00E-138// 

237aa// 79% 
THYMU3038167 
THYMU3038214 
THYMU3038266 

THYMU3038347// tumor stroma and activated macrophage protein DLM-1 [Homo 

sapiens]// 3.00E-93// 159aa// 100% 
THYMU3038375// interrupting locus; SCL interrupting locus [Homo sapiens] 
// 0// 573aa// 96% 

THYMU3038603// WW domain binding protein 2 [Mus musculus]// 3.00E-48// 1 

13aa// 98% 

THYMU3038687 

THYMU3038759 

THYMU3038879 

THYMU3038970 

THYMU3039807 

THYMU3039846 

THYMU3040068 

THYMU3040126 

THYMU3040146 

THYMU3040168 

THYMU3040172// T-cell differentiation antigen CD6 precursor (T12) (TP120 

).// 0// 563aa// 84% 

THYMU3040725 

THYMU3040746// Ig gamma-2 chain C region.// 1.00E-166// 282aa// 88% 
THYMU3040816// VAMP (vesicle-associated membrane protein) -associated pro 
tein B and C; VAMP-associated protein C; VAMP-associated protein B; VAMP 
-associated 33 kDa protein [Homo sapiens]// 1.00E-45// 91aa// 100% 



llil£# 2004-3059661 



mm 2003-102207 



^-v: 536/ 



THYMU3040829// Cold-inducible RNA-binding protein (Glycine-rich RNA-bind 
ing protein CIRP) (A18 hnRNP).// 7.00E-34// 70aa// 100% 
THYMU3040830// AD-012 protein [Homo sapiens]// 1.00E-28// 84aa// 97% 
THYMU3041354 
THYMU3041386 

THYMU3041428// Homo sapiens prp28, U5 snRNP 100 kd protein [Homo sapiens 

]// 0// 599aa// 87% 

THYMU3041573 

THYMU3041603// gamma-tubul in complex protein 2 [Homo sapiens]// 1.00E-27 

// 59aa// 100% 

THYMU3041736 

THYMU3041918 

THYMU3042075 

THYMU3042321 

THYMU3042758 

THYMU3043200// Splicing factor 3A subunit 3 (Spliceosome associated prot 

ein 61) (SAP 61) (SF3a60).// 0// 479aa// 95% 

THYMU3043327 

THYMU3043482 

THYMU3043688 

THYMU3043779// Phospholipid scramblase 4 (PL scramblase 4) (Ca2+ depende 

nt phospholipid scramblase A).// 6.00E-69// 123aa// 93% 

THYMU3043883 

THYMU3043993 

THYMU3044075 

THYMU3044188 

THYMU3044441 

THYMU3044445 

THYMU3045510// dedicator of cyto-kinesis 2 [Mus musculus]// 0// 321aa// 
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85% 

THYMU3045673 
THYMU3045692 
THYMU3045704 
THYMU3046140 

THYMU3046360// F-box only protein 3.// 0// 393aa// 95% 

THYMU3047115// Sarcoplasmic/endoplasmic reticulum calcium ATPase 1 (EC 3 

.6.3.8) (Calcium pump 1) (SERCAl) (SR Ca (2+) -ATPase 1) (Calcium-transpor 

ting ATPase sarcoplasmic reticulum type, fast twitch skeletal muscle iso 

form) (Endoplasmic reticulum class 1/2 Ca(2+) ATPase).// 0// 826aa// 95% 

THYMU3047144 

THYMU3047156 

THYMU3047513 

THYMU3047542 

THYMU3047760// cleft lip and palate associated transmembrane protein 1 [ 
Homo sapiens]// 3.00E-46// 80aa// 59% 

THYMU3047891// oxidoreductase UCPA [Homo sapiens]// 8.00E-59// lllaa// 8 
4% 

TKIDN2000319 

TKIDN2003396// Homo sapiens paternally expressed 10 (PEG10), mRNA// 3.00 

E-17// 310aa// 22% 

TKIDN2010602 

TKIDN2011051 

TKIDN2011160// ADAM-TS 3 precursor (EC 3.4.24.-) (A disintegrin and meta 
lloproteinase with thrombospondin motifs 3) (ADAMTS-3) (ADAM-TS3) (Fragm 
ent).// 1.00E-114// 176aa// 64% 
TLIVE2000142 

TLIVE2001616// Zinc finger protein 84 (Zinc finger protein HPF2) .// 1.00 
E-177// 285aa// 50% 
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TLIVE2007736// solute carrier family 9 (sodium/hydrogen exchanger), isof 
orm 3 regulatory factor 1 [Homo sapiens]// 2.00E-95// 172aa// 85% 
TLIVE2008797 

TLUNG2000654// Keratin, type II cytoskeletal 7 (Cytokeratin 7) (K7) (CK 
7) . // 0// 361aa// 79% 

TLUNG2001445// Ig alpha-1 chain C region.// 0// 326aa// 92% 
TLUNG2001600// Ig gamma-4 chain C region.// 0// 311aa// 95% 
TLUNG2001810 
TLUNG2002055 

TRACH20 11057// D-type eye 1 in- interact ing protein 1; MAID protein [Homo s 

apiens]// 3.00E-89// 161aa// 89% 

TRACH2013585 

TRACH2019080 

TRACH2022113 

TRACH2024730// SH3-domain binding protein 4 [Homo sapiens]// 1.00E-178// 

320aa// 47% 
TRACH3002188 
TRACH3002293 

TRACH3002752// ubiqui tin-protein ligase e3 componen n-recognin [Mus muse 

ulus]// 1.00E-24// 82aa// 30% 

TRACH3002890 

TRACH3003037// Putative Rho/Rac guanine nucleotide exchange factor (Rho/ 
Rac GEF) (Faciogenital dysplasia protein homolog).// 3.00E-75// 175aa// 
30% 

TRACH3003357// SH3 domain protein D19; SH3 domain containing protein D 1 
9; SH3 domain-containing protein [Mus musculus]// 0// 321aa// 76% 
TRACH3003458// Zinc finger protein 208.// 0// 436aa// 62% 
TRACH3003872 
TRACH3004113 
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TRACH3004288 

TRACH3004412// clusterin-1 ike 1 (retinal); unknown prepropept ide specif i 

c to rod photoreceptor [Homo sapiens]// 0// 445aa// 95% 

TRACH3004424// Zinc finger protein 91 (Zinc finger protein HTF10) (HPF7) 

.// 0// 559aa// 59% 

TRACH3004596 

TRACH3004747// organic anion transporter 0ATP-E [Homo sapiens]// 1.00E-1 
29// 251aa// 40% 

TRACH3005173// Breakpoint cluster region protein (EC 2.7.1.-).// 9.00E-8 
5// 157aa// 83% 

TRACH3005191// androgen- induced prostate proliferative shutoff associate 
d protein [Homo sapiens]// 0// 516aa// 87% 

TRACH3005274// Glycosyl transferase ALG11 (EC 2.4.1.-).// 1.00E-47// 104a 
a// 37% 

TRACH3005699// mucin 16; CA125 ovarian cancer antigen [Homo sapiens]// 0 
// 1037aa// 90% 

TRACH3006379// Keratin, type II cytoskeletal 7 (Cytokeratin 7) (K7) (CK 

7).// 1.00E-106// 212aa// 74% 

TRACH3006397 

TRACH3006717 

TRACH3006800// mucin 16; CA125 ovarian cancer antigen [Homo sapiens]// 0 

// 901aa// 90% 

TRACH3007274 

TRACH3007625// Hemolysin III (HLY-III).// 8.00E-06// 60aa// 25% 

TRACH3007689 

TRACH3007995 

TRACH3008042// Membrane component, chromosome 17, surface marker 2 (Ovar 
ian carcinoma antigen CA125) (1A1-3B) (Next to BRCA1 gene 1 protein).// 
0// 327aa// 100% 
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TRACH3008508// GC-rich sequence DNA-binding factor homolog.// 1.00E-109/ 

/ 198aa// 85% 

TRACH3008632 

TRACH3009008// Thioredoxin reductase (EC 1.6.4.5).// 0// 456aa// 95% 
TRACH3009061// ATP-binding cassette, sub-family A, member 1 (ATP-binding 

cassette transporter 1) (ATP-binding cassette 1) (ABC-1).// 1.00E-138// 

265aa// 41% 

TRACH3009701// dynein, axonemal, heavy polypeptide 9, isoform 2// 1.00E- 
165// 329aa// 36% 

TRACH3010079// Homo sapiens C0P9 constitutive photomorphogenic homolog s 
ubunit 5 (Arabidopsis) (C0PS5)// 1.00E-143// 246aa// 91% 
TRACH3010167// Transcription factor Sp3 (SPR-2) (Fragment).// 1.00E-40// 
72aa// 67% 

TRACH3010342// Nuclear receptor ROR-gamma (Nuclear receptor RZR-gamma)./ 

/ 4. 00E-46// 86aa// 100% 

TRACH3010382 

TRACH3011082// Ig kappa chain V-III region HAH precursor.// 3.00E-51// 1 
00aa// 77% 

TRACH3011184// Ig kappa chain V-III region CLL precursor (Rheumatoid fac 
tor).// 5.00E-53// lOlaa// 78% 

TRACH301 1282// Allograft inflammatory factor-1 (AIF-l) (Ionized calcium- 
binding adapter molecule 1).// 5.00E-46// 94aa// 56% 

TRACH3011313// Branched-chain amino acid aminotransferase, cytosolic (EC 

2.6.1.42) (BCAT(C)) (ECA39 protein) .// 0// 320aa// 88% 
TRACH3011454 

TRACH3011503// UDP-N-acetylhexosamine pyrophosphorylase (Antigen X) (AGX 
) (Sperm- associated antigen 2) [Includes: UDP-N-acetylgalactosamine pyr 
ophosphorylase (EC 2.7.7.-) (AGX-l) ; UDP-N-acetylglucosamine pyrophospho 
rylase (EC 2.7.7.23) (AGX-2)].// 1.00E-109// 197aa// 55% 
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TRACH3011538 

TRACH3012106// erythrocyte protein band 4. 1-1 ike 3 [Mus musculus]// 0// 

610aa// 74% 

TRACH3012460 

TRACH3012659// Ig heavy chain V-III region VH26 precursor.// 4.00E-51// 

95aa// 86% 

TRACH3012718 

TRACH3012864 

TRACH3012891// ATPase, Class I. type 8B, member 1; benign recurrent intr 

ahepatic cholestasis; progressive familial intrahepatic cholestasis 1, B 

yler disease; familial intrahepatic cholestasis 1, (progressive, Byler d 

isease and benign recurrent); ATPase , Class I, type 8B, member 1 [Homo s 

apiens]// 6.00E-42// 85aa// 84% 

TRACH3013043 

TRACH3013072 

TRACH3013684 

TRACH3013900 

TRACH3014063 

TRACH3014183 

TRACH3014580 

TRACH3015136// Polypeptide N-acetylgalactosaminyltransferase (EC 2.4.1.4 
1) (Protein- UDP acetylgalactosaminyl transferase) (UDP-GalNAc;polypept id 
e, N- acetylgalactosaminyltransferase) (GalNAc-Tl) .// 3.00E-67// 117aa// 
56% 

TRACH3015346 
TRACH3015354 
TRACH3015467 

TRACH30 15951// Zinc finger protein 151 (Myc- interact ing zinc finger prot 
ein) (Miz-1 protein).// 4.00E-53// 156aa// 26% 
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TRACH3016264 
TRACH3016368 

TRACH3016455// calpain 10, isoform e; calcium-activated neutral protease 

[Homo sapiens]// 1.00E-162// 267aa// 91% 
TRACH30 16805// Ankyrin 2 (Brain ankyrin) (Ankyrin B) (Ankyrin, nonerythr 
oid).// 1.00E-30// 106aa// 30% 
TRACH3016885 
TRACH3016992 
TRACH30 17409 

TRACH3018108// 51 kDa FK506-binding protein (FKBP51) (Pept idyl-pro lyl ci 
s-trans isomerase) (EC 5.2.1.8) (PPiase) (Rotamase) . // 0// 407aa// 89% 
TRACH3018191 
TRACH3018240 

TRACH3018261// 1, 2-alpha-mannosidase IC [Homo sapiens]// 4.00E-76// 139a 
a// 100% 

TRACH3018519// Coatomer beta' subunit (Beta' -coat protein) (Beta' -COP) ( 
pl02).// 1.00E-22// 47aa// 100% 

TRACH3018524// Protein-tyros ine phosphatase beta precursor (EC 3.1.3.48) 

(R-PTP- beta) . // 0// 1251aa// 96% 
TRACH3018606// SH3/ankyrin domain gene 3 [Rattus norvegicus]// 8.00E-26/ 
/ 80aa// 68% 
TRACH3018783 

TRACH3018907// Ig alpha-1 chain C region.// 0// 325aa// 92% 
TRACH3018943 

TRACH3019058// Ig delta chain C region.// 1.00E-78// 137aa// 99% 
TRACH3019370// ATP-binding cassette, sub-family A, member 1 (ATP-binding 

cassette transporter 1) (ATP-binding cassette 1) (ABC-1).// 1.00E-122// 

264aa// 34% 

TRACH3019621// UDP-N-acetylglucosamine-- dol ichyl -phosphate N- acetylgluc 
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osaminephosphotransf erase (EC 2.7.8.15) (GPT) (G1PT) (N-acetylglucosamin 

e-l-phosphate transferase) (GlcNAc-l-P transferase).// 0// 367aa// 89% 

TRACH3019807// Antigen LY-9 precursor.// 4.00E-47// 103aa// 48% 

TRACH3020137 

TRACH3020563 

TRACH3020605 

TRACH3020769// Myosin heavy chain, nonmuscle type B (Cellular myosin hea 
vy chain, type B) (Nonmuscle myosin heavy chain-B) (NMMHC-B).// 2. OOE-31 
// 159aa// 21% 

TRACH3020930// Ig gamma- 1 chain C region.// 1.00E-166// 284aa// 80% 
TPvACH3021023// Ig delta chain C region.// 0// 354aa// 92% 
TRACH3021335 

TRACH3021373// autoantigen [Homo sapiens]// 0// 836aa// 86% 
TRACH3021544// ubiqui tin-spec if ic processing protease [Homo sapiens]// 1 
.OOE-127// 276aa// 44% 

TRACH3021778// Nucleolin (Protein C23).// 6.00E-50// 100aa// 85% 
TRACH3021834 

TRACH3021883// Neuronal PAS domain protein 2 (Neuronal PAS2) (Member of 
PAS protein 4) (M0P4).// 2.00E-73// 140aa// 75% 
TRACH3022109// rec [Homo sapiens]// 1.00E-107// 173aa// 59% 
TRACH3022198 

TRACH3022296// DnaJ homolog subfamily B member 1 (Heat shock 40 kDa prot 
ein 1) (Heat shock protein 40) (HSP40) . // 9.00E-32// 63aa// 56% 
TRACH3022732 

TRACH3022758// dual oxidase 1 [Homo sapiens]// 0// 546aa// 97% 

TRACH3022960// Dyne in beta chain, ciliary.// 0// 386aa// 35% 

TRACH3023063 

TRACH3023203 

TRACH3023242 
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TRACH3023373// Colorectal mutant cancer protein (MCC protein).// 0// 638 
aa// 84% 

TRACH3023516// 65 kDa FK506-binding protein precursor (EC 5.2.1.8) (FKBP 

65) (FKBPRP) (Peptidyl-prolyl cis-trans isomerase) (PPiase) (Rotamase) ( 

Immunophilin FKBP65) . // 0// 333aa// 60% 

TRACH3023752 

TRACH3023945 

TRACH3023960// dynein, axonemal, heavy polypeptide 8 [Homo sapiens]// 0/ 
/ 551aa// 69% 

TRACH3024020// calcium/calmodul in-dependent protein kinase kinase 1, alp 
ha [Rattus norvegicus]// 1.00E-119// 208aa// 91% 

TRACH3024081// Potential phosphol ip id-transport ing ATPase ID (EC 3.6.3.1 

3) (Fragment).// 5.00E-79// 136aa// 72% 

TRACH3024342 

TRACH3024423 

TRACH3024428 

TRACH3024512 

TRACH3024671// squamous cell carcinoma antigen recognized by T cell [Horn 

o sapiens]// 0// 602aa// 96% 

TRACH3024823 

TRACH3025316// Import in alpha-6 subunit (Karyopherin alpha-5 subunit) (I 
mportin alpha S2).// 1.0OE-165// 288aa// 92% 

TRACH3025346// Organic cat ion/carnit ine transporter 2 (Solute carrier fa 
mily 22, member 5) (High-affinity sodium-dependent carnitine cotransport 
er).// 1.00E-108// 195aa// 88% 
TRACH3025520 

TRACH3026283// ataxin 2; olivopontocerebellar ataxia 2, autosomal domina 
nt [Homo sapiens]// 1.00E-100// 179aa// 69% 
TRACH3026299// Ig delta chain C region.// 0// 353aa// 92% 
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TRACH3026303 
TRACH3026542 

TRACH3026650// Act in cross- 1 inking family protein 7 (Macrophin) (Trabecu 
lin-alpha) (620 kDa act in-binding protein) (ABP620) . // 0// 351aa// 82% 
TRACH3026676 
TRACH3026949 

TRACH3027229// Homo sapiens diacylglycerol 0-acyl transferase homolog 2 ( 

mouse) (DGAT2) , mRNA// 1.00E-64// 252aa// 48% 

TRACH3027681 

TRACH3027701// phosphat idyl inositol 4-kinase type II [Homo sapiens]// 1. 

00E-158// 265aa// 68% 

TRACH3028164 

TRACH3028180// Zinc finger protein 29 (Zfp-29).// 0// 530aa// 86% 

TRACH3028441// Ig delta chain C region.// 0// 355aa// 92% 

TRACH3028597// pallidin [Homo sapiens]// 4.00E-21// 48aa// 100% 

TRACH3028837// Smoothelin.// 0// 564aa// 60% 

TRACH3028855 

TRACH3029139 

TRACH3029329 

TRACH3029462// Act in cross-linking family protein 7 (Macrophin) (Trabecu 
lin-alpha) (620 kDa act in-binding protein) (ABP620).// 0// 735aa// 59% 
TRACH3029520 
TRACH3029592 

TRACH3029670// Ig delta chain C region.// 0// 355aa// 92% 
TRACH3030176// CDC4-like protein (Beige-like protein) (Fragment).// 1.00 
E-123// 278aa// 37% 

TRACH3030855// Placental thrombin inhibitor (Cytoplasmic ant iproteinase) 

(CAP) (Protease inhibitor 6).// 1.00E-157// 272aa// 94% 
TRACH3031316// Ig kappa chain V-IV region B17 precursor.// 2.00E-57// 10 
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9aa// 81% 

TRACH3031660// cAMP-dependent protein kinase type II-beta regulatory cha 
in.// 0// 384aa// 92% 

TRACH3031678// Natural resistance-associated macrophage protein 2 (NRAMP 

2) (Divalent metal transporter 1) (DMT1) .// 0// 358aa// 91% 
TRACH3032044 

TRACH3032150// Cysteine sulfinic acid decarboxylase (EC 4.1.1.29) (Sulfi 
noalanine decarboxylase) (Cysteine-sulf inate decarboxylase).// 1.00E-126 
// 205aa// 60% 
TRACH3032480 

TRACH3032570// Homo sapiens syndecan binding protein (syntenin) (SDCBP), 
mPvNA// 1.00E-167// 296aa// 99% 
TRACH3033535 

TRACH3034680// Ig delta chain C region.// 1.00E-150// 293aa// 63% 

TRACH3035451 

TRACH3036004 

TRACH3036103// Ig heavy chain V-III region VH26 precursor.// 3.00E-48// 

88aa// 75% 

TRACH3036278 

TRACH3036750// Zinc finger protein 135.// 3.00E-94// 148aa// 48% 

TRACH3036792 

TRACH3036897 

TRACH3036932 

TRACH3037505// Ig delta chain C region.// 0// 354aa// 92% 
TRACH3038399// Eukaryotic translation initiation factor 2-alpha kinase 3 
precursor (EC 2.7.1.-) (PRKR-like endoplasmic reticulum kinase) (Pancre 
atic eIF2-alpha kinase) (HsPEK) . // 0// 912aa// 94% 
TST0M2000235 

TST0M2001571// Casein kinase I, delta isoform (EC 2.7.1.-) (CKI-delta) . / 
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/ 1.00E-144// 248aa// 93% 

TST0M2002611// thiamin pyrophosphokinase [Mus musculus]// 6.00E-64// 119 

aa// 65% 

TST0M2002682 

TUTER1000014 

TUTER2001433// Ig alpha-1 chain C region.// 0// 320aa// 92% 

UTERU2000300 

UTERU2014998 

UTERU2016464 

UTERU2016669 

UTERU2020226 

UTERU2022955 

UTERU2023941 

UTERU2024042// Casein kinase I, gamma 2 isoform (EC 2.7.1.-) (CKI-gamma 

2).// 9.00E-46// 88aa// 73% 

UTERU2027369 

UTERU2028377 

UTERU2029660 

UTERU2035926 

UTERU2037423// Zinc finger protein 135.// 4.00E-90// 144aa// 59% 
UTERU3000670// shroom [Mus musculus]// 0// 1134aa// 62% 
UTERU3001029// Echinoderm microtubule-associated protein-like 4 (EMAP-4) 
(Restrictedly overexpressed proliferation-associated protein) (Ropp 120 
) . // 0// 388aa// 58% 
UTERU3001394 

UTERU3001946// mucin 16; CA125 ovarian cancer antigen [Homo sapiens]// 0 
// 613aa// 89% 

UTERU3004635// Neuroblast differentiation associated protein AHNAK (Desm 
oyokin) (Fragments).// 0// 1453aa// 78% 
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UTERU3005264 
UTERU3005422 
UTERU3006538 
UTERU3006720 
UTERU3007108 

UTERU3009775// PAPIN [Rattus norvegicus]// 2.00E-28// 95aa// 90% 
UTERU3010029 

UTERU3010409// Aortic preferentially expressed protein 1 (APEG-1).// 3.0 
OE-61// 113aa// 100% 

UTERU3010604// Indoleamine 2, 3-d i oxygenase (EC 1.13.11.42) (IDO) (Indole 
amine- pyrrole 2, 3-d i oxygenase) . // 2.00E-38// 72aa// 55% 
UTERU3010892// adaptor-related protein complex 3, delta 1 subunit; adapt 
in, delta [Homo sapiens]// 3.00E-48// 91aa// 100% 

UTERU3010919// Serine/threonine-protein kinase NEK1 (EC 2.7.1.-) (NimA-r 

elated protein kinase 1).// 2.00E-58// 106aa// 43% 

UTERU3011092 

UTERU3011398// Collagen alpha 2(VI) chain precursor.// 1.00E-103// 184aa 

// 92% 

UTERU3011558 

UTERU3011579 

UTERU3011837// NG-CAM related cell adhesion molecule precursor (NR-CAM) 
(BRAVO).// 1.00E-47// 126aa// 61% 

UTERU30 12293// zinc finger protein 14 (K0X 6); GIOT-4 for gonadotropin i 
nducible transcription repressor-4 [Homo sapiens]// 1.00E-160// 278aa// 
48% 

UTERU3012414// Guanine nucleot i de-binding protein, alpha-12 subunit (G a 
lpha 12).// 1.00E-116// 211aa// 89% 
UTERU30 12476 
UTERU3012599 
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UTERU3012999// Homo sapiens CD27-binding (Siva) protein (SIVA), transcri 

pt variant 1, mRNA// 1.00E-56// 104aa// 100% 

UTERU3013167 

UTERU3013302// nuclear protein [Homo sapiens]// 0// 515aa// 92% 
UTERU3014274 

UTERU3014647// Sorting nexin 7.// 4.00E-26// 48aa// 44% 
UTERU3014906 

UTERU3015011// Paxillin.// 1.00E-168// 262aa// 93% 

UTERU3015299// NADH-ubi qui none oxidoreductase 20 kDa subunit, mitochondr 
ial precursor (EC 1.6.5.3) (EC 1.6.99.3) (Complex I-20KD) (CI-20KD) (PSS 
T subunit).// 1.00E-51// 97aa// 98% 

UTERU30 15647// Embigin precursor (Teratocarcinoma glycoprotein GP-70).// 

8.00E-48// 93aa// 78% 
UTERU3015844 

UTERU3016070// Zinc finger protein 29 (Zfp-29).// 1.00E-94// 196aa// 39% 

UTERU3016273 

UTERU3016274 

UTERU3016308// Smoothel in. // 0// 405aa// 65% 

UTERU3017441// plakophilin 4 [Homo sapiens]// 0// 922aa// 88% 

UTERU3017626// potassium voltage-gated channel, subfamily G, member 1; p 

otassium channel KH2 [Homo sapiens]// 1.00E-119// 219aa// 87% 

UTERU3017995// p47 [Homo sapiens]// 3.00E-55// 113aa// 87% 

UTERU3018172 

UTERU3018255 

UTERU3019708// Regulator of nonsense transcripts 1 (Nonsense mRNA reduci 
ng factor 1) (N0RF1) (Up-frameshift suppressor 1 homo log).// 0// 336aa// 
90% 

UTERU3020090 

UTERU3021231// five SH3 domains [Mus musculus]// 3.00E-59// lOlaa// 78% 
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UTERU3021850// ADAM-TS 7 precursor (EC 3.4.24.-) (A disintegrin and meta 
lloproteinase with thrombospondin motifs 7) (ADAMTS-7) (ADAM-TS7) . // 2.0 
OE-80// 163aa// 39% 

UTERU3022 168/7 membrane bound C2 domain containing protein [Rattus norve 
gicus]// 0// 810aa// 77% 

UTERU3022588// Cycl ic-AMP-dependent transcription factor ATF-2 (Activati 

ng transcription factor 2) (cAMP response element binding protein CRE- B 

PI) (HB16).// 0// 415aa// 85% 

UTERU3022922 

UTERU3023141 

UTERU3023413 

[0 3 2 7] 

imm) 

<210> 1957 
<211> 406 
<212> PRT 

<213> Homo sapiens 
<400> 1957 

Met Asp Gly Asn Asp Asn Val Thr Leu Leu Phe Ala Pro Leu Leu Arg 

15 10 15 

Asp Asn Tyr Thr Leu Ala Pro Asn Ala Ser Ser Leu Gly Pro Gly Thr 

20 25 30 

Asp Leu Ala Leu Ala Pro Ala Ser Ser Ala Gly Pro Gly Pro Gly Leu 

35 40 45 

Ser Leu Gly Pro Gly Pro Ser Phe Gly Phe Ser Pro Gly Pro Thr Pro 

50 55 60 

Thr Pro Glu Pro Thr Thr Ser Gly Leu Ala Gly Gly Ala Ala Ser His 
65 70 75 80 
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Gly Pro Ser Pro Phe Pro Arg Pro Trp Ala Pro His Ala Leu Pro Phe 

85 90 95 

Trp Asp Thr Pro Leu Asn His Gly Leu Asn Val Phe Val Gly Ala Ala 

100 105 110 

Leu Cys He Thr Met Leu Gly Leu Gly Cys Thr Val Asp Val Asn His 

115 120 125 

Phe Gly Ala His Val Arg Arg Pro Val Gly Ala Leu Leu Ala Ala Leu 

130 135 140 

Cys Gin Phe Gly Leu Leu Pro Leu Leu Ala Phe Leu Leu Ala Leu Ala 
145 150 155 160 

Phe Lys Leu Asp Glu Val Ala Ala Val Ala Val Leu Leu Cys Gly Cys 

165 170 175 

Cys Pro Gly Gly Asn Leu Ser Asn Leu Met Ser Leu Leu Val Asp Gly 

180 185 190 

Asp Met Asn Leu Ser He He Met Thr He Ser Ser Thr Leu Leu Ala 

195 200 205 

Leu Val Leu Met Pro Leu Cys Leu Trp He Tyr Ser Trp Ala Trp He 

210 215 220 

Asn Thr Pro He Val Gin Leu Leu Pro Leu Gly Thr Val Thr Leu Thr 
225 230 235 240 

Leu Cys Ser Thr Leu He Pro He Gly Leu Gly Val Phe He Arg Tyr 

245 250 255 

Lys Tyr Ser Arg Val Ala Asp Tyr He Val Lys Val Ser Leu Trp Ser 

260 265 270 

Leu Leu Val Thr Leu Val Val Leu Phe He Met Thr Gly Thr Met Leu 

275 280 285 

Gly Pro Glu Leu Leu Ala Ser He Pro Ala Ala Val Tyr Val He Ala 

290 295 300 

He Phe Met Pro Leu Ala Gly Tyr Ala Ser Gly Tyr Gly Leu Ala Thr 
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305 310 315 320 

Leu Phe His Leu Pro Pro Asn Cys Lys Arg Thr Val Cys Leu Glu Thr 

325 330 335 

Gly Ser Gin Asn Val Gin Leu Cys Thr Ala He Leu Lys Leu Ala Phe 

340 345 350 

Pro Pro Gin Phe He Gly Ser Met Tyr Met Phe Pro Leu Leu Tyr Ala 

355 360 365 

Leu Phe Gin Ser Ala Glu Ala Gly He Phe Val Leu He Tyr Lys Met 

370 375 380 

Tyr Gly Ser Glu Met Leu His Lys Arg Asp Pro Leu Asp Glu Asp Glu 
385 390 395 400 

Asp Thr Asp He Ser Tyr 
405 



<210> 1958 

<211> 496 

<212> PRT 

<213> Homo sapiens 

<400> 1958 

Met Asp Trp Ala Trp Arg He Leu Phe Leu Val Ala Ala Ala Thr Gly 

15 10 15 

Val His Ser Gin Ala Gin Leu Val Gin Ser Gly Ala Glu Ala Lys Lys 

20 25 30 

Pro Gly Ala Ser Val Lys He Ser Cys Lys Ala Ser Gly Tyr Pro Phe 

35 40 45 

Ser Gly Tyr Val Leu His Trp Leu Arg Gin Ala Pro Gly Gin Gly Leu 
50 55 60 
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Glu Trp Leu Gly Ser He Thr Ala Gly Tyr Asp Ala Thr Lys Tyr Ser 
65 70 75 80 

Gin Arg Phe Gin Asp Arg He Thr He Thr Arg Asp Thr Ser Ala Ser 

85 90 95 

Thr Val Tyr Leu Glu Trp Ser Ser Leu Thr Ser Asp Asp Thr Ala Val 

100 105 110 

Leu Tyr Cys Ala Arg Glu Gly Asp Glu Asp Tyr Gly Asp Ser Leu Gly 

115 120 125 

Ala Phe Asp Val Trp Gly Gin Gly Thr Leu Val Thr Val Ser Pro Ala 

130 135 140 

Ser Pro Thr Ser Pro Lys Val Phe Pro Leu Ser Leu Cys Ser Thr Gin 
145 150 155 160 

Pro Asp Gly Asn Val Val He Ala Cys Leu Val Gin Gly Phe Phe Pro 

165 170 175 

Gin Glu Pro Leu Ser Val Thr Trp Ser Glu Ser Gly Gin Gly Val Thr 

180 185 190 

Ala Arg Asn Phe Pro Pro Ser Gin Asp Ala Ser Gly Asp Leu Tyr Thr 

195 200 205 

Thr Ser Ser Gin Leu Thr Leu Pro Ala Thr Gin Cys Leu Ala Gly Lys 

210 215 220 

Ser Val Thr Cys His Val Lys His Tyr Thr Asn Pro Ser Gin Asp Val 
225 230 235 240 

Thr Val Pro Cys Pro Val Pro Ser Thr Pro Pro Thr Pro Ser Pro Ser 

245 250 255 

Thr Pro Pro Thr Pro Ser Pro Ser Cys Cys His Pro Arg Leu Ser Leu 

260 265 270 

His Arg Pro Ala Leu Glu Asp Leu Leu Leu Gly Ser Glu Ala Asn Leu 

275 280 285 

Thr Cys Thr Leu Thr Gly Leu Arg Asp Ala Ser Gly Val Thr Phe Thr 
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290 295 300 

Trp Thr Pro Ser Ser Gly Lys Ser Ala Val Gin Gly Pro Pro Asp Arg 
305 310 315 320 

Asp Leu Cys Gly Cys Tyr Ser Val Ser Ser Val Leu Pro Gly Cys Ala 

325 330 335 

Glu Pro Trp Asn His Gly Lys Thr Phe Thr Cys Thr Ala Ala Tyr Pro 

340 345 350 

Glu Ser Lys Thr Pro Leu Thr Ala Thr Leu Ser Lys Ser Gly Asn Thr 

355 360 365 

Phe Arg Pro Glu Val His Leu Leu Pro Pro Pro Ser Glu Glu Leu Ala 

370 375 380 

Leu Asn Glu Leu Val Thr Leu Thr Cys Leu Ala Arg Gly Phe Ser Pro 
385 390 395 400 

Lys Asp Val Leu Val Arg Trp Leu Gin Gly Ser Gin Glu Leu Pro Arg 

405 410 415 

Glu Lys Tyr Leu Thr Trp Ala Ser Arg Gin Glu Pro Ser Gin Gly Thr 

420 425 430 

Thr Thr Phe Ala Val Thr Ser He Leu Arg Val Ala Ala Glu Asp Trp 

435 440 445 

Lys Lys Gly Asp Thr Phe Ser Cys Met Val Gly His Glu Ala Leu Pro 

450 455 460 

Leu Ala Phe Thr Gin Lys Thr He Asp Arg Leu Ala Gly Lys Pro Thr 
465 470 475 480 

His Val Asn Val Ser Val Val Met Ala Glu Val Asp Gly Thr Cys Tyr 
485 490 495 



<210> 1959 
<211> 140 
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<212> PRT 

<213> Homo sapiens 

<400> 1959 

Met Gly Leu Pro His Trp Tyr Pro Thr Pro Leu Pro Pro Gly Met Ala 

15 10 15 

Ala Phe Ala Thr Ala His Leu Leu Tyr Val Trp Ala Phe Gly Phe Ser 

20 25 30 

Pro Leu Gin Pro Gly Leu Leu Leu Leu He He Leu Ala Pro Gly Pro 

35 40 45 

Tyr Leu Ser Leu Val Leu Gin His Leu Glu Pro Asp Met Val Leu Pro 

50 55 60 

Val Ala Ala Tyr Gly Leu He Leu Met Ala Met Leu Trp Arg Gly Leu 
65 70 75 80 

Ala Gin Gly Gly Ser Ala Gly Trp Gly Ala Leu Leu Phe Thr Leu Ser 

85 90 95 

Asp Gly Val Leu Ala Trp Asp Thr Phe Ala Gin Pro Leu Pro His Ala 

100 105 110 

His Leu Val He Met Thr Thr Tyr Tyr Ala Ala Gin Leu Leu He Thr 

115 120 125 

Leu Ser Ala Leu Arg Ser Pro Val Pro Lys Thr Asp 
130 135 140 



<210> 1960 

<211> 153 

<212> PRT 

<213> Homo sapiens 



ttllE#2 004-305966 1 



mm 2003-102207 



^-v: 556/ 



<400> 1960 

Met Gly Gin Thr His Ser Cys Ser Gin Ala Pro Ser Val Trp Pro Thr 

15 10 15 

Asn Pro Ala Tyr Val Ser Asp Leu Thr Lys Arg Leu Asp Gin Val Tyr 

20 25 30 

Arg Arg Leu Glu Ser Pro Tyr Pro Trp Lys Trp Gly Glu Lys Arg lie 

35 40 45 

Ser Ser Pro Arg Pro Lys Leu Val Ser Pro Val Val Gly Pro Glu His 

50 55 60 

Pro Glu Leu Trp Lys Leu Thr Val Ala Ser Tyr His He Arg He Trp 
65 70 75 80 

Ser Gly Asn Gin Val Met Gly Thr Arg Asn His Lys Pro Tyr Tyr Thr 

85 90 95 

He Asn Leu Asn Tyr Asn Leu Lys He Pro Leu Gin Ser Cys Val Lys 

100 105 110 

Pro Pro Tyr Met Leu Val Val Gly Asn He Ala He Lys Pro Asp Ser 

115 120 125 

Gin Thr Thr Thr Ser Glu Asn Cys Arg Leu Phe Thr Cys He Asp Ser 

130 135 140 

Thr Phe Asp Trp Gin Asn Gly Thr Leu 
145 150 



<210> 1961 

<211> 106 

<212> PRT 

<213> Homo sapiens 

<400> 1961 
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Met Lys Ser Trp Glu Asn Phe Ala Phe Arg Val Ser Ser Leu Cys Cys 

15 10 15 

Gin Ser Gly Val Gin Trp His Asp Leu Gly Pro Leu Gin Pro Pro Pro 

20 25 30 

Thr Arg Phe Lys Arg Leu Ser Cys Leu Ser Phe Pro Ser Ser Trp Asp 

35 40 45 

Tyr Lys Cys Thr Leu Pro His Pro Asp Val Pro Ala Pro Phe Val Glu 

50 55 60 

Asp Cys Ser Leu Pro Val Glu Leu Ser Trp His Ser Cys Gin Lys Gin 
65 70 75 80 

Phe Thr Arg He Val Arg Val Tyr Phe Trp Thr Leu Pro Leu Tyr Leu 

85 90 95 

Val Ser Asn Val Thr Asp Lys Val Lys Asp 
100 105 



<210> 1962 
<211> 116 
<212> PRT 
^ <213> Homo sapiens 

<400> 1962 

Met Phe Phe Lys Glu Phe Asn Gin Tyr Leu Thr Ser Ala Leu Asn He 

15 10 15 

Thr Leu Glu Ser Ser He Leu Leu Gin He Lys His He He Arg Asn 

20 25 30 

Cys Leu Leu Ser Val Glu Pro Ala He Ser Thr Lys His Leu Pro Tyr 

35 40 45 

Gin Ser Phe Gin Leu Phe Gly Phe Asp Phe Met Val Asp Glu Glu Leu 
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50 55 60 

Lys Val Trp Leu He Glu Val Asn Gly Ala Pro Ala Cys Ala Gin Lys 
65 70 75 80 

Leu Tyr Ala Glu Leu Cys Gin Gly He Val Asp He Ala He Ser Ser 

85 90 95 

Val Phe Pro Pro Pro Asp Val Glu Gin Pro Gin Thr Gin Pro Ala Ala 

100 105 110 

Phe He Lys Leu 
115 



<210> 1963 

<211> 235 

<212> PRT 

<213> Homo sapiens 



<400> 1963 

Met Phe Phe Trp Leu Ala Asn Phe Val Leu Ala Leu Gly Gin Val Thr 

15 10 15 

Leu Ala Gly Ala Phe Ala Ser Tyr Tyr Trp Ala Leu Arg Lys Pro Asp 

20 25 30 

Asp Leu Pro Ala Phe Pro Leu He Leu Ala He Val Gin He He Arg 

35 40 45 

Val He Leu Glu Tyr Leu Asp Gin Arg Leu Lys Ala Ala Glu Asn Lys 

50 55 60 

Phe Ala Lys Cys Leu Met Thr Cys Leu Lys Cys Cys Phe Trp Cys Leu 
65 70 75 80 

Glu Lys Phe He Lys Phe Leu Asn Arg Asn Ala Tyr He Met He Ala 
85 90 95 
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He Tyr Gly Thr Asn Phe Cys Thr Ser Ala Arg Asn Ala Phe Phe Leu 

100 105 110 

Leu Met Arg Asn lie He Arg Val Ala Val Leu Asp Lys Val Thr Asp 

115 120 125 

Phe Leu Phe Leu Leu Gly Lys Leu Leu He Val Gly Ser Val Gly He 

130 135 140 

Leu Ala Phe Phe Phe Phe Thr His Arg He Arg He Val Gin Asp Thr 
145 150 155 160 

Ala Pro Pro Leu Asn Tyr Tyr Trp Val Pro He Leu Thr Val He Val 

165 170 175 

Gly Ser Tyr Leu He Ala His Gly Phe Phe Ser Val Tyr Gly Met Cys 

180 185 190 

Val Asp Thr Leu Phe Leu Cys Phe Leu Glu Asp Leu Glu Arg Asn Asp 

195 200 205 

Gly Ser Ala Glu Arg Pro Tyr Phe Met Ser Ser Thr Leu Lys Lys Leu 

210 215 220 

Leu Asn Lys Thr Asn Lys Lys Ala Ala Glu Ser 
225 230 235 



<210> 1964 

<211> 327 

<212> PRT 

<213> Homo sapiens 



<400> 1964 

Met Leu Leu His Leu Thr Gin His Lys Arg Phe His He Thr Glu Asn 

15 10 15 

Ser Tyr Gin Cys Lys Asp Cys Gly Lys Ala Phe Asn Trp Phe Ser Thr 
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20 25 30 

Leu Thr Thr His Arg Arg He His Thr Gly Glu Lys Pro Tyr Lys Cys 

35 40 45 

Glu Glu Cys Gly Lys Ala Phe Asn Arg Ser Ser His Leu Thr Thr His 

50 55 60 

Lys He He His Thr Gly Glu Lys Pro Tyr Arg Cys Glu Glu Cys Gly 
65 70 75 80 

Lys Ala Phe Asn Arg Ser Ser His Leu Thr Thr His Lys Arg lie His 

85 90 95 

Thr Gly Val Lys Pro Tyr Lys Cys Thr Glu Cys Gly Lys Ala Phe Asn 

100 105 110 

Arg Ser Ser His Leu Thr Thr His Arg He He His Thr Gly Glu Lys 

115 120 125 

Pro Tyr Lys Cys Glu Glu Cys Gly Lys Ala Phe Asn Gin Ser Ser Thr 

130 135 140 

Leu Thr Thr His Lys He Thr His Ala Gly Glu Lys Pro Tyr Lys Cys 
145 150 155 160 

Glu Glu Cys Gly Lys Ala Phe Tyr Arg Phe Ser Tyr Leu Thr Lys His 

165 170 175 

Lys Thr Ser His Thr Gly Glu Lys Phe Tyr Lys Cys Glu Glu Cys Gly 

180 185 190 

Lys Gly Phe Asn Trp Ser Ser Ala Leu Thr Lys His Lys Arg He His 

195 200 205 

Thr Gly Glu Lys Pro Tyr Lys Cys Glu Glu Cys Gly Lys Ala Phe Asn 

210 215 220 

Glu Ser Ser Asn Leu Thr Thr His Lys Met He His Thr Gly Glu Lys 
225 230 235 240 

Pro Tyr Lys Cys Asp Glu Cys Gly Lys Ala Phe Asn Arg Ser Ser Gin 
245 250 255 
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Leu Thr Ala His Lys Met He His Thr Gly Glu Lys Pro Tyr Lys Cys 

260 265 270 

Glu Glu Cys Gly Lys Ala Phe Asn Arg Ser Ser Thr His Thr Lys His 

275 280 285 

Lys He Thr His Thr Gly Glu Lys Ser Tyr Lys Trp Glu Glu Cys Gly 

290 295 300 

Lys Asp Phe Asn Gin Ser Leu Ser Leu lie Lys Gin Asn Asn Ser Tyr 
305 310 315 320 

Trp Arg Glu Thr Leu Gin Met 
325 



<210> 1965 

<211> 217 

<212> PRT 

<213> Homo sapiens 

<400> 1965 

Met Lys Arg Arg His He Ala Lys Pro Phe Ser Met Glu Lys Leu Leu 

15 10 15 

Tyr Gin He Ala Gin Ala Glu Ala Lys Lys Glu Asn Gly Pro Thr Leu 

20 25 30 

Ser Thr He Ser Ala Leu Leu Asp Glu Leu Arg Asp Thr Glu Leu Arg 

35 40 45 

Gin Arg Arg Gin Leu Phe Glu Ala Gly Leu His Ser Ser Ala Arg Tyr 

50 55 60 

Gly Ser His Asp Gly Ser Ser Thr Val Ala Asp Gly Lys Lys Lys Pro 
65 70 75 80 

Arg Lys Trp Leu Gin Leu Glu Thr Ser Glu Arg Arg Cys Gin He Cys 
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85 90 95 

Gin His Leu Cys Tyr Leu Ser Met Val Ser Pro Pro Gly Pro Ala Gly 

100 105 110 

Ala Leu Ala Cys Ser Ala Trp Pro Glu Ser Ser Gly Val Ala Pro Arg 

115 120 125 

Arg Gly Arg Ala Leu Ser Ala Gin Glu Thr Cys Cys Ala Pro He Ser 

130 135 140 

Gly Ala Gly Cys Gly Thr Ser Ala Glu Leu Leu Ala Ala Gly Gly Gly 
145 150 155 160 

Cys Leu Thr His Ser Asp Gin Ala Thr Gin Arg Leu Ser Leu Cys Ser 

165 170 175 

Ala His Ala Trp Pro Ser Leu Gly Pro Ala Val Arg Pro Ser Ser Leu 

180 185 190 

Gly Ser Arg Trp Pro Pro Ser Pro Pro Tyr Phe Val Thr Pro Ala Pro 

195 200 205 

Thr His Ser Ala Leu Thr His Ser Phe 
210 215 



<210> 1966 

<211> 402 

<212> PRT 

<213> Homo sapiens 

<400> 1966 

Met Asn Gin Glu Asn Arg Ser Ser Phe Phe Trp Leu Leu Val He Phe 

15 10 15 

Thr Phe Leu Leu Lys He Thr Ala Ser Phe Ser Met Ser Ala Tyr Val 
20 25 30 
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Thr Val Thr Tyr Tyr Asn Glu Thr Ser Asn Tyr Thr Ala He Glu Thr 

35 40 45 

Cys Glu Cys Gly Val Tyr Gly Leu Ala Ser Pro Val Ala Asn Ala Met 

50 55 60 

Gly Val Val Gly He Pro Lys Asn Asn Asn Tyr Gin Ala Cys Asp His 
65 70 75 80 

Asn Thr Glu Phe Ser Asn Thr Lys Lys Pro Trp He Ala Leu He Glu 

85 90 95 

Arg Gly Asn Cys Thr Phe Ser Glu Lys He Gin Thr Ala Gly Arg Arg 

100 105 110 

Asn Ala Asp Ala Val Val He Tyr Asn Ala Pro Glu Thr Gly Asn Gin 

115 120 125 

Thr He Gin Met Ala Asn Phe Gly Ala Val Asp He Val Ala He Met 

130 135 140 

He Gly Asn Leu Lys Gly Thr Lys He Leu Gin Ser He Gin Arg Gly 
145 150 155 160 

He Gin Val Thr Met Val He Glu Val Gly Lys Lys His Gly Pro Trp 

165 170 175 

Val Asn His Tyr Ser He Phe Phe Val Ser Val Ser Phe Phe He He 

180 185 190 

Thr Ala Ala Thr Val Gly Tyr Phe He Phe Tyr Ser Ala Arg Arg Leu 

195 200 205 

Arg Asn Ala Arg Ala Gin Ser Arg Lys Gin Arg Gin Leu Lys Ala Asp 

210 215 220 

Ala Lys Lys Ala He Gly Arg Leu Gin Leu Arg Thr Leu Lys Gin Gly 
225 230 235 240 

Asp Lys Glu He Gly Pro Asp Gly Asp Ser Cys Ala Val Cys He Glu 

245 250 255 

Leu Tyr Lys Pro Asn Asp Leu Val Arg He Leu Thr Cys Asn His He 
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260 265 270 

Phe His Lys Thr Cys Val Asp Pro Trp Leu Leu Glu His Arg Thr Cys 

275 280 285 

Pro Met Cys Lys Cys Asp He Leu Lys Ala Leu Gly He Glu Val Asp 

290 295 300 

Val Glu Asp Gly Ser Val Ser Leu Gin Val Pro Val Ser Asn Glu He 
305 310 315 320 

Ser Asn Ser Ala Ser Ser His Glu Glu Asp Asn Arg Ser Glu Thr Ala 

325 330 335 

Ser Ser Gly Tyr Ala Ser Val Gin Gly Thr Asp Glu Pro Pro Leu Glu 

340 345 350 

Glu His Val Gin Ser Thr Asn Glu Ser Leu Gin Leu Val Asn His Glu 

355 360 365 

Ala Asn Ser Val Ala Val Asp Val He Pro His Val Asp Asn Pro Thr 

370 375 380 

Phe Glu Glu Asp Glu Thr Pro Asn Gin Glu Thr Ala Val Arg Glu He 
385 390 395 400 

Lys Ser 



<210> 1967 
<211> 408 
<212> PRT 

<213> Homo sapiens 



<400> 1967 

Met Thr Met Thr Ala Asn Lys Asn Ser Ser He Thr His Gly Ala Gly 
15 10 15 
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Gly Thr Lys Ala Pro Arg Gly Thr Leu Ser Arg Ser Gin Ser Val Ser 

20 25 30 

Pro Pro Pro Val Leu Ser Pro Pro Arg Ser Pro He Tyr Pro Leu Ser 

35 40 45 

Asp Ser Glu Thr Ser Ala Cys Arg Tyr Pro Ser His Ser Ser Ser Arg 

50 55 60 

Val Leu Leu Lys Asp Arg His Pro Pro Ala Pro Ser Pro Gin Asn Pro 
65 70 75 80 

Gin Asp Pro Ser Pro Asp Thr Ser Pro Pro Thr Cys Pro Phe Lys Thr 

85 90 95 

Ala Ser Phe Gly Tyr Leu Asp Arg Ser Pro Ser Ala Cys Lys Arg Asp 

100 105 110 

Ala Gin Lys Glu Ser Val Gin Gly Ala Ala Gin Asp Val Ala Gly Val 

115 120 125 

Ala Ala Cys Leu Pro Leu Ala Gin Ser Thr Pro Phe Pro Gly Pro Ala 

130 135 140 

Ala Gly Pro Arg Gly Val Leu Leu Thr Arg Thr Gly Thr Arg Ala His 
145 150 155 160 

Ser Leu Gly He Arg Glu Glu He Ser Ala Trp Glu Gly Arg Arg Glu 

165 170 175 

Ala Ser Pro Arg Met Ser Met Cys Gly Glu Lys Arg Glu Gly Ser Gly 

180 185 190 

Ser Glu Trp Ala Ala Ser Glu Gly Cys Pro Ser Leu Gly Cys Pro Ser 

195 200 205 

Val Val Pro Ser Pro Cys Ser Ser Glu Lys Thr Phe Asp Phe Lys Gly 

210 215 220 

Leu Arg Arg Met Ser Arg Thr Phe Ser Glu Cys Ser Tyr Pro Glu Thr 
225 230 235 240 

Glu Glu Glu Gly Glu Ala Leu Pro Val Arg Asp Ser Phe Tyr Arg Leu 
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245 250 255 

Glu Lys Arg Leu Gly Arg Ser Glu Pro Ser Ala Phe Leu Arg Gly Arg 

260 265 270 

Gly Ser Arg Lys Glu Ser Ser Ala Val Leu Ser Arg He Gin Lys He 

275 280 285 

Glu Gin Val Leu Lys Glu Gin Pro Gly Arg Gly Leu Pro Gin Leu Pro 

290 295 300 

Ser Ser Cys Tyr Ser Val Asp Arg Gly Lys Arg Asn Thr Gly Thr Leu 
305 310 315 320 

Gly Ser Leu Glu Glu Pro Ala Gly Gly Ala Ser Val Ser Ala Gly Ser 

325 330 335 

Arg Ala Val Gly Val Ala Gly Val Ala Gly Glu Ala Gly Pro Pro Pro 

340 345 350 

Glu Arg Glu Gly Ser Gly Ser Thr Lys Pro Gly Thr Pro Gly Asn Ser 

355 360 365 

Pro Ser Ser Gin Arg Leu Pro Ser Lys Ser Ser Leu Asp Pro Ala Val 

370 375 380 

Asn Pro He Leu Gin Ala Ser Pro Pro Leu Pro Ser Ser Tyr Pro Arg 
385 390 395 400 

He Leu Phe Val Asn Asn Leu Leu 
405 



<210> 1968 

<211> 159 

<212> PRT 

<213> Homo sapiens 

<400> 1968 
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Met Trp Val Pro Ala Pro Ser Leu Ala Leu Ser He Ser Leu Ser Pro 

15 10 15 

Thr Arg Gly Pro Gin Cys Ser Lys Ser Cys Ser Ser Gly Thr Arg Arg 

20 25 30 

Arg Gin Val He Cys Ala He Gly Pro Pro Ser His Cys Gly Ser Leu 

35 40 45 

Gin His Ser Lys Pro Val Asp Val Glu Pro Cys Asn Thr Gin Pro Cys 

50 55 60 

His Leu Pro Gin Gly Lys Asp Arg Arg Ala Gly Arg Ser Pro Ala Ser 
65 70 75 80 

Asp Leu Ser Pro Thr Arg Tyr Lys Pro Ser Lys His Val Leu Pro Arg 

85 90 95 

Gly Leu Cys Leu His Cys Val He Pro Leu Asp Pro Thr Ser Pro Met 

100 105 110 

Ser Pro Pro Ala Glu Pro Phe Ala He Ser Lys Ala His Leu Val Cys 

115 120 125 

Ser Pro Pro Gly Ser Pro Ala Phe Leu His Ser Ala Val Ala Cys Pro 

130 135 140 

Cys Pro Ser Gly Pro His Ser Met Leu Ser Phe Leu Trp Asp Pro 
145 150 155 



<210> 1969 
<211> 517 
<212> PRT 

<213> Homo sapiens 
<400> 1969 

Met Thr Arg Leu Gly Thr Val Pro Arg Lys Ala Leu Glu Met Ser Cys 
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15 10 15 

Ala He Gin Asn Gin Leu Ala Arg He Leu Ala Glu Phe Glu Met Thr 

20 25 30 

Leu Glu Arg Asp Val Leu Gin Pro Leu Ser Arg Leu Ser Glu Glu Glu 

35 40 45 

Leu Pro Ala He Leu Lys His Lys Lys Ser Leu Gin Lys Leu Val Ser 

50 55 60 

Asp Trp Asn Thr Leu Lys Ser Arg Leu Ser Gin Ala Thr Lys Asn Ser 
65 70 75 80 

Gly Ser Ser Gin Gly Leu Gly Gly Ser Pro Gly Ser His Ser His Thr 

85 90 95 

Thr Met Ala Asn Lys Val Glu Thr Leu Lys Glu Glu Glu Glu Glu Leu 

100 105 110 

Lys Arg Lys Val Glu Gin Cys Arg Asp Glu Tyr Leu Ala Asp Leu Tyr 

115 120 125 

His Phe Val Thr Lys Glu Asp Ser Tyr Ala Asn Tyr Phe He Arg Leu 

130 135 140 

Leu Glu He Gin Ala Asp Tyr His Arg Arg Ser Leu Ser Ser Leu Asp 
145 150 155 160 

Thr Ala Leu Ala Glu Leu Arg Glu Asn His Gly Gin Ala Asp His Ser 

165 170 175 

Pro Ser Met Thr Ala Thr His Phe Pro Arg Val Tyr Gly Val Ser Leu 

180 185 190 

Ala Thr His Leu Gin Glu Leu Gly Arg Glu He Ala Leu Pro He Glu 

195 200 205 

Ala Cys Val Met Met Leu Leu Ser Glu Gly Met Lys Glu Glu Gly Leu 

210 215 220 

Phe Arg Leu Ala Ala Gly Ala Ser Val Leu Lys Arg Leu Lys Gin Thr 
225 230 235 240 
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Met Ala Ser Asp Pro His Ser Leu Glu Glu Phe Cys Ser Asp Pro His 

245 250 255 

Ala Val Ala Gly Ala Leu Lys Ser Tyr Leu Arg Glu Leu Pro Glu Pro 

260 265 270 

Leu Met Thr Phe Asp Leu Tyr Asp Asp Trp Met Arg Ala Ala Ser Leu 

275 280 285 

Lys Glu Pro Gly Ala Arg Leu Gin Ala Leu Gin Glu Val Cys Ser Arg 

290 295 300 

Leu Pro Pro Glu Asn Leu Ser Asn Leu Arg Tyr Leu Met Lys Phe Leu 
305 310 315 320 

Ala Arg Leu Ala Glu Glu Gin Glu Val Asn Lys Met Thr Pro Ser Asn 

325 330 335 

He Ala He Val Leu Gly Pro Asn Leu Leu Trp Pro Pro Glu Lys Glu 

340 345 350 

Gly Asp Gin Ala Gin Leu Asp Ala Ala Ser Val Ser Ser He Gin Val 

355 360 365 

Val Gly Val Val Glu Ala Leu He Gin Ser Ala Asp Thr Leu Phe Pro 

370 375 380 

Gly Asp He Asn Phe Asn Val Ser Gly Leu Phe Ser Ala Val Thr Leu 
385 390 395 400 

Gin Asp Thr Val Ser Asp Arg Leu Ala Ser Glu Glu Leu Pro Ser Thr 

405 410 415 

Ala Val Pro Thr Pro Ala Thr Thr Pro Ala Pro Ala Pro Ala Pro Ala 

420 425 430 

Pro Ala Pro Ala Pro Ala Leu Ala Ser Ala Ala Thr Lys Glu Arg Thr 

435 440 445 

Glu Ser Glu Val Pro Pro Arg Pro Ala Ser Pro Lys Val Thr Arg Ser 

450 455 460 

Pro Pro Glu Thr Ala Ala Pro Val Glu Asp Met Ala Arg Arg Ser Pro 
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465 470 475 480 

Arg Gly Ala Thr Gly Arg Lys Glu Arg Phe Ala Cys Ser Tyr Gly Thr 

485 490 495 

Asp Ser Ser Leu Val Asp Met Phe Phe Val Arg Leu Val Asn Lys Leu 

500 505 510 

Phe Trp Thr Lys Leu 
515 



Q <210> 1970 
<211> 142 
<212> PRT 
<213> Homo sapiens 

<400> 1970 

Met Trp Met Asp Arg Met Arg Cys Gly Pro Ser Leu He Tyr He His 

15 10 15 

Val Tyr Leu Phe He Ser Gly Trp Ala Lys Leu Ser Gin Leu Ser Cys 
20 25 30 

# Asp Leu Ser Leu Thr Ser Leu Ser Phe Pro Met Thr Cys Asp Gly He 
35 40 45 

Phe Ser Ala Ser Trp Val Pro Ala Val Leu Gly Ser Gly Ser Ser Gly 

50 55 60 

Trp Phe Ser Val Ser Trp Val Leu Ala Val Leu Gly Ser Val Ser Ser 
65 70 75 80 

Gly Trp Phe Ser Val Ser Trp Val Leu Thr Leu Leu Glu Ser Gly Ser 

85 90 95 

Asp Gly Trp Phe Ser Val Ser Trp Val Pro Thr Val Leu Glu Ser Ser 
100 105 110 
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Ser Gly Gly Trp Phe Ser Ala Ser Trp Val Pro Ala Val Leu Gly Ser 

115 120 125 

Gly Gly Ser Ser Trp Phe Gly Gly Pro Leu Cys Cys Pro Cys 

130 135 140 



<210> 1971 
<211> 308 
<212> PRT 

<213> Homo sapiens 
<400> 1971 

Met Arg Glu Arg Arg Arg Glu Arg Trp Lys Ala Lys Gly Gly Lys Leu 

15 10 15 

Arg Gly Gly Gly Ser Arg Asn Arg Asp Trp Asp Arg Leu Pro Ser Ala 

20 25 30 

Lys Arg Thr Gin Asn Gly Gly Gly Ser Gly Gly Gly Gly Gly Gly Ser 

35 40 45 

Ser Arg Val Ala Ala Val Ala Ala Ala Ala Pro Pro Glu Gly Gly Ser 

50 55 60 

Glu Gly Arg Leu Ala Pro Pro Ser Thr Ser His Ser Ser Leu Leu Ala 
65 70 75 80 

Phe Phe Pro Thr Val Pro Arg Ser Ala Arg Leu Arg Pro Arg Ser Ala 

85 90 95 

His Ala Arg Pro His Ala Tyr Glu Cys Leu Arg Ala Arg Arg Trp Leu 

100 105 110 

Leu Pro Pro Thr Thr Thr Phe Gly Arg Pro Ala Arg Gin Pro Ala Arg 

115 120 125 

Thr Arg Ser Pro Thr Gly Thr Pro Ser Ser Ser Pro Ser Leu Pro Leu 
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130 135 140 

Arg Pro Cys Gin Ala Gly Ala Gly Ala Gly Pro His Ala Tyr Leu Gin 
145 150 155 160 

Arg Arg Lys Pro Lys Pro Pro Pro Pro Pro Pro Pro Pro Pro Leu Leu 

165 170 175 

Ser Ser Pro Pro Phe Pro Ala Pro Thr Ala Thr Asn Arg Arg His Gly 

180 185 190 

Arg Arg Arg Arg Arg Gin Pro Pro Leu Pro Pro Ser Thr Pro Arg Ala 

195 200 205 

Cys Ala Ser His Asn Pro Pro Arg Gly Thr Val Pro Phe Leu Ser Ala 

210 215 220 

Ala Gly Ala Gly Glu Glu Gly Thr Gly Arg Ala Gly Arg Gly Leu Pro 
225 230 235 240 

Phe Asp Trp Asn Cys Gin Asn Gly Gly Pro Ser Pro Thr Thr Thr Tyr 

245 250 255 

Leu Pro Gly Leu Leu Ala Ala Ala Leu Arg Leu Ala Ser Leu Cys Ser 

260 265 270 

Ser Ser Ser Ala Gly Ser Arg Arg Ala Asp Arg Gly Leu Pro Ser Ala 

275 280 285 

Pro Leu Pro Thr Gly Gly Trp Arg Pro Arg Arg Leu Arg Val Glu Ser 

290 295 300 

Phe Pro Ala Gly 
305 



<210> 1972 

<211> 134 

<212> PRT 

<213> Homo sapiens 
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<400> 1972 

Met Gly Val Ser Gly Gin Glu Gly Arg Leu Lys Pro Ala Leu Thr Ala 

15 10 15 

Val Thr His Ser His Ser Lys Leu Cys He Trp Ala Ser Arg His Ser 

20 25 30 

Ala Ser Thr Trp Arg Phe Leu Thr Cys Ala Val Ser Arg Arg Asp Trp 

35 40 45 

Ala Cys Thr Phe His Ser He Val Lys Asn Ala His Pro Thr Leu Leu 

50 55 60 

Ala Lys Ala Pro Ser Phe Ser Val Leu Tyr Ala Ser Arg Cys Phe Arg 
65 70 75 80 

Ala Phe Ser Met Leu Met Gly Asp Leu Ser Thr Ser Ala His Val Ser 

85 90 95 

Thr Arg Ala His Leu Asp Ser Thr Ala Ala Thr Lys Tyr Arg Asn Pro 

100 105 110 

Cys Trp Gly His Met Ala Asn Gin Gly Ser Ser Gly Ala Glu Asp Ser 

115 120 125 

Leu Thr Ser Glu Ser Cys 
130 



<210> 1973 

<211> 137 

<212> PRT 

<213> Homo sapiens 

<400> 1973 

Met Met Ala Met Leu Met Leu Pro Leu Gin Gly Phe Leu Glu Asp Lys 
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15 10 15 

Ala Arg Arg Ala Trp Glu Ala Leu Pro Pro Arg Cys Ser Gin Cys Ser 

20 25 30 

Phe He Pro Phe Leu Pro Cys Phe Leu Leu Pro Ser Ala Phe Ser Pro 

35 40 45 

Arg His Cys Leu Pro Pro Ser Pro Arg Pro Ala He Gin Thr Leu Thr 

50 55 60 

Leu Ala Leu Ser Ser Met Arg Pro Ser Glu Met Ala Leu Ala Ala Thr 
65 70 75 80 

Ser Glu Gly Ala Ala Pro He His Leu Gin He Arg He Ser Gly His 

85 90 95 

Pro Leu Pro Gly Leu Ser Cys Cys Cys Phe He Ser Gin Glu Pro Arg 

100 105 110 

His Leu Phe Ser Asn Trp Val Glu Phe Leu Glu Leu Lys Ser Asn Ser 

115 120 125 

Ala Leu Arg Gly Met Arg Leu Trp Met 
130 135 



<210> 1974 

<211> 105 

<212> PRT 

<213> Homo sapiens 



<400> 1974 

Met Gly Asn Leu Arg Gly Lys Arg Gin Gly Pro Ala Cys Pro Ala Met 

15 10 15 

Arg Gly He Pro Cys Pro Pro Ala Leu Cys Leu Pro Arg Trp Asn Val 
20 25 30 
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Gly Pro Cys Ser Pro Ser Gly Cys Ala Val Ser Asp Leu Cys Leu His 

35 40 45 

Pro Arg Gly Val Ser Ala Ser Ser Pro Pro Arg Ser Gly Cys Gly Pro 

50 55 60 

Ala Ala Cys Cys Gly Val Leu Thr Cys Val Thr Thr Ala Pro Leu Ala 
65 70 75 80 

Pro Gly Gly Val Met Val Ser Ser Trp Met Leu Leu Leu Glu Ser Phe 

85 90 95 

Phe Leu He Asn Leu Leu Gin Leu Arg 
100 105 



<210> 1975 

<211> 413 

<212> PRT 

<213> Homo sapiens 

<400> 1975 

Met Glu Leu Met His Ala Glu Lys Leu Arg Lys Glu Lys Glu Glu Phe 
# 1 5 10 15 

Glu Lys Ala Ser Met Asp Val Glu Asn Pro Asp Tyr Ser Glu Glu He 

20 25 30 

Leu Lys Gly Glu Leu Ala Trp He He Tyr Lys Asn Ser Val Ser He 

35 40 45 

He Lys Gly Ala Glu Phe His Val Ser Leu Leu Ser He Ala Gin Leu 

50 55 60 

Phe Asp Phe Ala Lys Asp Leu Gin Lys Glu He Tyr Asp Asp Leu Gin 
65 70 75 80 

Ala Leu His Thr Asp Asp Pro Leu Thr Trp Asp Tyr Val Ala Arg Arg 
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85 90 95 

Glu Leu Glu He Glu Ser Gin Thr Glu Glu Gin Pro Thr Thr Lys Gin 

100 105 110 

Ala Lys Ala Val Glu Val Gly Arg Lys Glu Glu Arg Cys Cys Ala Val 

115 120 125 

Tyr Glu Glu Ala Val Lys Thr Leu Pro Thr Glu Ala Met Trp Lys Cys 

130 135 140 

Tyr He Thr Phe Cys Leu Glu Arg Phe Thr Lys Lys Ser Asn Ser Gly 
145 150 155 160 

Phe Leu Arg Gly Lys Arg Leu Glu Arg Thr Met Thr Val Phe Arg Lys 

165 170 175 

Ala His Glu Leu Lys Leu Leu Ser Glu Cys Gin Tyr Lys Gin Leu Ser 

180 185 190 

Val Ser Leu Leu Cys Tyr Asn Phe Leu Arg Glu Ala Leu Glu Val Ala 

195 200 205 

Val Ala Gly Thr Glu Leu Phe Arg Asp Ser Gly Thr Met Trp Gin Leu 

210 215 220 

Lys Leu Gin Val Leu He Glu Ser Lys Ser Pro Asp He Ala Met Leu 
225 230 235 240 

Phe Glu Glu Ala Phe Val His Leu Lys Pro Gin Val Cys Leu Pro Leu 

245 250 255 

Trp He Ser Trp Ala Glu Trp Ser Glu Gly Ala Lys Ser Gin Glu Asp 

260 265 270 

Thr Glu Ala Val Phe Lys Lys Ala Leu Leu Ala Val He Gly Ala Asp 

275 280 285 

Ser Val Thr Leu Lys Asn Lys Tyr Leu Asp Trp Ala Tyr Arg Ser Gly 

290 295 300 

Gly Tyr Lys Lys Ala Arg Ala Val Phe Lys Ser Leu Gin Glu Ser Arg 
305 310 315 320 
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Pro Phe Ser Val Asp Phe Phe Arg Lys Met He Gin Phe Glu Lys Glu 

325 330 335 

Gin Glu Ser Cys Asn Met Ala Asn He Arg Glu Tyr Tyr Glu Arg Ala 

340 345 350 

Leu Arg Glu Phe Gly Ser Ala Asp Ser Asp Leu Trp Met Asp Tyr Met 

355 360 365 

Lys Glu Glu Leu Asn His Pro Leu Gly Arg Pro Glu Asn Cys Gly Gin 

370 375 380 

He Tyr Trp Arg Ala Met Lys Met Leu Gin Gly Glu Ser Ala Glu Ala 
385 390 395 400 

Phe Val Ala Lys His Ala Met His Gin Thr Gly His Leu 
405 410 



<210> 1976 

<211> 429 

<212> PRT 

<213> Homo sapiens 

<400> 1976 

Met Ser Glu His Gin Lys Glu Gin Thr Leu Asp Thr Pro Ser Leu Arg 

15 10 15 

Thr Val Thr Leu Thr Val Arg Val His Gly Phe He Leu Glu Val Ser 

20 25 30 

Lys Thr Lys Asn Pro Pro He Pro Asp Thr Phe Trp Pro Pro Arg Trp 

35 40 45 

Asp His Arg Pro Ser Pro Gly Gly Glu Thr Asn Ala Tyr Cys Gin Met 

50 55 60 

Asn His Val Asn Pro Ala Met Asp Phe Thr Gin Thr Pro Pro Gly Met 
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65 70 75 80 

Leu Ala Leu Asp Asn Met Leu Tyr Phe Ala Lys His His Gin Asp Ala 

85 90 95 

Tyr lie Arg He Val Leu Glu Asn Ser Ser Arg Glu Asp Lys His Glu 

100 105 110 

Cys Pro Phe Gly Arg Ser Ser He Glu Leu Thr Lys Met Leu Cys Glu 

115 120 125 

He Leu Lys Val Gly Glu Leu Pro Ser Glu Thr Cys Asn Asp Phe His 

130 135 140 

Pro Met Phe Phe Thr His Asp Arg Ser Phe Glu Glu Phe Phe Cys He 
145 150 155 160 

Cys He Gin Leu Leu Asn Lys Thr Trp Lys Glu Met Arg Ala Thr Ser 

165 170 175 

Glu Asp Phe Asn Lys Val Met Gin Val Val Lys Glu Gin Val Met Arg 

180 185 190 

Ala Leu Thr Thr Lys Pro Ser Ser Leu Asp Gin Phe Lys Ser Lys Leu 

195 200 205 

Gin Asn Leu Ser Tyr Thr Glu He Leu Lys He Arg Gin Ser Glu Arg 

210 215 220 

Met Asn Gin Glu Asp Phe Gin Ser Arg Pro He Leu Glu Leu Lys Glu 
225 230 235 240 

Lys He Gin Pro Glu He Leu Glu Leu He Lys Gin Gin Arg Leu Asn 

245 250 255 

Arg Leu Val Glu Gly Thr Cys Phe Arg Lys Leu Asn Ala Arg Arg Arg 

260 265 270 

Gin Asp Lys Phe Trp Tyr Cys Arg Leu Ser Pro Asn His Lys Val Leu 

275 280 285 

His Tyr Gly Asp Leu Glu Glu Ser Pro Gin Gly Glu Val Pro His Asp 
290 295 300 
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Ser Leu Gin Asp Lys Leu Pro Val Ala Asp He Lys Ala Val Val Thr 
305 310 315 320 

Gly Lys Asp Cys Pro His Met Lys Glu Lys Gly Ala Leu Lys Gin Asn 

325 330 335 

Lys Glu Val Leu Glu Leu Ala Phe Ser He Leu Tyr Asp Ser Asn Cys 

340 345 350 

Gin Leu Asn Phe He Ala Pro Asp Lys His Glu Tyr Cys He Trp Thr 

355 360 365 

Asp Gly Leu Asn Ala Leu Leu Gly Lys Asp Met Met Ser Asp Leu Thr 

370 375 380 

Arg Asn Asp Leu Asp Thr Leu Leu Ser Met Glu He Lys Leu Arg Leu 
385 390 395 400 

Leu Asp Leu Glu Asn He Gin He Pro Asp Ala Pro Pro Pro He Pro 

405 410 415 

Lys Glu Pro Ser Asn Tyr Asp Phe Val Tyr Asp Cys Asn 
420 425 



<210> 1977 

# <211> 197 

<212> PRT 

<213> Homo sapiens 

<400> 1977 

Met Pro Arg Pro Leu Ala Ser Ser Leu Ser Ser Val Met Gly Gin Thr 

15 10 15 

Val Ser Gin Glu Ala Ala Pro Pro Pro Gly Ser Gin Gly Trp Phe Trp 

20 25 30 

Trp Ser Phe Ser He Pro Gly Leu Tyr Leu Leu Gly Val Asp Leu Val 
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35 40 45 

Thr Ala Cys Asp lie Arg Tyr Cys Ala Gin Asp Ala Phe Phe Gin Val 

50 55 60 

Lys Glu Val Asp Val Gly Leu Ala Ala Asp Val Gly Thr Leu Gin Arg 
65 70 75 80 

Leu Pro Lys Val He Arg Asn Gin Ser Leu Val Asn Glu Leu Ala Phe 

85 90 95 

Thr Ala Arg Lys Met Met Ala Asp Glu Ala Leu Gly Ser Gly Leu Val 

100 105 110 

Ser Arg Val Phe Pro Asp Lys Glu Val Met Leu Asp Ala Ala Leu Ala 

115 120 125 

Leu Ala Ala Glu lie Ser Ser Lys Ser Pro Val Ala Val Gin Ser Thr 

130 135 140 

Lys Val Asn Leu Leu Tyr Ser Arg Asp His Ser Val Ala Glu Ser Leu 
145 150 155 160 

Asn Tyr Val Ala Ser Trp Asn Met Ser Met Leu Gin Thr Gin Asp Leu 

165 170 175 

Val Lys Ser Val Gin Ala Thr Thr Glu Asn Lys Glu Leu Lys Thr Val 

180 185 190 

Thr Phe Ser Lys Leu 
195 



<210> 1978 

<211> 310 

<212> PRT 

<213> Homo sapiens 

<400> 1978 



ttSSE# 2004-3059661 



mm 2003-102207 



^-v: 581/ 



Met Glu Asp Leu Glu Glu Asp Val Arg Phe He Val Asp Glu Thr Leu 

15 10 15 

Asp Phe Gly Gly Leu Ser Pro Ser Asp Ser Arg Glu Glu Glu Asp He 

20 25 30 

Thr Val Leu Val Thr Pro Glu Lys Pro Leu Arg Arg Gly Leu Ser His 

35 40- 45 

Arg Ser Asp Pro Asn Ala Val Ala Pro Ala Pro Gin Gly Val Arg Leu 

50 55 60 

Ser Leu Gly Pro Leu Ser Pro Glu Lys Leu Glu Glu He Leu Asp Glu 
65 70 75 80 

Ala Asn Arg Leu Ala Ala Gin Leu Glu Gin Cys Ala Leu Gin Asp Arg 

85 90 95 

Glu Ser Ala Gly Glu Gly Leu Gly Pro Arg Arg Val Lys Pro Ser Pro 

100 105 110 

Arg Arg Glu Thr Phe Val Leu Lys Asp Ser Pro Val Arg Asp Leu Leu 

115 120 125 

Pro Thr Val Asn Ser Leu Thr Arg Ser Thr Pro Ser Pro Ser Ser Leu 

130 135 140 

Thr Pro Arg Leu Arg Ser Asn Asp Arg Lys Gly Ser Val Arg Ala Leu 
145 150 155 160 

Arg Ala Thr Ser Gly Lys Arg Pro Ser Asn Met Lys Arg Glu Ser Pro 

165 170 175 

Thr Cys Asn Leu Phe Pro Ala Ser Lys Ser Pro Ala Ser Ser Pro Leu 

180 185 190 

Thr Arg Ser Thr Pro Pro Val Arg Gly Arg Ala Gly Pro Ser Gly Arg 

195 200 205 

Ala Ala Ala Ser Glu Glu Thr Arg Ala Ala Lys Leu Arg Ala Cys Gin 

210 215 220 

Pro Asn Ala Thr His Gin Pro Glu Cys Ala Thr Trp Gin Arg Cys Pro 
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225 230 235 240 

Thr Ser Gly Phe Ser Val Asn Ser Lys Arg Ala Ser Lys Thr Lys His 

245 250 255 

Cys Arg Thr Gin Ser Ala Gly Lys Trp Thr Gin Gly Ser Cys Phe Pro 

260 265 270 

Ala Thr Lys Ser Ser Cys His Gly Cys His Ser Gin Gin Ser Ala Ala 

275 280 285 

Pro Gin Glu Ser Gly Ser Pro Arg Thr Tyr Gin Val Lys Arg Ser Gly 

290 295 300 

Gin Gin Ala Arg Leu Gin 
305 310 



<210> 1979 

<211> 339 

<212> PRT 

<213> Homo sapiens 

<400> 1979 

Met Ser Gly Gin Leu Glu Arg Cys Glu Arg Glu Trp His Glu Leu Glu 

15 10 15 

Gly Glu Phe Gin Glu Leu Gin Glu Thr His Arg He Tyr Lys Gin Lys 

20 25 30 

Leu Glu Glu Leu Ala Ala Leu Gin Thr Leu Cys Ser Ser Ser He Ser 

35 40 45 

Lys Gin Lys Lys His Leu Lys Asp Leu Lys Leu Thr Leu Gin Arg Cys 

50 55 60 

Lys Arg His Ala Ser Arg Glu Glu Ala Glu Leu Val Gin Gin Met Ala 
65 70 75 80 
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Ala Asn He Lys Glu Arg Gin Asp Val Phe Phe Asp Met Glu Ala Tyr 

85 90 95 

Leu Pro Lys Lys Asn Gly Leu Tyr Leu Asn Leu Val Leu Gly Asn Val 

100 105 110 

Asn Val Thr Leu Leu Ser Asn Gin Ala Lys Phe Ala Tyr Lys Asp Glu 

115 120 125 

Tyr Glu Lys Phe Lys Leu Tyr Leu Thr He He Leu Leu Leu Gly Ala 

130 135 140 

Val Ala Cys Arg Phe Val Leu His Tyr Arg Val Thr Asp Glu Val Phe 
145 150 155 160 

Asn Phe Leu Leu Val Trp Tyr Tyr Cys Thr Leu Thr He Arg Glu Ser 

165 170 175 

He Leu He Ser Asn Gly Ser Arg He Lys Gly Trp Trp Val Ser His 

180 185 190 

His Tyr Val Ser Thr Phe Leu Ser Gly Val Met Leu Thr Trp Pro Asn 

195 200 205 

Gly Pro He Tyr Gin Lys Phe Arg Asn Gin Phe Leu Ala Phe Ser He 

210 215 220 

Phe Gin Ser Cys Val Gin Phe Leu Gin Tyr Tyr Tyr Gin Arg Gly Cys 
225 230 235 240 

Leu Tyr Arg Leu Arg Ala Leu Gly Glu Arg Asn His Leu Asp Leu Thr 

245 250 255 

Val Glu Gly Phe Gin Ser Trp Met Trp Arg Gly Leu Thr Phe Leu Leu 

260 265 270 

Pro Phe Leu Phe Cys Gly His Phe Trp Gin Leu Tyr Asn Ala Val Thr 

275 280 285 

Leu Phe Glu Leu Ser Ser His Glu Glu Cys Arg Glu Trp Gin Val Phe 

290 295 300 

Val Leu Ala Phe Thr Phe Leu He Leu Phe Leu Gly Asn Phe Leu Thr 
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305 310 315 320 

Thr Leu Lys Val Val His Ala Lys Leu Gin Lys Asn Arg Gly Lys Thr 
325 330 335 

Lys Gin Pro 



<210> 1980 
<211> 109 
0 <212> PRT 

<213> Homo sapiens 

<400> 1980 

Met Arg Pro Pro Gin Pro Cys Gly Thr Asp Pro Cys Pro Leu Cys Asp 

15 10 15 

Glu Ala Lys Glu Val Leu Lys Pro Tyr Glu Asn Gly Gin Pro Tyr Lys 

20 25 30 

Asp Gin Lys Leu Pro Gly Thr Arg Arg Arg Arg Ser Pro Ser Ser Pro 
35 40 45 

# Ser His Pro His Met Ala Ser Gin Ser Gly Lys Arg Tyr Asn Leu Thr 
50 55 60 

Leu Asn Gin Val Leu Ser Phe Asp Tyr Asp Met Gly Leu Asp Ala Pro 
65 70 75 80 

Lys Thr He Ser Ser Asp Cys Gly Ala Phe Tyr Cys Leu Arg Met Phe 

85 90 95 

Lys Ser Pro Asp Met Thr Cys Cys Phe Tyr Pro Lys Gin 
100 105 
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<210> 1981 

<211> 454 

<212> PRT 

<213> Homo sapiens 

<400> 1981 

Met Lys Phe Ala Phe Glu Glu Phe His Leu Trp Tyr Gin Phe Ala Leu 

15 10 15 

Ser Leu Met Ala Ala Gly Lys Ser Ala Arg Ala Val Lys Val Leu Lys 

20 25 30 

Glu Cys He Arg Leu Lys Pro Asp Asp Ala Thr He Pro Leu Leu Ala 

35 40 45 

Ala Lys Leu Cys Met Gly Ser Leu His Trp Leu Glu Glu Ala Glu Lys 

50 55 60 

Phe Ala Lys Thr Val Val Asp Val Gly Glu Lys Thr Ser Glu Phe Lys 
65 70 75 80 

Ala Lys Gly Tyr Leu Ala Leu Gly Leu Thr Tyr Ser Leu Gin Ala Thr 

85 90 95 

Asp Ala Ser Leu Arg Gly Met Gin Glu Val Leu Gin Arg Lys Ala Leu 

100 105 110 

Leu Ala Phe Gin Arg Ala His Ser Leu Ser Pro Thr Asp His Gin Ala 

115 120 125 

Ala Phe Tyr Leu Ala Leu Gin Leu Ala He Ser Arg Gin He Pro Glu 

130 135 140 

Ala Leu Gly Tyr Val Arg Gin Ala Leu Gin Leu Gin Gly Asp Asp Ala 
145 150 155 160 

Asn Ser Leu His Leu Leu Ala Leu Leu Leu Ser Ala Gin Lys His Tyr 

165 170 175 

His Asp Ala Leu Asn He He Asp Met Ala Leu Ser Glu Tyr Pro Glu 
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180 185 190 

Asn Phe He Leu Leu Phe Ser Lys Val Lys Leu Gin Ser Leu Cys Arg 

195 200 205 

Gly Pro Asp Glu Ala Leu Leu Thr Cys Lys His Met Leu Gin He Trp 

210 215 220 

Lys Ser Cys Tyr Asn Leu Thr Asn Pro Ser Asp Ser Gly Arg Gly Ser 
225 230 235 240 

Ser Leu Leu Asp Arg Thr He Ala Asp Arg Arg Gin Leu Asn Thr lie 

245 250 255 

Thr Leu Pro Asp Phe Ser Asp Pro Glu Thr Gly Ser Val His Ala Thr 

260 265 270 

Ser Val Ala Ala Ser Arg Val Glu Gin Ala Leu Ser Glu Val Ala Ser 

275 280 285 

Ser Leu Gin Ser Ser Ala Pro Lys Gin Gly Pro Leu His Pro Trp Met 

290 295 300 

Thr Leu Ala Gin He Trp Leu His Ala Ala Glu Val Tyr He Gly He 
305 310 315 320 

Gly Lys Pro Ala Glu Ala Thr Ala Cys Thr Gin Glu Ala Ala Asn Leu 

325 330 335 

Phe Pro Met Ser His Asn Val Leu Tyr Met Arg Gly Gin He Ala Glu 

340 345 350 

Leu Arg Gly Ser Met Asp Glu Ala Arg Arg Trp Tyr Glu Glu Ala Leu 

355 360 365 

Ala He Ser Pro Thr His Val Lys Ser Met Gin Arg Leu Ala Leu He 

370 375 380 

Leu His Gin Leu Gly Arg Tyr Ser Leu Ala Glu Lys He Leu Arg Asp 
385 390 395 400 

Ala Val Gin Val Asn Ser Thr Ala His Glu Val Trp Asn Gly Leu Gly 
405 410 415 
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Glu Val Leu Gin Ala Gin Gly Asn Asp Ala Ala Ala Thr Glu Cys Phe 

420 425 430 

Leu Thr Ala Leu Glu Leu Glu Ala Ser Ser Pro Ala Val Pro Phe Thr 

435 440 445 

He He Pro Arg Val Leu 
450 



<210> 1982 

<211> 391 

<212> PRT 

<213> Homo sapiens 



<400> 1982 

Met Lys Val Leu Gly His Arg Leu Glu Leu Leu Thr Gly Leu Leu Leu 

15 10 15 

His Asp Val Thr Met Ala Gly Leu Gin Glu Leu Arg Phe Pro Glu Glu 

20 25 30 

Lys Pro Leu Leu Arg Gly Gin Asp Ala Thr Glu Leu Glu Ser Ser Asp 
• 35 40 45 

Ala Phe Leu Leu Ala Ala Asp Thr Asp Trp Lys Glu His Asp He Glu 

50 55 60 

Thr Pro Tyr Gly Leu Leu His Val Val He Arg Gly Ser Pro Lys Gly 
65 70 75 80 

Asn Arg Pro Ala He Leu Thr Tyr His Asp Val Gly Leu Asn His Lys 

85 90 95 

Leu Cys Phe Asn Thr Phe Phe Asn Phe Glu Asp Met Gin Glu He Thr 

100 105 110 

Lys His Phe Val Val Cys His Val Asp Ala Pro Gly Gin Gin Val Gly 
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115 120 125 

Ala Ser Gin Phe Pro Gin Gly Tyr Gin Phe Pro Ser Met Glu Gin Leu 

130 135 140 

Ala Ala Met Leu Pro Ser Val Val Gin His Phe Gly Phe Lys Tyr Val 
145 150 155 160 

He Gly He Gly Val Gly Ala Gly Ala Tyr Val Leu Ala Lys Phe Ala 

165 170 175 

Leu He Phe Pro Asp Leu Val Glu Gly Leu Val Leu Val Asn He Asp 

180 185 190 

Pro Asn Gly Lys Gly Trp He Asp Trp Ala Ala Thr Lys Leu Ser Gly 

195 200 205 

Leu Thr Ser Thr Leu Pro Asp Thr Val Leu Ser His Leu Phe Ser Gin 

210 215 220 

Glu Glu Leu Val Asn Asn Thr Glu Leu Val Gin Ser Tyr Arg Gin Gin 
225 230 235 240 

He Gly Asn Val Val Asn Gin Ala Asn Leu Gin Leu Phe Trp Asn Met 

245 250 255 

Tyr Asn Ser Arg Arg Asp Leu Asp He Asn Arg Pro Gly Thr Val Pro 

260 265 270 

Asn Ala Lys Thr Leu Arg Cys Pro Val Met Leu Val Val Gly Asp Asn 

275 280 285 

Ala Pro Ala Glu Asp Gly Val Val Glu Cys Asn Ser Lys Leu Asp Pro 

290 295 300 

Thr Thr Thr Thr Phe Leu Lys Met Ala Asp Ser Gly Gly Leu Pro Gin 
305 310 315 320 

Val Thr Gin Pro Gly Lys Leu Thr Glu Ala Phe Lys Tyr Phe Leu Gin 

325 330 335 

Gly Met Gly Tyr Met Pro Ser Ala Ser Met Thr Arg Leu Ala Arg Ser 
340 345 350 
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Arg Thr Ala Ser Leu Thr Ser Ala Ser Ser Val Asp Gly Ser Arg Pro 

355 360 365 

Gin Ala Cys Thr His Ser Glu Ser Ser Glu Gly Leu Gly Gin Val Asn 

370 375 380 

His Thr Met Glu Val Ser Cys 
385 390 



<210> 1983 
Q <211> 440 
<212> PRT 
<213> Homo sapiens 

<400> 1983 

Met Asp Glu Ala Gly Ser Ser Ala Ser Gly Gly Gly Phe Arg Pro Gly 

15 10 15 

Val Asp Ser Leu Asp Glu Pro Pro Asn Ser Arg He Phe Leu Val He 

20 25 30 

Ser Lys Tyr Thr Pro Glu Ser Val Leu Arg Glu Arg Phe Ser Pro Phe 
# 35 40 45 

Gly Asp He Gin Asp He Trp Val Val Arg Asp Lys His Thr Lys Pro 

50 55 60 

He Lys Val Phe He Ala Gin Ser Arg Ser Ser Gly Ser His Arg Asp 
65 70 75 80 

Val Glu Asp Glu Glu Leu Thr Arg He Phe Val Met He Pro Lys Ser 

85 90 95 

Tyr Thr Glu Glu Asp Leu Arg Glu Lys Phe Lys Val Tyr Gly Asp He 

100 105 110 

Glu Tyr Cys Ser He He Lys Asn Lys Val Thr Gly Glu Ser Lys Gly 
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115 120 125 

Leu Gly Tyr Val Arg Tyr Leu Lys Pro Ser Gin Ala Ala Gin Ala He 

130 135 140 

Glu Asn Cys Asp Arg Ser Phe Arg Ala He Leu Ala Glu Pro Lys Asn 
145 150 155 160 

Lys Ala Ser Glu Ser Ser Glu Gin Asp Tyr Tyr Ser Asn Met Arg Gin 

165 170 175 

Glu Ala Leu Gly His Glu Pro Arg Val Asn Met Phe Pro Phe Glu Gin 

180 185 190 

Gin Ser Glu Phe Ser Ser Phe Asp Lys Asn Asp Ser Arg Gly Gin Glu 

195 200 205 

Ala lie Ser Lys Arg Leu Ser Val Val Ser Arg Val Pro Phe Thr Glu 

210 215 220 

Glu Gin Leu Phe Ser He Phe Asp He Val Pro Gly Leu Glu Tyr Cys 
225 230 235 240 

Glu Val Gin Arg Asp Pro Tyr Ser Asn Tyr Gly His Gly Val Val Gin 

245 250 255 

Tyr Phe Asn Val Ala Ser Ala He Tyr Ala Lys Tyr Lys Leu His Gly 

260 265 270 

Phe Gin Tyr Pro Pro Gly Asn Arg He Gly Val Ser Phe He Asp Asp 

275 280 285 

Gly Ser Asn Ala Thr Asp Leu Leu Arg Lys Met Ala Thr Gin Met Val 

290 295 300 

Ala Ala Gin Leu Ala Ser Met Val Trp Asn Asn Pro Ser Gin Gin Gin 
305 310 315 320 

Phe Met Gin Phe Gly Gly Ser Ser Gly Ser Gin Leu Pro Gin He Gin 

325 330 335 

Thr Asp Val Val Leu Pro Ser Cys Lys Lys Lys Ala Pro Ala Glu Thr 
340 345 350 
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Pro Val Lys Glu Arg Leu Phe He Val Phe Asn Pro His Pro Leu Pro 

355 360 365 

Leu Asp Val Leu Glu Asp He Phe Cys Arg Phe Gly Asn Leu He Glu 

370 375 380 

Val Tyr Leu Val Ser Gly Lys Asn Val Gly Tyr Ala Lys Tyr Ala Asp 
385 390 395 400 

Arg He Ser Ala Asn Asp Ala He Ala Thr Leu His Gly Lys He Leu 

405 410 415 

Asn Gly Val Arg Leu Lys Val Met Leu Ala Asp Ser Pro Arg Glu Glu 

420 425 430 

Ser Asn Lys Arg Gin Arg Thr Tyr 
435 440 



<210> 1984 

<211> 135 

<212> PRT 

<213> Homo sapiens 

# <400> 1984 

Met Arg Pro Arg Met Leu Pro Val Phe Phe Gly Glu Ser He Lys Val 

15 10 15 

Ser Pro Glu Pro Thr His Glu He Arg Cys Asn Ser Glu Val Lys Tyr 

20 25 30 

Ala Ser Glu Lys His Phe Gin Asp Lys Val Phe Tyr Ala Pro Val Pro 

35 40 45 

Thr Val Thr Ala Tyr Ser Glu Thr He Val Ala Ala Pro Asn Cys Thr 

50 55 60 

Trp Arg Asn Tyr Arg Ser Gin Leu Thr Leu Glu Pro Arg Pro Arg Ala 
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65 70 75 80 

Leu Arg Phe Arg Ser Thr Thr He He Phe Pro Lys His Ala Arg Ser 

85 90 95 

Thr Phe Arg Thr Thr Leu His Cys Ser Leu Gly Arg Pro Ser Arg Trp 

100 105 110 

Phe Thr Ala Ser Val Gin Leu Gin Leu Cys Gin Asp Pro Ala Pro Ser 

115 120 125 

Leu Leu Gly Pro Ala Thr Leu 
130 135 



<210> 1985 
<211> 113 
<212> PRT 

<213> Homo sapiens 



<400> 1985 

Met Glu Phe Val Met Lys Gin Ala Leu Gly Gly Ala Thr Lys Asp Met 
15 10 15 

# Gly Lys Met Leu Gly Gly Asp Glu Glu Lys Asp Pro Asp Ala Ala Lys 

20 25 30 

Lys Glu Glu Glu Arg Gin Glu Ala Leu Arg Gin Gly He Arg Asp Lys 

35 40 45 

Tyr Gly He Lys Lys Lys Glu Glu Arg Glu Ala Glu Ala Gin Ala Ala 

50 55 60 

Met Glu Ala Asn Ser Glu Gly Ser Leu Thr Arg Pro Lys Lys Ala He 
65 70 75 80 

Pro Pro Gly Cys Gly Asp Glu Val Glu Glu Glu Asp Glu Ser He Leu 
85 90 95 
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Asp Thr Val lie Lys Tyr Leu Pro Gly Pro Leu Gin Asp Met Leu Lys 
100 105 110 

Lys 



<210> 1986 
<211> 125 
<212> PRT 

<213> Homo sapiens 
<400> 1986 

Met Pro Thr Glu Asn Trp Asp Pro Ala Gin Ser Ala Gly Leu Val Ala 

15 10 15 

Glu Met Met Trp Gly Ala Gly Gin Ser Thr Trp Met Gin Arg Gly Arg 

20 25 30 

Ala Ala Arg Trp Ala Cys Pro Gin Asp Asn Ser Phe Leu Gly He Arg 

35 40 45 

Ala Pro Gly Thr Ala Arg Gin Pro Arg Glu Ala Cys Gin Leu Gin Lys 

50 55 60 

Arg Ala Ser Gly Val Leu Gly Asp Trp Leu Pro Gly Leu Gly Gin Glu 
65 70 75 80 

Leu Gly Thr Cys Thr Asp Lys Gly Arg Arg Asn Ser Ser Gin Glu Gly 

85 90 95 

Val Gin He His Thr Gly Met Tyr Phe Val Arg Lys Val Gly Phe His 

100 105 110 

Ser Cys Lys Gin Lys Thr Gly Ala Leu Asp Arg Trp Gly 
115 120 125 
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<210> 1987 

<211> 155 

<212> PRT 

<213> Homo sapiens 

<400> 1987 

Met Arg Cys Pro Leu Gin Pro Val Gin Ala Tyr Thr Gly Val Gin Pro 

15 10 15 

Gly Gly Tyr Ser Gin Gly Glu Pro Phe Ser His Arg Arg Ala Leu Gly 

20 25 30 

Cys Gly Ala Trp Gly Thr Gly Ser Gly Thr Ala Leu Ser Arg Ala Arg 

35 40 45 

Asn Glu Leu Ser Asp His Leu Asp Ala Met Asp Ser Asn Leu Asp Asn 

50 55 60 

Leu Gin Thr Met Leu Ser Ser His Gly Phe Ser Val Asp Thr Ser Ala 
65 70 75 80 

Leu Leu Asp Leu Phe Ser Pro Ser Val Thr Val Pro Asp Met Ser Leu 

85 90 95 

Pro Asp Leu Asp Ser Ser Leu Ala Ser Val Arg Arg Arg Ala Gly Gly 

100 105 110 

Glu Gly Glu Arg Gly Arg Glu Gin Gin Pro Gly Phe Arg Glu Ala Ala 

115 120 125 

Gly Ala Leu His Ser Ala Ala Ala Val Pro Ala Gly Pro Arg Leu Arg 

130 135 140 

Gly His Arg Glu Gin Arg Pro Ala Gly Ala Val 
145 150 155 
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<210> 1988 
<211> 236 
<212> PRT 

<213> Homo sapiens 
<400> 1988 

Met Leu Thr Pro Ser Ser Gin Val His Ala Tyr He He Ser Ser Leu 

15 10 15 

Lys Lys Glu Met Pro Asn Val Phe Gly Lys Glu Ser Lys Lys Lys Glu 

20 25 30 

Leu Val Asn Asn Leu Gly Glu He Tyr Gin Lys He Glu Arg Glu His 

35 40 45 

Gin He Ser Pro Gly Asp Phe Pro Ser Leu Arg Lys Met Gin Glu Leu 

50 55 60 

Leu Gin Thr Gin Asp Phe Ser Lys Phe Gin Ala Leu Lys Pro Lys Leu 
65 70 75 80 

Leu Asp Thr Val Asp Asp Met Leu Ala Asn Asp He Ala Arg Leu Met 

85 90 95 

Val Met Val Arg Gin Glu Glu Ser Leu Met Pro Ser Gin Val Val Lys 

100 105 110 

Gly Gly Ala Phe Asp Gly Thr Met Asn Gly Pro Phe Gly His Gly Tyr 

115 120 125 

Gly Glu Gly Ala Gly Glu Gly He Asp Asp Val Glu Trp Val Val Gly 

130 135 140 

Lys Asp Lys Pro Thr Tyr Asp Glu He Phe Tyr Thr Leu Ser Pro Val 
145 150 155 160 

Asn Gly Lys He Thr Gly Ala Asn Ala Lys Lys Glu Met Val Lys Ser 

165 170 175 

Lys Leu Pro Asn Thr Val Leu Gly Lys He Trp Lys Leu Ala Asp Val 
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180 185 190 

Asp Lys Asp Gly Leu Leu Asp Asp Glu Glu Phe Ala Leu Ala Asn His 

195 200 205 

Leu lie Lys Val Lys Leu Glu Gly His Glu Leu Pro Ala Asp Pro Pro 

210 215 220 

Pro His Leu Val Pro Pro Ser Lys Arg Arg His Glu 
225 230 235 



0 <210> 1989 
<211> 105 
<212> PRT 
<213> Homo sapiens 

<400> 1989 

Met Pro Leu Thr Trp Leu Leu Ala Ser Gly Met Gly Pro Leu Met Phe 

15 10 15 

Leu Ser Phe His Ser Asn Phe Pro Phe Leu Cys Leu Ser Thr Leu Phe 
20 25 30 

^ Ser Trp Lys Phe Ser His Leu Tyr Leu Ser Asp Leu Leu Leu Arg Phe 
35 40 45 

Ser Phe Leu Val Ala Phe Phe Leu Val Gly Gly Gly Gly Leu Thr He 

50 55 60 

Ser His Arg Leu Glu His Ser Gly Ala He He Ala Tyr Cys Asn Leu 
65 70 75 80 

Glu Leu Leu Gly Ser Ser Asp Pro Leu Ala Ser Ala Ser Gin Val Ser 

85 90 95 

Gly Thr Ala Gly Met Cys His Cys Thr 
100 105 
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<210> 1990 

<211> 240 

<212> PRT 

<213> Homo sapiens 

<400> 1990 

Met Thr Lys Glu Thr Tyr Val Glu Ser lie Leu Glu Gly He Lys Gin 
0 15 10 15 

Ser Lys Gin Glu Asn Leu Asp Thr Asp Val Arg Tyr Leu He Ala Val 

20 25 30 

Asp Arg Arg Gly Gly Pro Leu Val Ala Lys Glu Thr Val Lys Leu Ala 

35 40 45 

Glu Glu Phe Phe Leu Ser Thr Glu Gly Thr Val Leu Gly Leu Asp Leu 

50 55 60 

Ser Gly Asp Pro Thr Val Gly Gin Ala Lys Asp Phe Leu Glu Pro Leu 
65 70 75 80 

Leu Glu Ala Lys Lys Ala Gly Leu Lys Leu Ala Leu His Leu Ser Glu 
• 85 90 95 

He Pro Asn Gin Lys Lys Glu Thr Gin He Leu Leu Asp Leu Leu Pro 

100 105 110 

Asp Arg He Gly His Gly Thr Phe Leu Asn Ser Gly Glu Gly Gly Ser 

115 120 125 

Leu Asp Leu Val Asp Phe Val Arg Gin His Arg He Pro Leu Glu Leu 

130 135 140 

Cys Leu Thr Ser Asn Val Lys Ser Gin Thr Val Pro Ser Tyr Asp Gin 
145 150 155 160 

His His Phe Gly Phe Trp Tyr Ser He Ala His Pro Ser Val He Cys 
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165 170 175 

Thr Asp Asp Lys Gly Val Phe Ala Thr His Leu Ser Gin Glu Tyr Gin 

180 185 190 

Leu Ala Ala Glu Thr Phe Asn Leu Thr Gin Ser Gin Val Trp Asp Leu 

195 200 205 

Ser Tyr Glu Ser He Asn Tyr lie Phe Ala Ser Asp Ser Thr Arg Ser 

210 215 220 

Glu Leu Arg Lys Lys Trp Asn His Leu Lys Pro Arg Val Leu His He 
225 230 235 240 



<210> 1991 
<211> 423 
<212> PRT 

<213> Homo sapiens 
<400> 1991 

Met Ala Ala Val Gin Ala Ala Glu Val Lys Val Asp Gly Ser Glu Pro 
15 10 15 

^ Lys Leu Ser Lys Asn Glu Leu Lys Arg Arg Leu Lys Ala Glu Lys Lys 

20 25 30 

Val Ala Glu Lys Glu Ala Lys Gin Lys Glu Leu Ser Glu Lys Gin Leu 

35 40 45 

Ser Gin Ala Thr Ala Ala Ala Thr Asn His Thr Thr Asp Asn Gly Val 

50 55 60 

Gly Pro Glu Glu Glu Ser Val Asp Pro Asn Gin Tyr Tyr Lys He Arg 
65 70 75 80 

Ser Gin Ala He His Leu His Phe Gly Leu Lys Asp Lys Glu Thr Arg 
85 90 95 
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Tyr Arg Gin Arg Tyr Leu Asp Leu He Leu Asn Asp Phe Val Arg Gin 

100 105 110 

Lys Phe He He Arg Ser Lys He He Thr Tyr He Arg Ser Phe Leu 

115 120 125 

Asp Glu Leu Gly Phe Leu Glu He Glu Thr Pro Met Met Asn He He 

130 135 140 

Pro Glu Gly Ala Val Ala Lys Pro Phe He Thr Tyr His Asn Glu Leu 
145 150 155 160 

Asp Met Asn Leu Tyr Met Arg He Ala Pro Glu Leu Tyr His Lys Met 

165 170 175 

Leu Val Val Gly Gly He Asp Arg Val Tyr Glu He Gly Arg Gin Phe 

180 185 190 

Arg Asn Glu Gly He Asp Leu Thr His Asn Pro Glu Phe Thr Thr Cys 

195 200 205 

Glu Phe Tyr Met Ala Tyr Ala Asp Tyr His Asp Leu Met Glu He Thr 

210 215 220 

Glu Lys Met Val Ser Gly Met Val Lys Leu Pro Glu Thr Asn Leu Phe 
225 230 235 240 

Glu Thr Glu Glu Thr Arg Lys He Leu Asp Asp He Cys Val Ala Lys 

245 250 255 

Ala Val Glu Cys Pro Pro Pro Arg Thr Thr Ala Arg Leu Leu Asp Lys 

260 265 270 

Leu Val Gly Glu Phe Leu Glu Val Thr Cys He Asn Pro Thr Phe He 

275 280 285 

Cys Asp His Pro Gin He Met Ser Pro Leu Ala Lys Trp His Arg Ser 

290 295 300 

Lys Glu Gly Leu Thr Glu Arg Phe Glu Leu Phe Val Met Lys Lys Glu 
305 310 315 320 

He Cys Asn Ala Tyr Thr Glu Leu Asn Asp Pro Met Arg Gin Arg Gin 



tbfEi|#2 004-3059661 



mm 2003-102207 



i—y. 600/ 



325 330 335 

Leu Phe Glu Glu Gin Ala. Lys Ala Lys Ala Ala Gly Asp Asp Glu Ala 

340 345 350 

Met Phe He Asp Glu Asn Phe Cys Thr Ala Leu Glu Tyr Gly Leu Pro 

355 360 365 

Pro Thr Ala Gly Trp Gly Met Gly He Asp Arg Val Ala Met Phe Leu 

370 375 380 

Thr Asp Ser Asn Asn He Lys Glu Val Leu Leu Phe Pro Ala Met Lys 
385 390 395 400 

Pro Glu Asp Lys Lys Glu Asn Val Ala Thr Thr Asp Thr Leu Glu Ser 

405 410 415 

Thr Thr Val Gly Thr Ser Val 
420 



<210> 1992 

<211> 157 

<212> PRT 

<213> Homo sapiens 

<400> 1992 

Met Ala Val Asp Ala Leu Glu Tyr Asp Glu Ser Ala Glu Asp Ala Asn 

1 5 10 15 

Pro Ala Gly Ala Leu Glu Glu He Leu Glu Asn Pro Glu Arg Leu Lys 

20 25 30 

Asp Leu Asp Leu Asp Ala Phe Ala Glu Glu Leu Glu Arg Gin Gly Tyr 

35 40 45 

Gly Asp Lys His He Thr Leu Tyr Asp He Arg Ala Glu Leu Ser Cys 
50 55 60 
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Arg Tyr Lys Asp Leu Arg Thr Ala Tyr Arg Ser Pro Asn Thr Glu Glu 
65 70 75 80 

He Phe Asn Met Leu Thr Lys Glu Thr Pro Glu Thr Phe Tyr He Gly 

85 90 95 

Lys Leu He He Cys Asn Val Thr Gly He Ala His Arg Arg Pro Gin 

100 105 110 

Gly Glu Ser Tyr Asp Gin Ala He Arg Asn Asp Glu Thr Gly Leu Trp 

115 120 125 

Gin Cys Pro Phe Cys Gin Gin Asp Asn Phe Pro Glu Leu Ser Glu Val 

130 135 140 

Cys Ala Ala Ala Leu Ser Cys Ser Val Asp Phe Leu Gly 
145 150 155 



<210> 1993 

<211> 257 

<212> PRT 

<213> Homo sapiens 

<400> 1993 

Met Ala His Tyr He Thr Phe Leu Cys Met Val Leu Val Leu Leu Leu 

15 10 15 

Gin Asn Ser Val Leu Ala Glu Asp Gly Glu Val Arg Ser Ser Cys Arg 

20 25 30 

Thr Ala Pro Thr Asp Leu Val Phe He Leu Asp Gly Ser Tyr Ser Val 

35 40 45 

Gly Pro Glu Asn Phe Glu He Val Lys Lys Trp Leu Val Asn He Thr 

50 55 60 

Lys Asn Phe Asp He Gly Pro Lys Phe He Gin Val Gly Val Val Gin 
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65 70 75 80 

Tyr Ser Asp Tyr Pro Val Leu Glu He Pro Leu Gly Ser Tyr Asp Ser 

85 90 95 

Gly Glu His Leu Thr Ala Ala Val Glu Ser He Leu Tyr Leu Gly Gly 

100 105 110 

Asn Thr Lys Thr Gly Lys Ala He Gin Phe Ala Leu Asp Tyr Leu Phe 

115 120 125 

Ala Lys Ser Ser Arg Phe Leu Thr Lys He Ala Val Val Leu Thr Asp 

130 135 140 

Gly Lys Ser Gin Asp Asp Val Lys Asp Ala Ala Gin Ala Ala Arg Asp 
145 150 155 160 

Ser Lys He Thr Leu Phe Ala He Gly Val Gly Ser Glu Thr Glu Asp 

165 170 175 

Ala Glu Leu Arg Ala He Ala Asn Lys Pro Ser Ser Thr Tyr Val Phe 

180 185 190 

Tyr Val Glu Gly Tyr He Ala He Ser Lys He Arg Glu Val Met Lys 

195 200 205 

Gin Lys Leu Cys Glu Glu Ser Val Cys Pro Thr Arg He Pro Val Ala 

210 215 220 

Ala Arg Asp Glu Arg Gly Phe Asp He Leu Leu Gly Leu Asp Val Asn 
225 230 235 240 

Lys Lys Val Lys Lys Arg He Gin Leu Ser Pro Lys Lys Asp Lys Arg 
245 250 255 

He 



<210> 1994 
<211> 106 
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<212> PRT 

<213> Homo sapiens 

<400> 1994 

Met Thr Ser Gly Phe Phe He Gly Gly Pro Ser Asn Met He Ser Ser 

15 10 15 

Ala He Ser Ala Asp Leu Gly Arg Gin Glu Leu He Gin Arg Ser Ser 

20 25 30 

Glu Ala Leu Ala Thr Val Thr Gly He Val Asp Gly Ser Gly Ser He 

35 40 45 

Gly Ala Ala Val Gly Gin Tyr Leu Val Ser Leu He Arg Asp Lys Leu 

50 55 60 

Gly Trp Met Trp Val Phe Tyr Phe Phe He Leu Met Thr Ser Cys Thr 
65 70 75 80 

He Val Phe He Ser Pro Leu He Val Arg Glu He Phe Ser Leu Val 

85 90 95 

Leu Arg Arg Gin Ala His He Leu Arg Glu 
100 105 



<210> 1995 
<211> 114 
<212> PRT 
<213> Homo sapiens 

<400> 1995 

Met Ser Pro Ala Pro Val Pro Leu Leu Ser Leu His Ala Leu His Trp 

15 10 15 

Gly Glu Asn Gly Arg Cys Ser Cys Trp Pro Trp Val Gly Ala Gly Ser 
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20 25 30 

Pro Gly Glu Thr Pro Val Arg Trp Thr He Leu Pro Ala Trp Gly He 

35 40 45 

Pro Phe Pro Thr Ser Val Leu Cys His Cys Cys Ser Ala Ser Phe Gin 

50 55 60 

Cys Val Ser Ala Trp Gly Glu Gly Arg Ser Thr Pro Ser Ala Pro Leu 
65 70 75 80 

Asn Leu Thr Lys Ser His Gly Cys Cys Ser Pro Leu Cys Met Met Gin 

85 90 95 

Met Leu Lys Cys Thr Lys Ser Thr Met Thr Thr Lys Lys Lys Thr Leu 
100 105 110 

Tyr Ser 



<210> 1996 

<211> 419 

<212> PRT 

<213> Homo sapiens 

<400> 1996 

Met Asp Gin Thr Cys Glu Leu Pro Arg Arg Asn Cys Leu Leu Pro Phe 

15 10 15 

Ser Asn Pro Val Asn Leu Asp Ala Pro Glu Asp Lys Asp Ser Pro Phe 

20 25 30 

Gly Asn Gly Gin Ser Asn Phe Ser Glu Pro Leu Asn Gly Cys Thr Met 

35 40 45 

Gin Leu Ser Thr Val Ser Gly Thr Ser Gin Asn Ala Tyr Gly Gin Asp 
50 55 60 
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Ser Pro Ser Cys Tyr He Pro Leu Arg Arg Leu Gin Asp Leu Ala Ser 
65 70 75 80 

Met He Asn Val Glu Tyr Leu Asn Gly Ser Ala Asp Gly Ser Glu Ser 

85 90 95 

Phe Gin Asp Pro Glu Lys Ser Asp Ser Arg Ala Gin Thr Pro He Val 

100 105 110 

Cys Thr Ser Leu Ser Pro Gly Gly Pro Thr Ala Leu Ala Met Lys Gin 

115 120 125 

Glu Pro Ser Cys Asn Asn Ser Pro Glu Leu Gin Val Lys Val Thr Lys 

130 135 140 

Thr He Lys Asn Gly Leu Leu His Phe Glu Asn Phe Thr Cys Val Asp 
145 150 155 160 

Asp Ala Asp Val Asp Ser Glu Met Asp Pro Glu Gin Pro Val Thr Glu 

165 170 175 

Asp Glu Ser He Glu Glu He Phe Glu Glu Thr Gin Thr Asn Ala Thr 

180 185 190 

Cys Asn Tyr Glu Thr Lys Ser Glu Asn Gly Val Lys Val Ala Met Gly 

195 200 205 

Ser Glu Gin Asp Ser Thr Pro Glu Ser Arg His Gly Ala Val Lys Ser 

210 215 220 

Pro Phe Leu Pro Leu Ala Pro Gin Thr Glu Thr Gin Lys Asn Lys Gin 
225 230 235 240 

Arg Asn Glu Val Asp Gly Ser Asn Glu Lys Ala Ala Leu Leu Pro Ala 

245 250 255 

Pro Phe Ser Leu Gly Asp Thr Asn He Thr He Glu Glu Gin Leu Asn 

260 265 270 

Ser He Asn Leu Ser Phe Gin Asp Asp Pro Asp Ser Ser Thr Ser Thr 

275 280 285 

Leu Gly Asn Met Leu Glu Leu Pro Gly Thr Ser Ser Ser Ser Thr Ser 
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290 295 300 

Gin Glu Leu Pro Phe Cys Gin Pro Lys Lys Lys Ser Thr Pro Leu Lys 
305 310 315 320 

Tyr Glu Val Gly Asp Leu He Trp Ala Lys Phe Lys Arg Arg Pro Trp 

325 330 335 

Trp Pro Cys Arg He Cys Ser Asp Pro Leu He Asn Thr His Ser Lys 

340 345 350 

Met Lys Val Ser Asn Arg Arg Pro Tyr Arg Gin Tyr Tyr Val Glu Ala 

355 360 365 

Phe Gly Asp Pro Ser Glu Arg Ala Trp Val Ala Gly Lys Ala He Val 

370 375 380 

Met Phe Glu Gly Arg His Gin Phe Glu Glu Leu Pro Val Leu Arg Arg 
385 390 395 400 

Glu Glu Arg Lys Lys Glu Arg Lys Arg Lys Arg Lys Glu Lys Glu Arg 
405 410 415 

Lys Lys Glu 



<210> 1997 

<211> 103 

<212> PRT 

<213> Homo sapiens 

<400> 1997 

Met Glu Gly Ser Ser His Pro Thr Ala Trp Leu Pro Ser Gly Leu Phe 

15 10 15 

Ser Leu Leu Leu Ser Val Ser Phe Ser Val Ser Pro Leu Leu He Met 
20 25 30 
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Ala His Cys Ser Leu Asp Leu Pro Arg Leu Ser Asp Pro Leu Ala Ser 

35 40 45 

Ala Ser Gin Val Ala Glu Thr Thr Gly Val Arg His His Thr Trp Leu 

50 55 60 

He Phe He Phe He Phe Val Glu Thr Gly Leu Ala Leu Phe Pro Arg 
65 70 75 80 

Leu Val Ser Asn Ser Trp Ala Gin Ala He Pro Leu Pro Leu Pro Pro 

85 90 95 

Lys Val Leu Gly Leu Gin Ala 
100 



<210> 1998 
<211> 193 
<212> PRT 

<213> Homo sapiens 
<400> 1998 

Met Glu Ser Leu Ser Leu Leu Leu His Thr Leu Pro Met Ser Pro Glu 
• 1 5 10 15 

Glu Glu Gly Gly Arg Asp Gly Gly Val Gin Glu Arg Ala Pro Gly Ala 

20 25 30 

Leu Ser Ala Arg Gly Lys Gly Val Leu Asp Leu Arg Arg Arg Gly Lys 

35 40 45 

Gly Phe Leu Lys He Phe Cys Ser Ser Phe Pro Glu Asn Glu Arg Arg 

50 55 60 

Met Gly Glu Gly Gly Lys His Leu Thr Gly Thr Arg Pro Thr Ser Thr 
65 70 75 80 

Asn Val Ser Ala Leu Pro Pro Pro Gly Glu Lys Pro Phe Arg Cys Glu 
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85 90 95 

Phe Glu Gly Cys Glu Arg Arg Phe Ala Asn Ser Ser Asp Arg Lys Lys 

100 105 110 

His Ser His Val His Thr Ser Asp Lys Pro Tyr Thr Cys Lys Val Arg 

115 120 125 

Gly Cys Asp Lys Cys Tyr Thr His Pro Ser Ser Leu Arg Lys His Met 

130 135 140 

Lys Val His Gly Arg Ser Pro Pro Pro Ser Ser Gly Tyr Asp Ser Ala 
145 150 155 160 

Thr Pro Ser Ala Leu Val Ser Pro Ser Ser Asp Cys Gly His Lys Ser 

165 170 175 

Gin Val Ala Ser Ser Ala Ala Val Ala Ala Arg Thr Ala Asp Leu Ser 
180 185 190 

Glu 



<210> 1999 
<211> 118 
# <212> PRT 

<213> Homo sapiens 

<400> 1999 

Met Arg Arg Leu He Pro Phe Leu Phe Ser Phe Gly Ser He Ser Ala 

15 10 15 

Leu Leu Ser Gly Arg He Tyr Val Gly Leu Leu Pro Arg Arg Lys Leu 

20 25 30 

Gin Ala Gin Lys Arg Gly Cys Val He Arg Cys His Leu Ser Gly Cys 
35 40 45 
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Leu Cys Cys Tyr Leu Ser Val Ala Leu Pro Leu Pro Arg Ser Leu Pro 

50 55 60 

Leu Pro Ala Asn Gin Phe Tyr Leu Pro Phe Thr Pro Gin Ser Phe He 
65 70 75 80 

Ser Val Ala Arg He Leu He Ser Tyr Gin Arg Lys Thr Thr Thr Ala 
85 90 95 

Gly Pro Leu Leu Leu Ser Asn Val Pro Gin Thr Gly He 
100 105 110 

Glu Glu Ser 



Leu Leu Pro 

Arg Arg Pro 
115 



<210> 2000 
<211> 140 
<212> PRT 

<213> Homo sapiens 
<400> 2000 

Met Glu Thr Val He Met He Thr Tyr Trp Asp Leu He Ser His Ser 
# 1 5 10 15 

Glu Met Phe Ser Asp Ser Tyr Met Ser Gin Glu He Ala Asp Gly Leu 

20 25 30 

Arg Leu Glu Val Glu Gly Lys He Val Ser Arg Thr Glu Gly Asn He 

35 40 45 

Phe Asp Ser Leu He Gly Gly Asn Ala Ser Ala Glu Gly Pro Glu Gly 

50 55 60 

Lys Gly Thr Glu Ser Thr Val He Thr Gly Val Asp Ser Val Met Asn 
65 70 75 80 

His His Leu Gin Glu Thr Ser Phe Thr Lys Glu Ala Tyr Asn Lys Cys 
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85 90 95 

He Lys Asp Tyr Met Lys Ser He Lys Gly Lys Leu Glu Glu Gin Arg 

100 105 110 

Pro Lys Arg Val Lys Pro Phe Met Thr Gly Ala Ala Glu Gin He Lys 

115 120 125 

His He Leu Ala Asn Phe Lys Asn Tyr Gin Lys Thr 
130 135 140 



<210> 2001 

<211> 123 

<212> PRT 

<213> Homo sapiens 

<400> 2001 

Met Pro Leu Pro Gly Thr Pro Gly Pro Val Thr Thr Ser Pro Gin Thr 

15 10 15 

Pro Thr Pro Arg Pro Leu Thr Thr Asp Trp Arg He Leu Ser Gly Lys 

20 25 30 

Gly Ser Gly Gly Ser Ala Arg Ala Val Ser Lys Leu Arg Ser Ser Ser 

35 40 45 

Ser Gly Asn Ser Leu Leu Arg He Arg Asp Leu Gly Val Arg Lys Ser 

50 55 60 

Gin Glu Glu Ala Ala Pro Pro Ser Pro Arg Pro Gin Ser Arg Ala His 
65 70 75 80 

Ala Gin Thr Thr Asn Pro Tyr Trp Ala Asp Thr Asn Thr Arg Pro Gly 

85 90 95 

Ala His Pro Pro Glu His Gly Gly Val Ala Ala Leu Pro Ala Gin Val 
100 105 110 
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Glu Asp 



<210> 2002 
<211> 113 
<212> PRT 

<213> Homo sapiens 

0 <400> 2002 

Met Ser Val Leu Pro Ala His Ser Cys His Pro Gin Leu Pro Ser Tyr 

15 10 15 

Ser Leu Pro Leu Arg Thr Arg Asn Phe Gin Pro Val Ala Lys Gly Lys 

20 25 30 

Arg Gin Arg Gin Arg Arg Arg Pro Trp Glu Thr lie Glu Lys His Lys 

35 40 45 

Glu Thr Gly Val Cys Val Trp Gly Gly Ser Gly Asp Lys Lys Gly Val 

50 55 60 

Gly Thr Asn Thr Lys He Phe He Cys Phe Leu His Gly Thr Cys Ser 
# 65 70 75 80 

Pro Leu Cys Pro Leu Gly Ser Leu Lys Glu Gly Pro Leu Leu Cys Leu 

85 90 95 

Thr His Leu Leu Ser Pro Ser Pro Val Leu Ser Lys Thr Asp Gin Arg 
100 105 110 

Asn 



<210> 2003 



mm 2 0 0 3 - 



Val Gly Gin Cys His Gin Glu Ala Thr 
115 120 
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<211> 197 
<212> PRT 
<213> Homo sapiens 



<400> 2003 

Met Phe Leu His Ser Leu Asn Glu Thr Lys Ser Thr Ser Leu Thr Lys 

15 10 15 

Leu Met Cys Ser Pro Ser Asp He Thr His Ser Thr Thr Gly Gly He 

20 25 30 

Ser Asp Ser Leu Arg Gin Leu Ser Phe Gin Gly Ala Trp Ala Gin Gly 

35 40 45 

Trp Trp Ser Asp Pro Ser Ala Ala He Cys Cys His He Leu Leu Met 

50 55 60 

Gly Ser Arg Pro Gin Thr Glu Gly Met Gly Ala He Asn Lys His Ser 
65 70 75 80 

Cys Arg Gly Leu Ala He Asn Ala Gin Ala Pro Arg Val Leu Gly Arg 

85 90 95 

Pro Val Ser Arg Val Arg Gin Ser Gin Lys Gly Thr Lys Thr Glu Asp 

100 105 110 

Leu Ser Gin Trp Trp Gin Arg Lys Gly His Ser Ser Leu Gly Lys Gin 

115 120 125 

Glu Gly Trp Arg Gin Ala Thr Ser Met Val Ala Trp Pro Pro Gly His 

130 135 140 

Thr Gly Gly Trp Gly Thr Val Gin Met Ser Leu Thr Cys Gly Leu Lys 
145 150 155 160 

Leu Leu Leu Cys Ser Gin Leu Asp Met Val Trp Leu Tyr Pro His Pro 

165 170 175 

Asn Leu He Leu Asn Cys Ser Ser His Asn Ser His Val Leu Trp Glu 
180 185 190 
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Gly Pro Gly Gly Arg 
195 



<210> 2004 
<211> 113 
<212> PRT 

<213> Homo sapiens 

0 <400> 2004 

Met Leu Pro Glu Val Thr He Asn Glu Glu Thr Ala Leu Ala Glu Val 

15 10 15 

Asn Leu Lys Lys Lys Ser Tyr Leu Asn He Arg Thr His Pro Val Ala 

20 25 30 

Thr Ser Phe Ala Val Phe Asp Asp Thr Leu Leu He Val Asp Pro Thr 

35 40 45 

Gly Glu Glu Glu His Leu Ala Thr Gly Thr Leu Thr He Val Met Asp 

50 55 60 

Glu Glu Gly Lys Leu Cys Cys Leu His Lys Pro Gly Gly Ser Gly Leu 
# 65 70 75 80 

Thr Gly Ala Lys Leu Gin Asp Cys Met Ser Arg Ala Val Thr Arg His 

85 90 95 

Lys Glu Val Lys Lys Leu Met Asp Glu Val He Lys Ser Met Lys Pro 
100 105 110 

Lys 



<210> 2005 
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<211> 115 
<212> PRT 
<213> Homo sapiens 

<400> 2005 

Met Asp Gly Gly Arg Gin Arg Glu Asn Glu Glu Asp Val Lys Ala Glu 

15 10 15 

Thr Ser Asp Asn He He Arg Ser Arg Glu Thr Tyr Cys His Lys Asn 

20 25 30 

Asn Thr Gly Lys Thr Arg Leu His Asn Ser Val He Ser His Trp Val 

35 40 45 

Pro Pro Thr Thr Arg Gly Asn Tyr Gly Ser Tyr Lys Met Arg Phe Gly 

50 55 60 

Trp Gly Tyr Arg Ala Lys Pro Tyr Leu Ser Ala Pro Gly Pro Ser Gin 
65 70 75 80 

He Ser Tyr Leu His He Ser Lys Pro He Met Pro Ser Gin Gin Ser 

85 90 95 

Pro Lys Val Ser Thr Leu Phe Ser He Asn Pro Lys He Gin Val Gin 
100 105 110 

Ser Leu He 
115 



<210> 2006 

<211> 210 

<212> PRT 

<213> Homo sapiens 

<400> 2006 



tBIE# 2004-3059661 



#11 2003-102207 



^-v: 615/ 



Met His Gly Asn Val His Val Cys Thr Val Cys Gly Val Tyr Ala Trp 

15 10 15 

Cys Val His Val Cys Thr Val Cys Gly Val Tyr Ala Trp Cys Val His 

20 25 30 

Met Cys Thr Val Tyr Ala Trp Cys Val His Val Cys Thr Val Tyr Ala 

35 40 45 

Trp Cys Val His Val Cys Thr Val Trp Cys Val Cys Met Val Cys Ala 

50 55 60 

His Val His Cys Val Cys Met Val Met Cys Thr Arg Ala Leu Cys Val 
65 70 75 80 

Cys Met Val Met Cys Thr Cys Ala Leu Cys Val Val Cys Met His Gly 

85 90 95 

Val Cys Thr Cys Ala Leu Cys Met His Gly Asn Val His Val Cys Thr 

100 105 110 

Val Trp Cys Val Cys Met Val Cys Ala Arg Val His Cys Val Cys lie 

115 120 125 

Val Cys Ala Arg Val His Cys Val Trp Met His Gly Asn Val His Val 

130 135 140 

Cys Thr Val Cys Gly Val Tyr Ala Trp Cys Val His Val Cys Thr Val 
145 150 ' 155 160 

Cys Gly Val Tyr Ala Trp Cys Val His Val Cys Thr Val Cys Met Arg 

165 170 175 

Val Trp Cys Val Cys Met Tyr Ala Trp Cys Val His Thr Cys Ala Ala 

180 185 190 

Ala Pro Gly Pro He Ser Ser Ala Gin Gin His His Thr His Phe Gly 
195 200 205 

Ala Leu 
210 
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<210> 2007 

<211> 118 

<212> PRT 

<213> Homo sapiens 

<400> 2007 

Met Lys Asn Arg Asn Leu Phe Pro Thr Val Leu Lys Val Gly Gly Ser 

15 10 15 

Pro Lys Ser Arg Leu Gin Gin He Gin Cys Leu He Ser Cys Pro Leu 

20 25 30 

Leu Ser Arg Trp Ser Leu Val Ser Val Ser Ser Leu Gly Arg Arg Asn 

35 40 45 

Glu Leu Ala Pro Leu Ser Pro Tyr He Lys Ser Leu He Leu Ser He 

50 55 60 

Arg Val Glu Leu Val Trp Pro Asn His Leu Met Lys Ala Pro Pro Leu 
65 70 75 80 

Tyr Phe Leu Phe Leu Val Glu Met Glu Ser His Cys Val Ala Gin Ala 

85 90 95 

Gly Val Lys Phe Leu Gly Ser Ser Asp Pro Ser Ala Trp Ala Ser Lys 

100 105 110 

Val Leu Trp Leu Gin Val 
115 



<210> 2008 

<211> 126 

<212> PRT 

<213> Homo sapiens 
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<400> 2008 

Met Glu Arg Leu Arg Val Asp Pro Arg Asp Gly His Glu Pro Pro Glu 

15 10 15 

Ser His Phe He Val Ser Lys Ala Ser Thr Asn Thr He Ser Pro Leu 

20 25 30 

Val Leu Asn Ala Ala Arg Glu Val Lys Gly Gly Gly Val Trp Gly Glu 

35 40 45 

His Phe Cys Val His Pro Phe Cys Asp Ser Glu Lys Asp Ser Lys Val 

50 55 60 

Glu Leu Gin Ser Gin Glu Val Ala Glu Asp Phe Asn Arg Leu Leu Gly 
65 70 75 80 

Gly Glu Glu Gly Ala Ser Glu Ala Arg Met Tyr Pro Ser Gin Lys Ser 

85 90 95 

Glu Asp His Ser Leu Pro Ser Val He Arg Arg Ala Pro Asp Leu Arg 

100 105 110 

Gly Cys Trp Gly Gin Pro Val Arg Gly Thr Arg Leu Gly Leu 
115 120 125 



<210> 2009 

<211> 233 

<212> PRT 

<213> Homo sapiens 



<400> 2009 

Met Leu Thr Leu Asn Leu Val Lys Gin His Thr Gly Lys Pro Glu Ser 

15 10 15 

Thr Leu Glu Thr Ser Val Asn Gin Asp Thr Gly Val Gly Gly Phe His 
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20 25 30 

Thr Cys Phe Tyr Asn Leu Asn Ser Thr Thr He Thr Leu Thr He Ser 

35 40 45 

Asn Ser Glu Ser He His Gin Ser Leu Glu Thr Gin Glu Val Leu Glu 

50 55 60 

Val Thr Ser Ser Tyr Leu Ala Asn Pro Asn Phe Thr Ser Asn Ser Met 
65 70 75 80 

Glu He Lys Ser Ala Gin Glu Asn Pro Phe Leu Phe Ser Thr He Lys 

85 90 95 

Gin Thr Val Glu Glu Leu Asn Thr Asn Lys Glu Ser Val He Ala He 

100 105 110 

Phe Val Pro Ala Lys Asn Ser Lys Leu Ser Val Asn Ser Phe He Ser 

115 120 125 

Ala Gin Lys Glu Thr Thr Glu Val Glu Asp He Asp He Glu Asp Ser 

130 135 140 

Leu Tyr Lys Asp Val Asp Tyr Gly Thr Glu Val Leu Gin He Glu His 
145 150 155 160 

Ser Tyr Cys Arg Gin Asp He Asn Lys Glu His Leu Trp Gin Lys Val 

165 170 175 

Ser Lys Leu His Ser Lys He Thr Leu Leu Glu Phe Lys Glu Gin Gin 

180 185 190 

Thr Leu Gly Arg Leu Lys Ser Leu Glu Ala Leu He Arg Gin Leu Lys 

195 200 205 

Gin Glu Asn Trp Leu Ser Glu Glu Asn Val Lys He He Glu Asn Arg 

210 215 220 

Phe Thr Thr Tyr Glu Val Thr Met He 
225 230 
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<210> 2010 

<211> 638 

<212> PRT 

<213> Homo sapiens 

<400> 2010 

Met Glu Gly Gin Ser Ser Arg Gly Ser Arg Arg Pro Gly Thr Arg Ala 

15 10 15 

Gly Leu Gly Ser Leu Pro Met Pro Gin Gly Val Ala Gin Thr Gly Ala 

20 25 30 

Pro Ser Lys Val Asp Ser Ser Phe Gin Leu Pro Ala Lys Lys Asn Ala 

35 40 45 

Ala Leu Gly Pro Ser Glu Pro Arg He Thr Val Val Thr Trp Asn Val 

50 55 60 

Gly Thr Ala Met Pro Pro Asp Asp Val Thr Ser Leu Leu His Leu Gly 
65 70 75 80 

Gly Gly Asp Asp Ser Asp Gly Ala Asp Met He Ala lie Gly Leu Gin 

85 90 95 

Glu Val Asn Ser Met Leu Asn Lys Arg Leu Lys Asp Ala Leu Phe Thr 

100 105 110 

Asp Gin Trp Ser Glu Leu Phe Met Asp Ala Leu Gly Pro Phe Asn Phe 

115 120 125 

Val Leu Val Ser Ser Val Arg Met Gin Gly Val He Leu Leu Leu Phe 

130 135 140 

Ala Lys Tyr Tyr His Leu Pro Phe Leu Arg Asp Val Gin Thr Asp Cys 
145 150 155 160 

Thr Arg Thr Gly Leu Gly Gly Tyr Trp Gly Asn Lys Gly Gly Val Ser 

165 170 175 

Val Arg Leu Ala Ala Phe Gly His Met Leu Cys Phe Leu Asn Cys His 
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180 185 190 

Leu Pro Ala His Met Asp Lys Ala Glu Gin Arg Lys Asp Asn Phe Gin 

195 200 205 

Thr He Leu Ser Leu Gin Gin Phe Gin Gly Pro Gly Ala Gin Gly He 

210 215 220 

Leu Asp His Asp Leu Val Phe Trp Phe Gly Asp Leu Asn Phe Arg He 
225 230 235 240 

Glu Ser Tyr Asp Leu His Phe Val Lys Phe Ala He Asp Ser Asp Gin 

245 250 255 

Leu His Gin Leu Trp Glu Lys Asp Gin Leu Asn Met Ala Lys Asn Thr 

260 265 270 

Trp Pro He Leu Lys Gly Phe Gin Glu Gly Pro Leu Asn Phe Ala Pro 

275 280 285 

Thr Phe Lys Phe Asp Ala Gly Thr Asn Lys Tyr Asp Thr Ser Ala Lys 

290 295 300 

Lys Arg Lys Pro Ala Trp Thr Asp Arg He Leu Trp Lys Val Lys Ala 
305 310 315 320 

Pro Gly Gly Gly Pro Ser Pro Ser Gly Arg Lys Ser His Arg Leu Gin 

325 330 335 

Val Thr Gin His Ser Tyr Arg Ser His Met Glu Tyr Thr Val Ser Asp 

340 345 350 

His Lys Pro Val Ala Ala Gin Phe Leu Leu Gin Phe Ala Phe Arg Asp 

355 360 365 

Asp Met Pro Leu Val Arg Leu Glu Val Ala Asp Glu Trp Val Arg Pro 

370 375 380 

Glu Gin Ala Val Val Arg Tyr Arg Met Glu Thr Val Phe Ala Arg Ser 
385 390 395 400 

Ser Trp Asp Trp He Gly Leu Tyr Arg Val Gly Phe Arg His Cys Lys 
405 410 415 
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Asp Tyr Val Ala Tyr Val Trp Ala Lys His Glu Asp Val Asp Gly Asn 

420 425 430 

Thr Tyr Gin Val Thr Phe Ser Glu Glu Ser Leu Pro Lys Gly His Gly 

435 440 445 

Asp Phe He Leu Gly Tyr Tyr Ser His Asn His Ser He Leu lie Gly 

450 455 460 

He Thr Glu Pro Phe Gin He Ser Leu Pro Ser Ser Glu Leu Ala Ser 
465 470 475 480 

Ser Ser Thr Asp Ser Ser Gly Thr Ser Ser Glu Gly Glu Asp Asp Ser 

485 490 495 

Thr Leu Glu Leu Leu Ala Pro Lys Ser Arg Ser Pro Ser Pro Gly Lys 

500 505 510 

Ser Lys Arg His Arg Ser Arg Ser Pro Gly Leu Ala Arg Phe Pro Gly 

515 520 525 

Leu Ala Leu Arg Pro Ser Ser Arg Glu Arg Arg Gly Ala Ser Arg Ser 

530 535 540 

Pro Ser Pro Gin Ser Arg Arg Leu Ser Arg Val Ala Pro Asp Arg Ser 
545 550 555 560 

Ser Asn Gly Ser Ser Arg Gly Ser Ser Glu Glu Gly Pro Ser Gly Leu 

565 570 575 

Pro Gly Pro Trp Ala Phe Pro Pro Ala Val Pro Arg Ser Leu Gly Leu 

580 585 590 

Leu Pro Ala Leu Arg Leu Glu Thr Val Asp Pro Gly Gly Gly Gly Ser 

595 600 605 

Trp Gly Pro Asp Arg Glu Ala Leu Ala Pro Asn Ser Leu Ser Pro Ser 

610 615 620 

Pro Gin Gly His Arg Gly Leu Glu Glu Gly Gly Leu Gly Pro 
625 630 635 



miiE#2 004-3059661 



#11 2003-102207 



^-v I 622/ 



<210> 2011 

<211> 111 

<212> PRT 

<213> Homo sapiens 

<400> 2011 

Met Pro Leu His Ser Ser Leu Gly Thr Gin Ser Glu Thr Cys Leu Lys 

15 10 15 

Lys Arg Glu He Lys Lys Glu Thr Thr Leu Leu He His Gin Ser Val 

20 25 30 

Phe Cys Phe He He Gin Gly Ser Lys Ser Ser Leu Thr Leu Phe Pro 

35 40 45 

Lys Lys Leu Thr Ser He Ser Lys Pro Leu Asn Phe Val Leu Leu Ser 

50 55 60 

Leu Gly Leu Trp Lys Leu His Lys Thr Tyr Arg Leu Thr Cys Lys Glu 
65 70 75 80 

Tyr Leu Ser Arg He Trp Val Ala Lys Phe Leu Leu Asp Ser Phe Arg 

85 90 95 

Val Phe Phe Val Arg He Leu Tyr Ser Trp Ala Phe Cys Ser Phe 
100 105 110 



<210> 2012 
<211> 119 
<212> PRT 

<213> Homo sapiens 
<400> 2012 
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Met Leu Thr Thr Ser Pro He Pro Ala Thr Ser Ser Pro Leu Trp Glu 

15 10 15 

Lys Ala Arg Cys Pro Ala Pro Trp Gly Arg Val Arg Val Leu Arg Gly 

20 25 30 

Trp Tyr Val Pro Arg Lys Ser Lys He Phe Ser Trp Trp Ser Arg Pro 

35 40 45 

Glu Val Ala Met Tyr Leu Val Arg Glu Glu Gly Ser He Asn Met Ser 

50 55 60 

Val Asn Gly Phe Thr Lys Gin Ala Val Ala Lys Ser Arg His Gin Val 
65 70 75 80 

Trp Leu Gly Arg Lys Arg Leu He Val He Thr Thr Ala He Thr Leu 

85 90 95 

Asn Thr Pro Gin Ala Ser Ser Gin Leu Ser Cys Thr Gin Leu He Leu 

100 105 110 

Phe Leu Phe Pro Phe Lys Arg 
115 



<210> 2013 
• <211> 182 
<212> PRT 

<213> Homo sapiens 
<400> 2013 

Met Glu Arg Glu Glu Glu 

1 5 
Arg Lys Cys Leu Ser Ser 
20 

Pro Trp Pro Ser Arg Met 

tBiiE# 2004-3059661 



Gly Gly Thr Gly Thr Val He Leu Pro Ser 

10 15 

Thr Ser Pro Lys Leu Ala Ser Gly Cys Cys 

25 30 

Arg Ala Cys Pro Cys Trp Asp Ala Gly He 
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35 40 45 

Gin Leu Leu Val Leu Val Ser Gly Gly Arg Cys Arg Glu Gly Ser Gin 

50 55 60 

Gly Leu Phe" lie Asp Pro Arg Gly Gly Arg Trp Trp Cys Pro Val Thr 
65 70 75 80 

Glu Pro Leu Leu Ala Lys Pro Val Ser Leu Gin Ser Gin Leu Leu Ala 

85 90 95 

Gin Trp He Glu Gin Pro Tyr Leu Lys His Phe His Phe Ser Val Leu 

100 105 110 

He Trp His Val Pro Pro Pro Ser Leu Pro Pro Ser Leu Ser Pro Ser 

115 120 125 

Leu Pro Phe Ser Leu Pro Pro Phe Leu Pro Pro Ser Leu Ser Pro Leu 

130 135 140 

Leu Asn Ser Lys Lys Trp Gly Pro Thr Phe Phe Leu Gin Leu Glu Asp 
145 150 155 160 

Ser Leu Leu Phe He Thr Val Glu Ser Gin Val Ser Gin Gly Phe Ser 

165 170 175 

Gin Ala Val Gin Gin Ala 
180 



<210> 2014 
<211> 488 
<212> PRT 

<213> Homo sapiens 



<400> 2014 

Met Leu Ala Ala Val Thr Gly Gin Leu Ala Leu Val Gin Leu Leu Val 
15 10 15 
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Glu Arg His Ala Asp Val Asp Lys Gin Asp Ser Val His Gly Trp Thr 

20 25 30 

Ala Leu Met Gin Ala Thr Tyr His Gly Asn Lys Glu He Val Lys Tyr 

35 40 45 

Leu Leu Asn Gin Gly Ala Asp Val Thr Leu Arg Ala Lys Asn Gly Tyr 

50 55 60 

Thr Ala Phe Asp Leu Val Met Leu Leu Asn Asp Pro Asp Thr Glu Leu 
65 70 75 80 

Val Arg Leu Leu Ala Ser Val Cys Met Gin Val Asn Lys Asp Lys Gly 

85 90 95 

Arg Pro Ser His Gin Pro Pro Leu Pro His Ser Lys Val Arg Gin Pro 

100 105 110 

Trp Ser He Pro Val Leu Pro Asp Asp Lys Gly Gly Leu Lys Ser Trp 

115 120 125 

Trp Asn Arg Met Ser Asn Arg Phe Arg Lys Leu Lys Leu Met Gin Thr 

130 135 140 

Leu Pro Arg Gly Leu Ser Ser Asn Gin Pro Leu Pro Phe Ser Asp Glu 
145 150 155 160 

Pro Glu Pro Ala Leu Asp Ser Thr Met Arg Ala Ala Pro Gin Asp Lys 

165 170 175 

Thr Ser Arg Ser Ala Leu Pro Asp Ala Ala Pro Val Thr Lys Asp Asn 

180 185 190 

Gly Pro Gly Ser Thr Arg Gly Glu Lys Glu Asp Thr Leu Leu Thr Thr 

195 200 205 

Met Leu Arg Asn Gly Ala Pro Leu Thr Arg Leu Pro Ser Asp Lys Leu 

210 215 220 

Lys Ala Val He Pro Pro Phe Leu Pro Pro Ser Ser Phe Glu Leu Trp 
225 230 235 240 

Ser Ser Asp Arg Ser Arg Thr Arg His Asn Gly Lys Ala Asp Pro Met 
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245 250 255 

Lys Thr Ala Leu Pro Gin Arg Ala Ser Arg Gly His Pro Val Gly Gly 

260 265 270 

Gly Gly Thr Asp Thr Thr Pro Val Arg Pro Val Lys Phe Pro Ser Leu 

275 280 285 

Pro Arg Ser Pro Ala Ser Ser Ala Asn Ser Gly Asn Phe Asn His Ser 

290 295 300 

Pro His Ser Ser Gly Gly Ser Ser Gly He Gly Val Ser Arg His Gly 
305 310 315 320 

Gly Glu Leu Leu Asn Arg Ser Gly Gly Ser He Asp Asn Val Leu Ser 

325 330 335 

Gin He Ala Ala Gin Arg Lys Lys Ala Ala Gly Leu Leu Glu Gin Lys 

340 345 350 

Pro Ser His Arg Ser Ser Pro Val Gly Pro Ala Pro Gly Ser Ser Pro 

355 360 365 

Ser Glu Leu Pro Ala Ser Pro Ala Gly Gly Ser Ala Pro Val Gly Lys 

370 375 380 

Lys Leu Glu Thr Ser Lys Arg Pro Pro Ser Gly Thr Ser Thr Thr Ser 
385 390 395 400 

Lys Ser Thr Ser Pro Thr Leu Thr Pro Ser Pro Ser Pro Lys Gly His 

405 410 415 

Thr Ala Glu Ser Ser Val Ser Ser Ser Ser Ser His Arg Gin Ser Lys 

420 425 430 

Ser Ser Gly Gly Ser Ser Ser Gly Thr He Thr Asp Glu Asp Glu Leu 

435 440 445 

Thr Gly He Leu Lys Lys Leu Ser Leu Glu Lys Tyr Gin Pro He Phe 

450 455 460 

Glu Glu Gin Glu Ser Val Ser Val Ser Cys Val Val Arg Glu Met Arg 
465 470 475 480 
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<210> 2015 

<211> 169 

<212> PRT 

<213> Homo sapiens 

0 <400> 2015 

Met Val Pro Arg Ala Pro Pro Cys Ala Trp Leu Arg Pro Gly Arg Arg 

15 10 15 

Ala Gin Ala Gly Glu Gly Pro Arg Asp Pro Gly Asn Ala Ala Trp Arg 

20 25 30 

Thr Arg Arg Thr Gly Phe Pro Glu Ala Thr Gly Pro Ala Arg His Leu 

35 40 45 

Gin Leu Leu Tyr Val Asp Phe Gly Arg Trp Thr His Gly Arg Pro Val 

50 55 60 

Pro Leu Cys Arg Ala Gly Trp Arg Pro Arg Cys Pro Gly Ala Ala Ala 
• 65 70 75 80 

Ala Leu Gly Leu Ala Gly Leu Gly Asp His He Trp Pro Pro Gly Arg 

85 90 95 

Thr Val Pro Gin Asp Pro Pro Ala Trp Ala Pro Pro Ser Ser Leu Ala 

100 105 110 

His Ser Leu Gly Ala Pro Val Gly Ala Gly Ala Ala Gly Cys Pro Cys 

115 120 125 

Gly Pro Ala He His Arg Pro Ala His Ala Ala Ser Pro Ser Thr Cys 

130 135 140 

Leu Pro Thr Pro Pro Gin Pro Pro Thr Ser His Leu Glu Glu Thr Met 
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145 150 
Gly Pro Ala Pro Pro Ala Pro Gly Cys 
165 



155 



160 



<210> 2016 
<211> 309 
<212> PRT 

<213> Homo sapiens 
<400> 2016 

Met Ser Ala Leu Gly Thr Leu Arg Cys Gly Pro Ser He Pro Ser Val 

15 10 15 

Phe Pro Ser Val Leu Gly Ser Leu Arg Cys Gly Pro Ser Thr Pro Ser 

20 25 30 

Val Phe Pro Ser Val Leu Arg Met Leu Arg Cys Gly Pro Ser Ser Pro 

35 40 45 

Ser Val Phe Ser Ser Val Leu Gly Met Leu Lys Cys Gly Pro Ser lie 

50 55 60 

Pro Ser Val Phe Pro Ser Val Leu Arg Met Leu Arg Cys Gly Pro Ser 
65 70 75 80 

Ser Pro Ser Val Phe Ser Ser Val Leu Gly Met Leu Arg Cys Gly Pro 

85 90 95 

Ser Ser Pro Ser Val Phe Pro Ser Val Leu Arg Met Leu Arg Cys Gly 

100 105 110 

Pro Ser Leu Pro Ser Val Phe Ser Ser Val Leu Gly Met Leu Ser Cys 

115 120 125 

Gly Pro Ser He Pro Ser Val Phe Ser Ser Val Leu Arg Met Leu Arg 
130 135 140 
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Cys Gly Pro Ser He Pro Ser Val Phe Ser Ser Val Leu Arg Met Leu 
145 150 155 160 

Arg Cys Gly Pro Ser He Pro Ser Val Phe Ser Ser Val Leu Gly Met 

165 170 175 

Pro He Pro Leu Val Phe Tyr Leu Gin Leu Ser Leu Phe Phe Val Ser 

180 185 190 

Ser Leu Pro Thr Gin Val Glu Arg Gly Gly Asp Pro He Ala Cys Glu 

195 200 205 

Glu Asp Thr Ala Pro Gly Trp Thr Leu Gin He Val Lys Phe Lys Ser 

210 215 220 

Gin Leu Leu Gly Arg Ser Leu Cys Val Lys He Met Gly Val Arg Gin 
225 230 235 240 

He Gin Gly Pro His Ser Ala Leu Leu Cys Thr Ser Glu Cys Arg Ser 

245 250 255 

Ser Cys Leu Val Thr Arg Thr Leu Arg Arg Ser Met Asp Pro Ala Arg 

260 265 270 

Gly Asp Arg Val Ser Pro Val Ser Trp Asp Leu Arg Leu Pro Gly Trp 

275 280 285 

Ser Pro Ser Pro Asp Leu Val He Arg Leu Pro Leu Ser Pro Lys Val 

290 295 300 

Leu Gly Leu Gin Ala 
305 



<210> 2017 

<211> 117 

<212> PRT 

<213> Homo sapiens 
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<400> 2017 

Met Glu Val Pro Cys Asp Lys Pro Phe Ser Glu Glu Gin Ala Arg Leu 

15 10 15 

Tyr Leu Arg Asp Val He Leu Gly Leu Glu Tyr Cys Glu Cys Gly Ala 

20 25 30 

Ala Cys Pro Leu Gly Leu Gly Leu Gly Asp Leu Ala Gly Gly Arg Ala 

35 40 45 

Gin Ala Glu Gin Thr Leu Ser Ser Ser Arg Gin Ser Glu Leu Thr Cys 

50 55 60 

Gin Ser Ala Ser Val Gly Val Gly His Ala Arg Val Ala Gly Pro Lys 
65 70 75 80 

Ala Phe Leu Trp Gly Gly Ala Gly Gly Gly Leu His Trp Ala Cys Ala 

85 90 95 

Arg Ser Phe Val Val Ser Gly Pro Val Gly Leu Ser Pro Gly Cys Ser 

100 105 110 

Val Ser Phe Phe Cys 
115 



<210> 2018 
<211> 180 
<212> PRT 

<213> Homo sapiens 
<400> 2018 

Met Glu Leu Ala Ala Leu Gly Leu Ser Pro Cys Pro Arg Leu Leu His 

15 10 15 

Ala Glu Leu Leu Pro Gly Leu Leu Thr Val Phe Ser Leu Arg Phe Leu 
20 25 30 
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Gin Asp Tyr Gly Gly Tyr Leu Ser Thr Tyr He Leu Pro Ala Lys Gly 

35 40 45 

Glu Asn Gin Gly Gin Thr Phe Thr Cys Gly Ser Ala Leu Ser Pro He 

50 55 60 

Thr Asp Phe Lys Leu Tyr Ala Ser Ala Phe Ser Glu Arg Tyr Leu Gly 
65 70 75 80 

Leu His Gly Leu Asp Asn Arg Ala Tyr Glu Met Thr Lys Val Ala His 

85 90 95 

Arg Val Ser Ala Leu Glu Glu Gin Gin Phe Leu He He His Pro Thr 

100 105 110 

Ala Asp Glu Lys He His Phe Gin His Thr Ala Glu Leu He Thr Gin 

115 120 125 

Leu He Arg Gly Lys Ala Asn Tyr Ser Leu Gin Val Gin Tyr Ala Cys 

130 135 140 

Tyr Ser Val Leu Asn Leu Glu Gin Asp He Pro Phe Met Glu Lys Asp 
145 150 155 160 

Leu Thr Gly Val Gin Gly Leu Leu Leu Gin Gin Thr Arg Leu Cys Cys 
165 170 175 

Gly Gly Arg Cys 
180 



<210> 2019 
<211> 892 
<212> PRT 

<213> Homo sapiens 
<400> 2019 

Met His Gly Phe Arg Arg Thr Leu Arg Asn Ala Val Leu Thr Gin Lys 
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15 10 15 

Gin Asp Ser Leu Arg He He Ser He Gin Pro Val Ala Gly Thr Asn 

20 25 30 

Gin Leu Asp Met Leu Phe Ala Val Glu Met His Ser Ser Glu Phe Tyr 

35 40 45 

Lys Pro Ala Tyr Leu He Gin Lys Leu Ser Asn Ala Arg Arg His Leu 

50 55 60 

Glu Asn He Met Arg He Ser Ala He Leu Glu Lys Asn Cys Ser Gly 
65 70 75 80 

Leu Asp Cys Gin Glu Gin His Cys Glu Gin Gly Leu Ser Leu Asp Ser 

85 90 95 

His Ala Leu Met Thr Tyr Ser Thr Ala Arg He Ser Phe Val Cys Pro 

100 105 110 

Arg Phe Tyr Arg Asn Val Arg Cys Thr Cys Asn Gly Gly Leu Cys Pro 

115 120 125 

Gly Ser Asn Asp Pro Cys Val Glu Lys Pro Cys Pro Gly Asp Met Gin 

130 135 140 

Cys Val Gly Tyr Glu Ala Ser Arg Arg Pro Phe Leu Cys Gin Cys Pro 
145 150 155 160 

Pro Gly Lys Leu Gly Glu Cys Ser Gly His Thr Ser Leu Ser Phe Ala 

165 170 175 

Gly Asn Ser Tyr He Lys Tyr Arg Leu Ser Glu Asn Ser Lys Glu Glu 

180 185 190 

Asp Phe Lys Leu Ala Leu Arg Leu Arg Thr Leu Gin Ser Asn Gly He 

195 200 205 

He Met Tyr Thr Arg Ala Asn Pro Cys He He Leu Lys He Val Asp 

210 215 220 

Gly Lys Leu Trp Phe Gin Leu Asp Cys Gly Ser Gly Pro Gly He Leu 
225 230 235 240 
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Gly He Ser Gly Arg Ala Val Asn Asp Gly Ser Trp His Ser Val Phe 

245 250 255 

Leu Glu Leu Asn Arg Asn Phe Thr Ser Leu Ser Leu Asp Asp Ser Tyr 

260 265 270 

Val Glu Arg Arg Arg Ala Pro Leu Tyr Phe Gin Thr Leu Ser Thr Glu 

275 280 285 

Ser Ser He Tyr Phe Gly Ala Leu Val Gin Ala Asp Asn He Arg Ser 

290 295 300 

Leu Thr Asp Thr Arg Val Thr Gin Val Leu Ser Gly Phe Gin Gly Cys 
305 310 315 320 

Leu Asp Ser Val He Leu Asn Asn Asn Glu Leu Pro Leu Gin Asn Lys 

325 330 335 

Arg Ser Ser Phe Ala Glu Val Val Gly Leu Thr Glu Leu Lys Leu Gly 

340 345 350 

Cys Val Leu Tyr Pro Asp Ala Cys Lys Arg Ser Pro Cys Gin His Gly 

355 360 365 

Gly Ser Cys Thr Gly Leu Pro Ser Gly Gly Tyr Gin Cys Thr Cys Leu 

370 375 380 

Ser Gin Phe Thr Gly Arg Asn Cys Glu Ser Glu He Thr Ala Cys Phe 
385 390 395 400 

Pro Asn Pro Cys Arg Asn Gly Gly Ser Cys Asp Pro He Gly Asn Thr 

405 410 415 

Phe He Cys Asn Cys Lys Ala Gly Leu Thr Gly Val Thr Cys Glu Glu 

420 425 430 

Asp He Asn Glu Cys Glu Arg Glu Glu Cys Glu Asn Gly Gly Ser Cys 

435 440 445 

Val Asn Val Phe Gly Ser Phe Leu Cys Asn Cys Thr Pro Gly Tyr Val 

450 455 460 

Gly Gin Tyr Cys Gly Leu Arg Pro Val Val Val Pro Asn He Gin Ala 
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465 470 475 480 

Gly His Ser Tyr Val Gly Lys Glu Glu Leu He Gly He Ala Val Val 

485 490 495 

Leu Phe Val He Phe He Leu Val Val Leu Phe He Val Phe Arg Lys 

500 505 510 

Lys Val Phe Arg Lys Asn Tyr Ser Arg Asn Asn He Thr Leu Val Gin 

515 520 525 

Asp Pro Ala Thr Ala Ala Leu Leu Asn Lys Ser Asn Gly He Pro Phe 

530 535 540 

Arg Asn Leu Arg Gly Ser Gly Asp Gly Arg Asn Val Tyr Gin Glu Val 
545 550 555 560 

Gly Pro Pro Gin Val Pro Val Arg Pro Met Ala Tyr Thr Pro Cys Phe 

565 570 575 

Gin Ser Asp Ser Arg Ser Asn Leu Asp Lys He Val Asp Gly Leu Gly 

580 585 590 

Gly Glu His Gin Glu Met Thr Thr Phe His Pro Glu Ser Pro Arg He 

595 600 605 

Leu Thr Ala Arg Arg Gly Val Val Val Cys Ser Val Ala Pro Asn Leu 

610 615 620 

Pro Ala Val Ser Pro Cys Arg Ser Asp Cys Asp Ser He Arg Lys Asn 
625 630 635 640 

Gly Trp Asp Ala Gly Thr Glu Asn Lys Gly Val Asp Asp Pro Gly Glu 

645 650 655 

Val Thr Cys Phe Ala Gly Ser Asn Lys Gly Ser Asn Ser Glu Val Gin 

660 665 670 

Ser Leu Ser Ser Phe Gin Ser Asp Ser Gly Asp Asp Asn Ala Tyr His 

675 680 685 

Trp Asp Thr Ser Asp Trp Met Pro Gly Ala Arg Leu Ser Asp He Glu 
690 695 700 
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Glu Val Pro Asn Tyr Glu Asn Gin Asp Gly Gly Ser Ala His Gin Gly 
705 710 715 720 

Ser Thr Arg Glu Leu Glu Ser Asp Tyr Tyr Leu Gly Gly Tyr Asp He 

725 730 735 

Asp Ser Glu Tyr Pro Pro Pro His Glu Glu Glu Phe Leu Ser Gin Asp 

740 745 750 

Gin Leu Pro Pro Pro Leu Pro Glu Asp Phe Pro Asp Gin Tyr Glu Ala 

755 760 765 

Leu Pro Pro Ser Gin Pro Val Ser Leu Ala Ser Thr Leu Ser Pro Asp 

770 775 780 

Cys Arg Arg Arg Pro Gin Phe His Pro Ser Gin Tyr Leu Pro Pro His 
785 790 795 800 

Pro Phe Pro Asn Glu Thr Asp Leu Val Gly Pro Pro Ala Ser Cys Glu 

805 810 815 

Phe Ser Thr Phe Ala Val Ser Met Asn Gin Gly Thr Glu Pro Thr Gly 

820 825 830 

Pro Ala Asp Ser Val Ser Leu Ser Leu His Asn Ser Arg Gly Thr Ser 

835 840 845 

Ser Ser Asp Val Ser Ala Asn Cys Gly Phe Asp Asp Ser Glu Val Ala 

850 855 860 

Met Ser Asp Tyr Glu Ser Val Gly Glu Leu Ser Leu Ala Ser Leu His 
865 870 875 880 

He Pro Phe Val Glu Ala Gin His Gin Thr Gin Val 
885 890 



<210> 2020 
<211> 932 
<212> PRT 
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<400> 2020 

Met He Gin Glu Lys Lys Glu Gin Ala Glu Met Lys Arg Lys Val Gin 

15 10 15 

Glu Glu Glu Leu Arg Glu Asn His Pro Tyr Phe Asp Lys Pro Leu Phe 

20 25 30 

He Val Gly Arg Glu His Arg Phe Arg Asn Phe Cys Arg Val Val Val 

35 40 45 

Arg Ala Arg Phe Asn Ala Ser Lys Thr Asp Pro Val Thr Gly Ala Val 

50 55 60 

Lys Asn Thr Lys Tyr His Gin Leu Tyr Asp Leu Leu Gly Leu Val Thr 
65 70 75 80 

Tyr Leu Asp Trp Val Met He He Val Thr He Cys Ser Cys He Ser 

85 90 95 

Met Met Phe Glu Ser Pro Phe Arg Arg Val Met His Ala Pro Thr Leu 

100 105 110 

Gin He Ala Glu Tyr Val Phe Val He Phe Met Ser He Glu Leu Asn 

115 120 125 

Leu Lys He Met Ala Asp Gly Leu Phe Phe Thr Pro Thr Ala Val He 

130 135 140 

Arg Asp Phe Gly Gly Val Met Asp He Phe He Tyr Leu Val Ser Leu 
145 150 155 160 

He Phe Leu Cys Trp Met Pro Gin Asn Val Pro Ala Glu Ser Gly Ala 

165 170 175 

Gin Leu Leu Met Val Leu Arg Cys Leu Arg Pro Leu Arg He Phe Lys 

180 185 190 

Leu Val Pro Gin Met Arg Lys Val Val Arg Glu Leu Phe Ser Gly Phe 
195 200 205 
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Lys Glu lie Phe Leu Val Ser He Leu Leu Leu Thr Leu Met Leu Val 

210 215 220 

Phe Ala Ser Phe Gly Val Gin Leu Phe Ala Gly Lys Leu Ala Lys Cys 
225 230 235 240 

Asn Asp Pro Asn He He Arg Arg Glu Asp Cys Asn Gly He Phe Arg 

245 250 255 

He Asn Val Ser Val Ser Lys Asn Leu Asn Leu Lys Leu Arg Pro Gly 

260 265 270 

Glu Lys Lys Pro Gly Phe Trp Val Pro Arg Val Trp Ala Asn Pro Arg 

275 280 285 

Asn Phe Asn Phe Asp Asn Val Gly Asn Ala Met Leu Ala Leu Phe Glu 

290 295 300 

Val Leu Ser Leu Lys Gly Trp Val Glu Val Arg Asp Val He He His 
305 310 315 320 

Arg Val Gly Pro He His Gly He Tyr He His Val Phe Val Phe Leu 

325 330 335 

Gly Cys Met He Gly Leu Thr Leu Phe Val Gly Val Val He Ala Asn 

340 345 350 

Phe Asn Glu Asn Lys Gly Thr Ala Leu Leu Thr Val Asp Gin Arg Arg 

355 360 365 

Trp Glu Asp Leu Lys Ser Arg Leu Lys He Ala Gin Pro Leu His Leu 

370 375 380 

Pro Pro Arg Pro Asp Asn Asp Gly Phe Arg Ala Lys Met Tyr Asp He 
385 390 395 400 

Thr Gin His Pro Phe Phe Lys Arg Thr He Ala Leu Leu Val Leu Ala 

405 410 415 

Gin Ser Val Leu Leu Ser Val Lys Trp Asp Val Glu Asp Pro Val Thr 

420 425 430 

Val Pro Leu Ala Thr Met Ser Val Val Phe Thr Phe He Phe Val Leu 
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435 440 445 

Glu Val Thr Met Lys He He Ala Met Ser Pro Ala Gly Phe Trp Gin 

450 455 460 

Ser Arg Arg Asn Arg Tyr Asp Leu Leu Val Thr Ser Leu Gly Val Val 
465 470 475 480 

Trp Val Val Leu His Phe Ala Leu Leu Asn Ala Tyr Thr Tyr Met Met 

485 490 495 

Gly Ala Cys Val He Val Phe Arg Phe Phe Ser He Cys Gly Lys His 

500 505 510 

Val Thr Leu Lys Met Leu Leu Leu Thr Val Val Val Ser Met Tyr Lys 

515 520 525 

Ser Phe Phe He He Val Gly Met Phe Leu Leu Leu Leu Cys Tyr Ala 

530 535 540 

Phe Ala Gly Val Val Leu Phe Gly Thr Val Lys Tyr Gly Glu Asn He 
545 550 555 560 

Asn Arg His Ala Asn Phe Ser Ser Ala Gly Lys Ala He Thr Val Leu 

565 570 575 

Phe Arg He Val Thr Gly Glu Asp Trp Asn Lys He Met Arg Asp Cys 

580 585 590 

Met Val Gin Pro Pro Phe Cys Thr Pro Asp Glu Phe Thr Tyr Trp Ala 

595 600 605 

Thr Asp Cys Gly Asn Tyr Ala Gly Ala Leu Met Tyr Phe Cys Ser Phe 

610 615 620 

Tyr Val He He Ala Tyr He Met Leu Asn Leu Leu Val Ala He He 
625 630 635 640 

Val Glu Asn Phe Ser Leu Phe Tyr Ser Thr Glu Glu Asp Gin Leu Leu 

645 650 655 

Ser Tyr Asn Asp Leu Arg His Phe Gin He He Trp Asn Met Val Asp 
660 665 670 
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Asp Lys Arg Glu Gly Val He Pro Thr Phe Arg Val Lys Phe Leu Leu 

675 680 685 

Arg Leu Leu Arg Gly Arg Leu Glu Val Asp Leu Asp Lys Asp Lys Leu 

690 695 700 

Leu Phe Lys His Met Cys Tyr Glu Met Glu Arg Leu His Asn Gly Gly 
705 710 715 720 

Asp Val Thr Phe His Asp Val Leu Ser Met Leu Ser Tyr Arg Ser Val 

725 730 735 

Asp He Arg Lys Ser Leu Gin Leu Glu Glu Leu Leu Ala Arg Glu Gin 

740 745 750 

Leu Glu Tyr Thr He Glu Glu Glu Val Ala Lys Gin Thr He Arg Met 

755 760 765 

Trp Leu Lys Lys Cys Leu Lys Arg He Arg Ala Lys Gin Gin Gin Ser 

770 775 780 

Cys Ser He He His Ser Leu Arg Glu Ser Gin Gin Gin Glu Leu Ser 
785 790 795 800 

Arg Phe Leu Asn Pro Pro Ser He Glu Thr Thr Gin Pro Ser Glu Asp 

805 810 815 

Thr Asn Ala Asn Ser Gin Asp Asn Ser Met Gin Pro Glu Thr Ser Ser 

820 825 830 

Gin Gin Gin Leu Leu Ser Pro Thr Leu Ser Asp Arg Gly Gly Ser Arg 

835 840 845 

Gin Asp Ala Ala Asp Ala Gly Lys Pro Gin Arg Lys Phe Gly Gin Trp 

850 855 860 

Arg Leu Pro Ser Ala Pro Lys Pro He Ser His Ser Val Ser Ser Val 
865 870 875 880 

Asn Leu Arg Phe Gly Gly Arg Thr Thr Met Lys Ser Val Val Cys Lys 

885 890 895 

Met Asn Pro Met Thr Asp Ala Ala Ser Cys Gly Ser Glu Val Lys Lys 
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900 905 910 

Trp Trp Thr Arg Gin Leu Thr Val Glu Ser Asp Glu Ser Gly Asp Asp 

915 920 925 

Leu Leu Asp lie 
930 



<210> 2021 
<211> 1060 
0 <212> PRT 

<213> Homo sapiens 

<400> 2021 

Met Leu Gly Glu Gly Leu Gly Pro Glu Trp Gly Pro Arg Pro Glu His 

1 5 10 15 

Leu Pro Leu Ala Trp Leu Cys Val Ser Ala Ser Pro Gly Gly Ser Gly 

20 25 30 

Arg Cys Glu Leu Arg Gin Cys Ser Val Leu He Pro Cys Arg Met Ala 
35 40 45 

# Ser Cys Gly Gin Gly Ser Val Arg Leu Trp Arg Leu Arg Gly Gly Val 
50 55 60 

Leu Arg Ser Cys Pro Val Asp Leu Gly Glu His His Ala Leu Gin Phe 
65 70 75 80 

Thr Asp Leu Ala Phe Lys Gin Ala Arg Asp Gly Cys Pro Glu Pro Ser 

85 90 95 

Ala Ala Met Leu Phe Val Cys Ser Arg Ser Gly His He Leu Glu He 

100 105 110 

Asp Cys Gin Arg Met Val Val Arg His Ala Arg Arg Leu Leu Pro Thr 
115 120 125 
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Arg Thr Pro Gly Gly Pro His Pro Gin Lys Gin Thr Phe Ser Ser Gly 

130 135 140 

Pro Gly He Ala He Ser Ser Leu Ser Val Ser Pro Ala Met Cys Ala 
145 150 155 160 

Val Gly Ser Glu Asp Gly Phe Leu Arg Leu Trp Pro Leu Asp Phe Ser 

165 170 175 

Ser Val Leu Leu Glu Ala Glu His Glu Gly Pro Val Ser Ser Val Cys 

180 185 190 

Val Ser Pro Asp Gly Leu Arg Val Leu Ser Ala Thr Ser Ser Gly His 

195 200 205 

Leu Gly Phe Leu Asp Thr Leu Ser Arg Val Tyr His Met Leu Ala Arg 

210 215 220 

Ser His Thr Ala Pro Val Leu Ala Leu Ala Met Glu Gin Arg Arg Gly 
225 230 235 240 

Gin Leu Ala Thr Val Ser Gin Asp Arg Thr Val Arg He Trp Asp Leu 

245 250 255 

Ala Thr Leu Gin Gin Leu Tyr Asp Phe Thr Ser Ser Glu Asp Ala Pro 

260 265 270 

Cys Ala Val Thr Phe His Pro Thr Arg Pro Thr Phe Phe Cys Gly Phe 

275 280 285 

Ser Ser Gly Ala Val Arg Ser Phe Ser Leu Glu Ala Ala Glu Val Leu 

290 295 300 

Val Glu His Thr Cys His Arg Gly Ala Val Thr Gly Leu Thr Ala Thr 
305 310 315 320 

Pro Asp Gly Arg Leu Leu Phe Ser Ser Cys Ser Gin Gly Ser Leu Ala 

325 330 335 

Gin Tyr Ser Cys Ala Asp Pro Gin Trp His Val Leu Arg Val Ala Ala 

340 345 350 

Asp Met Val Cys Pro Asp Ala Pro Ala Ser Pro Ser Ala Leu Ala Val 
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355 360 365 

Ser Arg Asp Gly Arg Leu Leu Ala Phe Val Gly Pro Ser Arg Cys Thr 

370 375 380 

Val Thr Val Met Gly Ser Ala Ser Leu Asp Glu Leu Leu Arg Val Asp 
385 390 395 400 

He Gly Thr Leu Asp Leu Ala Ser Ser Arg Leu Asp Ser Ala Met Ala 

405 410 415 

Val Cys Phe Gly Pro Ala Ala Leu Gly His Leu Leu Val Ser Thr Ser 

420 425 430 

Ser Asn Arg Val Val Val Leu Asp Ala Val Ser Gly Arg He He Arg 

435 440 445 

Glu Leu Pro Gly Val His Pro Glu Pro Cys Pro Ser Leu Thr Leu Ser 

450 455 460 

Glu Asp Ala Arg Phe Leu Leu He Ala Ala Gly Arg Thr He Lys Val 
465 470 475 480 

Trp Asp Tyr Ala Thr Gin Ala Ser Pro Gly Pro Gin Val Tyr He Gly 

485 490 495 

His Ser Glu Pro Val Gin Ala Val Ala Phe Ser Pro Asp Gin Gin Gin 

500 505 510 

Val Leu Ser Ala Gly Asp Ala Val Phe Leu Trp Asp Val Leu Ala Pro 

515 520 525 

Thr Glu Ser Asp Gin Ser Phe Pro Gly Ala Pro Pro Ala Cys Lys Thr 

530 535 540 

Gly Pro Gly Ala Gly Pro Leu Glu Asp Ala Ala Ser Arg Ala Ser Glu 
545 550 555 560 

Leu Pro Arg Gin Gin Val Pro Lys Pro Cys Gin Ala Ser Pro Pro Arg 

565 570 575 

Leu Gly Val Cys Ala Arg Pro Pro Glu Gly Gly Asp Gly Ala Arg Asp 
580 585 590 
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Thr Arg Asn Ser Gly Ala Pro Arg Thr Thr Tyr Leu Ala Ser Cys Lys 

595 600 605 

Ala Phe Thr Pro Ala Arg Val Ser Cys Ser Pro His Ser Ala Lys Gly 

610 615 620 

Thr Cys Pro Pro Pro Ala Ser Gly Gly Trp Leu Arg Leu Lys Ala Val 
625 630 635 640 

Val Gly Tyr Ser Gly Asn Gly Arg Ala Asn Met Val Trp Arg Pro Asp 

645 650 655 

Thr Gly Phe Phe Ala Tyr Thr Cys Gly Arg Leu Val Val Val Glu Asp 

660 665 670 

Leu His Ser Gly Ala Gin Gin His Trp Ser Gly His Ser Ala Glu He 

675 680 685 

Ser Thr Leu Ala Leu Ser His Ser Ala Gin Val Leu Ala Ser Ala Ser 

690 695 700 

Gly Arg Ser Ser Thr Thr Ala His Cys Gin He Arg Val Trp Asp Val 
705 710 715 720 

Ser Gly Gly Leu Cys Gin His Leu He Phe Pro His Ser Thr Thr Val 

725 730 735 

Leu Ala Leu Ala Phe Ser Pro Asp Asp Arg Leu Leu Val Thr Leu Gly 

740 745 750 

Asp His Asp Gly Arg Thr Leu Ala Leu Trp Gly Thr Ala Thr Tyr Asp 

755 760 765 

Leu Val Ser Ser Thr Arg Leu Pro Glu Pro Val His Gly Val Ala Phe 

770 775 780 

Asn Pro Trp Asp Ala Gly Glu Leu Thr Cys Val Gly Gin Gly Thr Val 
785 790 795 800 

Thr Phe Trp Leu Leu Gin Gin Arg Gly Ala Asp He Ser Leu Gin Val 

805 810 815 

Arg Arg Glu Pro Val Pro Glu Ala Val Gly Ala Gly Glu Leu Thr Ser 
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820 825 830 

Leu Cys Tyr Gly Ala Pro Pro Leu Leu Tyr Cys Gly Thr Ser Ser Gly 

835 840 845 

Gin Val Cys Val Trp Asp Thr Arg Ala Gly Arg Cys Phe Leu Ser Trp 

850 855 860 

Glu Ala Asp Asp Gly Gly He Gly Leu Leu Leu Phe Ser Gly Ser Arg 
865 870 875 880 

Leu Val Ser Gly Ser Ser Thr Gly Arg Leu Arg Leu Trp Ala Val Gly 

885 890 895 

Ala Val Ser Glu Leu Arg Cys Lys Gly Ser Gly Ala Ser Ser Val Phe 

900 905 910 

Met Glu His Glu Leu Val Leu Asp Gly Ala Val Val Ser Ala Ser Phe 

915 920 925 

Asp Asp Ser Val Asp Met Gly Val Val Gly Thr Thr Ala Gly Thr Leu 

930 935 940 

Trp Phe Val Ser Trp Ala Glu Gly Thr Ser Thr Arg Leu He Ser Gly 
945 950 955 960 

His Arg Ser Lys Val Arg Asp Phe Gin Pro Gly Gin Arg Arg Gly Ser 

965 970 975 

Arg Thr Trp Cys Pro Pro Cys Leu Pro Ala Pro Ser Pro Pro Ala Gin 

980 985 990 

Met He Pro Ser Pro Ala Val Thr Gly Ser Gin Arg Pro Pro Trp Gly 

995 1000 1005 

Ser Gin Arg Gly Ser Leu Gly Cys Ala Arg Pro Leu Lys Ala Val Pro 

1010 1015 1020 

Val Val Ser Ala Gin Ala Ser Arg Leu Ala Gly Leu Ala Gly Leu Leu 
1025 1030 1035 1040 

Lys Leu Ser Phe Pro Cys Tyr Cys Phe Ala Phe Phe Cys Leu Phe Val 
1045 1050 1055 
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Phe Cys Phe Leu 
1060 



<210> 2022 
<211> 112 
<212> PRT 

<213> Homo sapiens 
<400> 2022 

Met Arg Leu Val Pro Asn Gly Gly Gly Ser Leu Arg Gly Phe Leu Thr 

15 10 15 

Pro Arg Arg Ala Glu Gin He Thr Gly His Asn Ser Pro Pro Gin Gly 

20 25 30 

His Thr Ala Pro Ser Thr Leu Val Gly Gly Ser Val Leu Ser Thr Val 

35 40 45 

Ser Cys Ser Leu Asn Thr Ser Ser Trp Asn Asn Arg Thr Ala Ala Phe 

50 55 60 

Val Gin Thr His Ser Phe Phe Phe Phe Asn Lys Lys Thr Ala Leu Pro 
65 70 75 80 

Arg Arg Lys His Met Ser Tyr Asn Ser Ala Ala Val Leu Arg Gin Arg 

85 90 95 

Leu Cys Leu Pro Pro Pro Cys Phe Ser He Gly Ala Leu Ala Ala Ser 
100 105 110 
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<213> Homo sapiens 
<400> 2023 

Met Gly Ser Ala Ala Asp Val Arg Phe Ser Leu Gly Thr Thr Thr His 

15 10 15 

Ala Pro Pro Gly Val His Arg Arg Tyr Ser Ala Leu Arg Glu Glu Ser 

20 25 30 

Ala Lys Asp Trp Glu Thr Ser Pro Leu Pro Gly Met Leu Ala Pro Ala 

35 40 45 

Ala Gly Pro Ala Phe Asp Ser Asp Pro Glu He Ser Asp Val Asp Glu 

50 55 60 

Asp Glu Pro Gly Gly Leu Val Gly Ser Ala Asp Val Val Ser Pro Ser 
65 70 75 80 

Gly His Ser Asp Ala Gin Thr Leu Ala Met Met Leu Gin Glu Gin Leu 

85 90 95 

Asp Ala He Asn Glu Glu He Arg Met He Gin Glu Glu Lys Glu Ser 

100 105 110 

Thr Glu Leu Arg Ala Glu Glu He Glu Thr Arg Val Thr Ser Gly Ser 

115 120 125 

Met Glu Ala Leu Asn Leu Lys Gin Leu Arg Lys Arg Gly Ser He Pro 

130 135 140 

Thr Ser Leu Thr Ala Leu Ser Leu Ala Ser Ala Ser Pro Pro Leu Ser 
145 150 155 160 

Gly Arg Ser Thr Pro Lys Leu Thr Ser Arg Ser Ala Ala Gin Asp Leu 

165 170 175 

Asp Arg Met Gly Val Met Thr Leu Pro Ser Asp Leu Arg Lys His Arg 

180 185 190 

Arg Lys Leu Leu Ser Pro Val Ser Arg Glu Glu Asn Arg Glu Asp Lys 
195 200 205 
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Ala Thr He Lys Cys Glu Thr Ser Pro Pro Ser Ser Pro Arg Thr Leu 

210 215 220 

Arg Leu Glu Lys Leu Gly His Pro Ala Leu Ser Gin Glu Glu Gly Lys 
225 230 235 240 

Ser Ala Leu Glu Asp Gin Gly Ser Asn Pro Ser Ser Ser Asn Ser Ser 

245 250 255 

Gin Asp Ser Leu His Lys Gly Ala Lys Arg Lys Gly He Lys Ser Ser 

260 265 270 

He Gly Arg Leu Phe Gly Lys Lys Glu Lys Gly Arg Leu He Gin Leu 

275 280 285 

Ser Arg Asp Gly Ala Thr Gly His Val Leu Leu Thr Asp Ser Glu Phe 

290 295 300 

Ser Met Gin Glu Pro Met Val Pro Ala Lys Leu Gly Thr Gin Ala Glu 
305 310 315 320 

Lys Asp Arg Arg Leu Lys Lys Lys His Gin Leu Leu Glu Asp Ala Arg 

325 330 335 

Arg Lys Gly Met Pro Phe Ala Gin Trp Asp Gly Pro Thr Val Val Ser 

340 345 350 

Trp Leu Glu Leu Trp Val Gly Met Pro Ala Trp Tyr Val Ala Ala Cys 

355 360 365 

Arg Ala Asn Val Lys Ser Gly Ala He Met Ser Ala Leu Ser Asp Thr 

370 375 380 

Glu He Gin Arg Glu He Gly He Ser Asn Ala Leu His Arg Leu Lys 
385 390 395 400 

Leu Arg Leu Ala He Gin Glu Met Val Ser Leu Thr Ser Pro Ser Ala 

405 410 415 

Pro Pro Thr Ser Arg Thr Ser Ser Gly Asn Val Trp Val Thr His Glu 

420 425 430 

Glu Met Glu Thr Leu Glu Thr Ser Thr Lys Thr Asp Ser Glu Glu Gly 
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435 440 445 

Ser Trp Ala Gin Thr Leu Ala Tyr Gly Asp Met Asn His Glu Trp He 

450 455 460 

Gly Asn Glu Trp Leu Pro Ser Leu Gly Leu Pro Gin Tyr Arg Ser Tyr 
465 470 475 480 

Phe Met Glu Cys Leu Val Asp Ala Arg Met Leu Asp His Leu Thr Lys 

485 490 495 

Lys Asp Leu Arg Val His Leu Lys Met Val Asp Ser Phe His Arg Thr 

500 505 510 

Ser Leu Gin Tyr Gly lie Met Cys Leu Lys Arg Leu Asn Tyr Asp Arg 

515 520 525 

Lys Glu Leu Glu Lys Arg Arg Glu Glu Ser Gin His Glu He Lys Asp 

530 535 540 

Val Leu Val Trp Thr Asn Asp Gin Val Val His Trp Val Gin Ser He 
545 550 555 560 

Gly Leu Arg Asp Tyr Ala Gly Asn Leu His Glu Ser Gly Val His Gly 

565 570 575 

Ala Leu Leu Ala Leu Asp Glu Asn Phe Asp His Asn Thr Leu Ala Leu 

580 585 590 

He Leu Gin He Pro Thr Gin Asn Thr Gin Ala Arg Gin Val Met Glu 

595 600 605 

Arg Glu Phe Asn Asn Leu Leu Ala Leu Gly Thr Asp Arg Lys Leu Asp 

610 615 620 

Asp Gly Asp Asp Lys Val Phe Arg Arg Ala Pro Ser Trp Arg Lys Arg 
625 630 635 640 

Phe Arg Pro Arg Glu His His Gly Arg Gly Gly Met Leu Ser Ala Ser 

645 650 655 

Ala Glu Thr Leu Pro Ala Gly Phe Arg Val Ser Thr Leu Gly Thr Leu 
660 665 670 
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<210> 2024 
<211> 291 
<212> PRT 
^ <213> Homo sapiens 

<400> 2024 

Met Gly Pro Phe Ser Ser Val Asn Ser Leu Val Leu Asn Glu Ala Ser 

15 10 15 

Thr Leu Ala Lys Arg Leu Ser Thr Phe Thr Thr Phe He Arg Pro Phe 

20 25 30 

Ser Ser Met Lys Ser Pro Val Leu Asn Glu Ala Arg Ala Leu Ser Lys 

35 40 45 

Arg Phe Ala Thr Phe Thr Ala Leu He Arg Ser Cys Ala Ser Met Asn 
• ' 50 55 60 

Ser Pro Val Leu Asn Glu Val Arg Phe Ala Gly Lys Gly Phe Ser Thr 
65 70 75 80 

Phe Thr Ala Phe He Gly Ser Phe Ser Ser Val Asn Ser Leu Val Leu 

85 90 95 

Asn Gin Asp Lys Phe Ala Ala Lys Gly Phe Leu Thr Phe Thr Ala Leu 

100 105 110 

He Arg Pro He Thr Ser Val Asn Ala Ala Val Ser Asn Glu Val Arg 

115 120 125 

Glu Leu Ser Lys Gly Phe Pro Thr Phe Ser Ala Phe He Arg Ser Phe 
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Gin Pro Pro Pro Ala Pro Pro Lys Lys He Met Pro Glu Ala 

675 680 685 

His Tyr Leu Tyr Gly His Met Leu Ser Ala Phe Arg Asp 

690 695 700 
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130 135 140 

Ser Thr Val Asn Ser Leu Val Leu Asn Glu Phe Arg Phe Ala Ala Lys 
145 150 155 160 

Arg Phe Pro Thr He Thr Ala Leu He Arg His Phe Ser Ser Val Asn 

165 170 175 

Ser Ser Met Ser Asn Glu He Glu Asp Leu Ser Lys Gly Phe Pro Thr 

180 185 190 

Leu Thr Ala Leu He Arg Pro Phe Ser Arg Val Asn Ser Leu Val Ser 

195 200 205 

Lys Lys Ala Arg Ala Leu Ser Lys Gly Phe Pro Ala Leu Ala Thr Phe 

210 215 220 

He Arg Pro Phe Ser Ser Val Asn Ser Leu Val Phe Asn Glu Val Arg 
225 230 235 240 

Phe Val Ala Lys Gly Phe Pro Thr Phe Thr Thr Leu Met Thr His Ser 

245 250 255 

Ser Ser Val Thr Ser Leu Val Val Asn Glu Phe Arg Phe Met Asp Lys 

260 265 270 

Gly Phe Leu Thr He Thr Ala Phe He Arg Pro Phe Ser Ser Val Asn 

275 280 285 

Tyr Leu Val 
290 



<210> 2025 

<211> 167 

<212> PRT 

<213> Homo sapiens 

<400> 2025 
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Met Cys Ser Leu Phe His Ala Phe He Phe Ala Gin Leu Trp Thr Val 

1 5 10 15 

Tyr Cys Glu Gin Ser Ala Val Ala Thr Asn Leu Gin Asn Gin Asn Glu 

20 25 30 

Phe Ser Phe Thr Ala He Leu Thr Ala Leu Glu Phe Trp Ser Arg Val 

35 40 45 

Thr Pro Ser He Leu Gin Leu Met Ala His Asn Lys Val Met Val Glu 

50 55 60 

Met Val Cys Leu His Val He Ser Leu Met Glu Ala Leu Gin Glu Cys 
65 70 75 80 

Asn Ser Thr He Phe Val Lys Leu He Pro Met Trp Leu Pro Met He 

85 90 95 

Gin Ser Asn He Lys His Leu Ser Ala Gly Leu Gin Leu Arg Leu Gin 

100 105 110 

Ala He Gin Asn His Val Asn His His Ser Leu Arg Thr Leu Pro Gly 

115 120 125 

Ser Gly Gin Ser Ser Ala Gly Leu Ala Ala Leu Arg Lys Trp Leu Gin 

130 135 140 

Cys Thr Gin Phe Lys Met Ala Gin Val Glu He Gin Ser Ser Glu Ala 
145 150 155 160 

Ala Ser Gin Phe Tyr Pro Leu 
165 



<210> 2026 
<211> 121 
<212> PRT 
<213> Homo sapiens 
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<400> 2026 

Met Arg Trp Ala Thr Trp Gly Ala Pro His Glu Ala Lys Gly Gly Pro 

15 10 15 

Trp Gly Arg Val Ser Phe Gly Gly He Val Trp Arg Gly Arg Gin Leu 

20 25 30 

Ala Pro Thr Ala Gly Ser Gly Gly He Pro Ala Leu Pro He Pro Ala 

35 40 45 

Lys Leu Gly Leu Cys Val Asp Leu Gly Val Asn Ser Cys Phe Leu Leu 

50 55 60 

Cys Phe Cys His Ala Ser Lys Gin Gin Leu Leu His Pro Pro Leu Asn 
65 70 75 80 

Lys Tyr Ala Ser His Glu Val Met Tyr Ala Cys Ser Leu Arg Leu Gin 

85 90 95 

Ser Arg Val Ser Leu Val Gly Val Gly Ala Ala Pro Ala Gly Tyr Thr 

100 105 110 

Leu Pro Phe Pro Tyr Ser Trp He Asn 
115 120 



<210> 2027 
<211> 148 
<212> PRT 

<213> Homo sapiens 
<400> 2027 

Met Glu Gly Tyr Leu Gly Arg Lys His Asp Leu Glu Gly Pro Asn Lys 

15 10 15 

Lys Ala Ser Asn Arg Ser Trp Asn Asn Leu Tyr Cys Val Leu Arg Asn 
20 25 30 
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Ser Glu Leu Thr Phe Tyr Lys Asp Ala Lys Asp Leu Ala Leu Gly Met 

35 40 45 

Pro Tyr His Gly Glu Glu Pro Leu Ala Leu Arg His Ala He Cys Glu 

50 55 60 

He Ala Ala Asn Tyr Lys Lys Lys Lys His Val Phe Lys Leu Arg Leu 
65 70 75 80 

Ser Asn Gly Ser Glu Trp Leu Phe His Gly Lys Asp Glu Glu Glu Met 

85 90 95 

Leu Ser Trp Leu Gin Gly Val Ser Thr Ala He Asn Glu Ser Gin Ser 

100 105 110 

He Arg Val Lys Ala Gin Ser Leu Pro Leu Pro Ser Leu Ser Gly Pro 

115 120 125 

Asp Ala Ser Leu Gly Lys Lys Asp Lys Glu Lys Arg Phe Ser Phe Phe 

130 135 140 

Pro Lys Lys Lys 
145 



<210> 2028 
# <211> 191 
<212> PRT 

<213> Homo sapiens 
<400> 2028 

Met Pro Gly Ala He Asp Asp His Cys Pro Ala Gin Pro Gly Glu Glu 

15 10 15 

Gly Thr Ala Phe Asn Val Thr Met Gly Tyr Arg Tyr Pro Pro Leu Cys 

20 25 30 

Leu Arg His Ala Thr Arg Cys He His Leu Glu Thr Gin Val Trp Ala 
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35 40 45 

Ala Tyr Leu Leu Glu Arg Leu Ala Thr Gly Lys Trp Gly His Leu Val 

50 55 60 

Ser Gly Leu Ser Leu Cys Pro Leu Arg Gin Met Lys Arg Gly Val He 
65 70 75 80 

Gly Asp Thr Pro Tyr Phe Gin Tyr Lys Pro Val Gly Lys Leu Cys Pro 

85 90 95 

Lys Asn Phe Glu Gly Pro Ser Lys Thr Leu He Trp Gly Asp Cys Val 

100 105 110 

Asn Ser His Ala Val Val Leu Lys Asn Asp Ser Tyr Ala Leu Val He 

115 120 125 

Asp Trp Ala Pro Lys Gly Tyr Leu Lys Asn Thr Cys Ser Ser Gly Gly 

130 135 140 

Gly Glu Phe Leu Glu Ala Thr Tyr Phe He Ser Tyr Trp Glu Asp Glu 
145 150 155 160 

Asp His His Pro Thr Leu His Arg Trp Phe Gly Ser Phe Phe Thr Leu 

165 170 175 

Lys Trp Glu Asp Lys Asp He Thr Leu His Pro Gin Gly Leu Val 
180 185 190 



<210> 2029 

<211> 156 

<212> PRT 

<213> Homo sapiens 



<400> 2029 

Met Pro Pro He He Leu Pro Thr Leu Tyr Lys Pro He Thr Ala He 
15 10 15 
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Thr Pro Leu He Gin Asn Tyr Lys Ser Thr Phe Arg Val Thr Ala Gin 

20 25 30 

Tyr Pro Gly Ser Arg Gin Leu Trp Asp Lys Glu Arg Gly Lys He Cys 

35 40 45 

Arg Ser Leu Glu Arg Leu Lys His Lys Thr Gly Ala Gly Thr Phe Phe 

50 55 60 

Ser Thr Leu Ser Trp Gly Ala Phe Gin Thr Thr Ser Ala Leu Arg Gly 
65 70 75 80 

Leu His Ala His Thr Thr Leu Thr Pro Thr Leu Lys Glu Arg Ser Pro 

85 90 95 

Phe Ser Ser Glu Ser Trp Leu He Leu Arg Ser He Trp Leu Phe Ser 

100 105 110 

Val Phe Arg Ser Trp His Cys Phe Arg Val Ser Cys Ser Arg Met Gin 

115 120 125 

Ala Ala Ser Ser Ala Val Ser Ser Gly Thr Val Gly Ser Ala Gly Tyr 

130 135 140 

His Pro Trp Glu Lys Leu Glu Asn Leu Arg Glu Ser 
145 150 155 



<210> 2030 
<211> 124 
<212> PRT 

<213> Homo sapiens 



<400> 2030 

Met Glu Val Ser Arg Gly Arg Arg Arg Gly Ala Pro His Ala Gin Thr 

15 10 15 

Ser Gly Gly Cys Ala Cys Gly Trp Arg Arg Ser Trp Arg Arg Trp Ala 
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20 25 30 

Pro Ser Ser Ser Ser Glu Arg Arg Ala Arg Arg Cys Arg Ala Pro Ala 

35 40 45 

Thr Ala Leu Ala Arg Arg Arg Thr Phe Cys Gly Ser Ser Ala Ala Cys 

50 55 60 

Cys Gly Ser Cys Thr Ala Arg lie Ala Arg Ser Ala Ala Gly Met Ala 
65 70 75 80 

Arg Leu Arg Phe Gly Asn Pro Val Pro Asp Cys Ala Cys Cys Ala Phe 

85 90 95 

Ser Ala Gin Ser Ser Lys Pro Pro Ala Ser Cys Ala Ser Ala Leu Cys 

100 105 110 

Trp He Arg Val Leu Gly His Pro Leu Val Lys Gly 
115 120 



<210> 2031 
<211> 1016 
<212> PRT 
<213> Homo sapiens 

<400> 2031 

Met Leu Glu Met Arg Asp Val Tyr Met Glu Glu Asp Val Tyr Gin Leu 

15 10 15 

Gin Glu Leu Arg Gin Gin Leu Asp Gin Ala Ser Lys Thr Cys Arg He 

20 25 30 

Leu Gin Tyr Arg Leu Arg Lys Ala Glu Arg Arg Ser Leu Arg Ala Ala 

35 40 45 

Gin Thr Gly Gin Val Asp Gly Glu Leu He Arg Gly Leu Glu Gin Asp 
50 55 60 
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Val Lys Val Ser Lys Asp He Ser Met Arg Leu His Lys Glu Leu Glu 
65 70 75 80 

Val Val Glu Lys Lys Arg Ala Arg Leu Glu Glu Glu Asn Glu Glu Leu 

85 90 95 

Arg Gin Arg Leu He Glu Thr Glu Leu Ala Lys Gin Val Leu Gin Thr 

100 105 110 

Glu Leu Glu Arg Pro Arg Glu His Ser Leu Lys Lys Arg Gly Thr Arg 

115 120 125 

Ser Leu Gly Lys Ala Asp Lys Lys Thr Leu Val Gin Glu Asp Ser Ala 

130 135 140 

Asp Leu Lys Cys Gin Leu His Phe Ala Lys Glu Glu Ser Ala Leu Met 
145 150 155 160 

Cys Lys Lys Leu Thr Lys Leu Ala Lys Glu Asn Asp Ser Met Lys Glu 

165 170 175 

Glu Leu Leu Lys Tyr Arg Ser Leu Tyr Gly Asp Leu Asp Ser Ala Leu 

180 185 190 

Ser Ala Glu Glu Leu Ala Asp Ala Pro His Ser Arg Glu Thr Glu Leu 

195 200 205 

Lys Val His Leu Lys Leu Val Glu Glu Glu Ala Asn Leu Leu Ser Arg 

210 215 220 

Arg He Val Glu Leu Glu Val Glu Asn Arg Gly Leu Arg Ala Glu Met 
225 230 235 240 

Asp Asp Met Lys Asp His Gly Gly Gly Cys Gly Gly Pro Glu Ala Arg 

245 250 255 

Leu Ala Phe Ser Ala Leu Gly Gly Gly Glu Cys Gly Glu Ser Leu Ala 

260 265 270 

Glu Leu Arg Arg His Leu Gin Phe Val Glu Glu Glu Ala Glu Leu Leu 

275 280 285 

Arg Arg Ser Ser Ala Glu Leu Glu Asp Gin Asn Lys Leu Leu Leu Asn 
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290 295 300 

Glu Leu Ala Lys Phe Arg Ser Glu His Glu Leu Asp Val Ala Leu Ser 
305 310 315 320 

Glu Asp Ser Cys Ser Val Leu Ser Glu Pro Ser Gin Glu Glu Leu Ala 

325 330 335 

Ala Ala Lys Leu Gin He Gly Glu Leu Ser Gly Lys Val Lys Lys Leu 

340 345 350 

Gin Tyr Glu Asn Arg Val Leu Leu Ser Asn Leu Gin Arg Cys Asp Leu 

355 360 365 

Ala Ser Cys Gin Ser Thr Arg Pro Met Leu Glu Thr Asp Ala Glu Ala 

370 375 380 

Gly Asp Ser Ala Gin Cys Val Pro Ala Pro Leu Gly Glu Thr His Glu 
385 390 395 400 

Ser His Ala Val Arg Leu Cys Arg Ala Arg Glu Ala Glu Val Leu Pro 

405 410 415 

Gly Leu Arg Glu Gin Ala Ala Leu Val Ser Lys Ala He Asp Val Leu 

420 425 430 

Val Ala Asp Ala Asn Gly Phe Thr Ala Gly Leu Arg Leu Cys Leu Asp 

435 440 445 

Asn Glu Cys Ala Asp Phe Arg Leu His Glu Ala Pro Asp Asn Ser Glu 

450 455 460 

Gly Pro Arg Asp Thr Lys Leu He His Ala He Leu Val Arg Leu Ser 
465 470 475 480 

Val Leu Gin Gin Glu Leu Asn Ala Phe Thr Arg Lys Ala Asp Ala Val 

485 490 495 

Leu Gly Cys Ser Val Lys Glu Gin Gin Glu Ser Phe Ser Ser Leu Pro 

500 505 510 

Pro Leu Gly Ser Gin Gly Leu Ser Lys Glu He Leu Leu Ala Lys Asp 
515 520 525 
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Leu Gly Ser Asp Phe Gin Pro Pro Asp Phe Arg Asp Leu Pro Glu Trp 

530 535 540 

Glu Pro Arg He Arg Glu Ala Phe Arg Thr Gly Asp Leu Asp Ser Lys 
545 550 555 560 

Pro Asp Pro Ser Arg Ser Phe Arg Pro Tyr Arg Ala Glu Asp Asn Asp 

565 570 575 

Ser Tyr Ala Ser Glu He Lys Glu Leu Gin Leu Val Leu Ala Glu Ala 

580 585 590 

His Asp Ser Leu Arg Gly Leu Gin Glu Gin Leu Ser Gin Glu Arg Gin 

595 600 605 

Leu Arg Lys Glu Glu Ala Asp Asn Phe Asn Gin Lys Met Val Gin Leu 

610 615 620 

Lys Glu Asp Gin Gin Arg Ala Leu Leu Arg Arg Glu Phe Glu Leu Gin 
625 630 635 640 

Ser Leu Ser Leu Gin Arg Arg Leu Glu Gin Lys Phe Trp Ser Gin Glu 

645 650 655 

Lys Asn Met Leu Val Gin Glu Ser Gin Gin Phe Lys His Asn Phe Leu 

660 665 670 

Leu Leu Phe Met Lys Leu Arg Trp Phe Leu Lys Arg Trp Arg Gin Gly 

675 680 685 

Lys Val Leu Pro Ser Glu Gly Asp Asp Phe Leu Glu Val Asn Ser Met 

690 695 700 

Lys Glu Leu Tyr Leu Leu Met Glu Glu Glu Glu He Asn Ala Gin His 
705 710 715 720 

Ser Asp Asn Lys Ala Cys Thr Gly Asp Ser Trp Thr Gin Asn Thr Pro 

725 730 735 

Asn Glu Tyr He Lys Thr Leu Ala Asp Met Lys Val Thr Leu Lys Glu 

740 745 750 

Leu Cys Trp Leu Leu Arg Asp Glu Arg Arg Gly Leu Thr Glu Leu Gin 
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755 760 765 

Gin Gin Phe Ala Lys Ala Lys Ala Thr Trp Glu Thr Glu Arg Ala Glu 

770 775 780 

Leu Lys Gly His Thr Ser Gin Met Glu Leu Lys Thr Gly Lys Gly Ala 
785 790 795 800 

Gly Glu Arg Ala Gly Pro Asp Trp Lys Ala Ala Leu Gin Arg Glu Arg 

805 810 815 

Glu Glu Gin Gin His Leu Leu Ala Glu Ser Tyr Ser Ala Val Met Glu 

820 825 830 

Leu Thr Arg Gin Leu Gin He Ser Glu Arg Asn Trp Ser Gin Glu Lys 

835 840 845 

Leu Gin Leu Val Glu Arg Leu Gin Gly Glu Lys Gin Gin Val Glu Gin 

850 855 860 

Gin Val Lys Glu Leu Gin Asn Arg Leu Ser Gin Leu Gin Lys Ala Ala 
865 870 875 880 

Asp Pro Trp Val Leu Lys His Ser Glu Leu Glu Lys Gin Asp Asn Ser 

885 890 895 

Trp Lys Glu Thr Arg Ser Glu Lys He His Asp Lys Glu Ala Val Ser 

900 905 910 

Glu Val Glu Leu Gly Gly Asn Gly Leu Lys Arg Thr Lys Ser Val Ser 

915 920 925 

Ser Met Ser Glu Phe Glu Ser Leu Leu Asp Cys Ser Pro Tyr Leu Ala 

930 935 940 

Gly Gly Asp Ala Arg Gly Lys Lys Leu Pro Asn Asn Pro Ala Phe Gly 
945 950 955 960 

Phe Val Ser Ser Glu Pro Gly Asp Pro Glu Lys Asp Thr Lys Glu Lys 

965 970 975 

Pro Gly Leu Ser Ser Arg Asp Cys Asn His Leu Gly Ala Leu Ala Cys 
980 985 990 
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Gin Asp Pro Pro Gly Arg Gin Lys Leu Pro Phe Leu Leu He Leu Ala 

995 1000 1005 

Pro Pro Gin Pro Pro Pro He Leu 
1010 1015 



<210> 2032 
<211> 251 
<212> PRT 

<213> Homo sapiens 
<400> 2032 

Met Gin Pro Gly Gly Thr Ala Gly Pro Glu Glu Ala Pro Met Arg Glu 

15 10 15 

Ala Glu Ala Gly Pro Pro Gin Val Gly Leu Ser Arg Pro Thr Cys Ser 

20 25 30 

Leu Pro Ala Ser Ser Pro Gly Pro Ala Leu Pro Pro Gly Cys Val Ser 

35 40 45 

Arg Pro Asp Ser Gly Leu Pro Thr Thr Ser Leu Asp Ser Ala Pro Ala 

50 55 60 

Gin Leu Pro Ala Ala Leu Val Asp Pro Gin Leu Pro Glu Ala Lys Leu 
65 70 75 80 

Pro Arg Pro Ser Ser Gly Leu Thr Val Ala Ser Pro Gly Ser Ala Pro 

85 90 95 

Ala Leu Arg Trp His Leu Gin Ala Pro Asn Gly Leu Arg Ser Val Gly 

100 105 110 

Ser Ser Arg Pro Ser Leu Gly Leu Pro Ala Ala Ser Ala Gly Pro Lys 

115 120 125 

Arg Pro Glu Val Gly Leu Ser Arg Pro Ser Ser Gly Leu Pro Ala Ala 
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130 135 140 

Phe Ala Gly Pro Ser Arg Pro Gin Val Gly Leu Glu Leu Gly Leu Glu 
145 150 155 160 

Glu Gin Gin Val Ser Leu Ser Gly Pro Ser Ser He Leu Ser Ala Ala 

165 170 175 

Ser Pro Gly Ala Lys Leu Pro Arg Val Ser Leu Ser Arg Pro Ser Ser 

180 185 190 

Ser Cys Leu Pro Leu Ala Ser Phe Ser Pro Ala Gin Pro Ser Ser Trp 

195 200 205 

Leu Ser Ala Ala Phe Pro Gly Pro Ala Phe Asp Phe Trp Arg Pro Leu 

210 215 220 

Gin Ala Gin Asn Leu Pro Ser Ser Gly Pro Leu Gin Ala Arg Pro Arg 
225 230 235 240 

Pro Arg Pro His Ser Gly Leu Ser Thr Pro Ser 
245 250 



<210> 2033 

<211> 173 

<212> PRT 

<213> Homo sapiens 

<400> 2033 

Met Gly Phe Ser He Gin His Ala Gin Ala Gly Gin Arg Pro Pro Thr 

15 10 15 

Gin Ala Thr Leu Ser Gly Asn Arg Val Ser Arg Glu Cys Phe Leu Ala 

20 25 30 

Arg Ser Val Ser Gly Pro Ala Ser Arg Thr Cys Ala His Cys Lys Gly 
35 40 45 



ffiffiE# 2004-3059661 



#11 2003-102207 



^-v: 663/ 



His Pro Ser Ser Arg Pro Phe Leu Arg Gly Phe Gly Glu Ala Ser Gly 

50 55 60 

Arg Thr Pro Ser Gly Gly Pro Ala Cys Gin His Gly Leu Cys Gin Gly 
65 70 75 80 

Val Leu Ser Phe Leu Gin Val Cys He Val Ser Ser Thr Pro Ser Glu 

85 90 95 

Leu Pro Pro Tyr Cys Leu Asp His Thr Lys Leu Trp Gly Cys Gly Gin 

100 105 110 

Pro Val His Phe Pro Asp Leu Val Cys Arg Trp Arg Gin Trp Gin Cys 

115 120 125 

Pro Ser Arg Ala Ala Ala Ser Leu Ser Val Lys Ala Gly Arg His Trp 

130 135 140 

Arg Ala Ala Val Cys Lys Phe Val Ala Thr Ser Lys Gly Ala Gly Gly 
145 150 155 160 

Pro Ser Pro Pro Leu Glu Val Arg Met Ser Tyr Pro Lys 
165 170 



<210> 2034 
• <211> 205 
<212> PRT 

<213> Homo sapiens 
<400> 2034 

Met Lys His Pro Arg Leu Glu Asp Gly Asp Trp Leu Phe His Leu Val 

15 10 15 

He Pro Ala His Ser Ala Val Leu Ser Gin Leu Arg Val Ser Pro Ser 

20 25 30 

Leu Tyr Val Gly Leu Pro Phe Leu Pro Phe Cys Leu Phe Cys His Pro 
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35 40 45 

Ala Ala Val Pro His His Met Pro Gin Leu Pro Pro Cys Pro Ala Ser 

50 55 60 

Leu Leu His Ser Pro Phe His Ala Leu His Leu Pro Thr Leu Pro Gin 
65 70 75 80 

Gly Cys Pro Phe Pro Leu Pro Ala Leu Tyr Pro Pro Gin Pro Phe Pro 

85 90 95 

Ala Leu Trp Pro Gly Arg Gly Ala Pro Leu Cys Cys His Pro Leu Asp 

100 105 110 

Leu His Gly Phe Ala Leu Pro Pro Val Ser Pro Pro Ala Leu Pro Pro 

115 120 125 

Pro Asp Leu Leu He Ser Thr Leu Leu Pro Phe Ser Ser Leu Cys Val 

130 135 140 

Val Val Ser He Ser Cys Leu Cys Gly Arg Leu Ser Leu Leu Phe Val 
145 150 155 160 

Pro Leu Leu Val Ser Phe Ser Leu Cys Leu Ser Cys Leu Phe Ser Val 

165 170 175 

Ala Ser Val Gin Cys Thr Tyr Ala Asp Phe Gly Met Gly Asp Ala Gly 

180 185 190 

Gly Trp Gly Ala Leu Pro Trp Gly Val Val Phe His Leu 
195 200 205 



<210> 2035 

<211> 235 

<212> PRT 

<213> Homo sapiens 

<400> 2035 
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Met Lys Ala Gin Leu Leu Gly Ala Gly Ser Ala His His Leu Cys Asp 

15 10 15 

Gly Cys Asn Ser His Gin Thr Pro Thr Arg Pro Arg Leu Trp Ser Asp 

20 25 30 

Arg Glu Gly Pro Gly Glu Asp Ser Thr Thr Leu Ser Pro Arg Gin Glu 

35 40 45 

Gly Thr Cys Ser Ser Pro Pro Ala Pro Leu Arg Pro Glu Leu Pro Ser 

50 55 60 

Gin Ser His Pro Glu Tyr Leu Lys Ala Leu Gly Phe Pro Arg Leu Leu 
65 70 75 80 

Pro Gin Arg Ser His Glu His His Val Ser Ser Ser Ser Lys Ser Ser 

85 90 95 

Ala Cys Gly Ala Gly Pro Gly Val Gly Ala Ala Lys Gly Ala Leu Cys 

100 105 110 

Arg Thr Arg Thr Gin His Gly His Ser Glu Cys Gly Pro Gly He Pro 

115 120 125 

Lys Pro Pro Ser Arg Glu Ser Glu Ala Glu Gly Asp Gly Gly Arg Gin 

130 135 140 

Glu Ala Trp Leu Cys Val Leu Gly Lys Leu Arg Phe Leu Thr Leu Ser 
145 150 155 160 

Leu Asn Val Gin Ala Gly Val Lys Ser Val Thr Ala Gly Ala Arg Arg 

165 170 175 

Leu Leu Cys Glu Phe His Gly Ala Ser Ala Gly Ala Val Leu Phe Asn 

180 185 190 

Ala Arg Thr Cys Ser Val Trp Ala Ser Leu Gly Leu Trp Ala Leu Pro 

195 200 205 

Ala Leu Gly His Arg Pro Gly Arg Leu Tyr Leu Asn Ala His Val Val 

210 215 220 

Pro Gly Pro Pro Gin Ser Ser Arg Pro Arg Pro 
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225 



230 



235 



<210> 2036 
<211> 162 
<212> PRT 

<213> Homo sapiens 
<400> 2036 

Met Gin Gly His Ser Val His Thr Gly Pro Thr Val Leu Pro Gly Ser 

15 10 15 

Glu Asp Gly Ala Pro Ser Pro Ala Val Gly Pro Ala Ala Lys Ala Ala 

20 25 30 

Val Pro Cys Pro Cys Arg Arg Arg Arg Gly Trp Arg Trp Trp Pro Pro 

35 40 45 

Ala Gly Thr Pro Ala Ala Ala Ala Gly Arg Thr Val Glu Gly Ala Gly 

50 55 60 

Ser Asp Arg Asp Pro Lys Gly Arg Thr Ala Ser Ala Pro Gin His Ala 
65 70 75 80 

Arg Gly Gin Gly His Val Pro His Gly Tyr Leu Val Leu Pro Gly Asn 

85 90 95 

Leu Cys Gin Ala Pro Thr Pro Arg Glu Pro Arg Thr Pro Pro Pro Pro 

100 105 110 

Gin Asn Pro Trp Pro Gin Val Gin Gly Leu Trp Leu Leu Cys Pro Ala 

115 120 125 

Gin Pro Leu Ser Val Gly Pro Trp Ala Gly Leu Gly Ser Pro Pro Leu 

130 135 140 

Pro Pro Ser Leu Gly Gin Pro Arg His Pro Gin Val Gly Thr Asn Pro 
145 150 155 160 
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Cys Ser 



<210> 2037 
<211> 312 
<212> PRT 
<213> Homo sapiens 

<400> 2037 

Met Asn He Leu Gly Leu Val Leu Phe Ala Leu Val Leu Gly Val Ala 

15 10 15 

Leu Lys Lys Leu Gly Ser Glu Gly Glu Asp Leu He Arg Phe Phe Asn 

20 25 30 

Ser Leu Asn Glu Ala Thr Met Val Leu Val Ser Trp He Met Trp Tyr 

35 40 45 

Val Pro Val Gly He Met Phe Leu Val Gly Ser Lys He Val Glu Met 

50 55 60 

Lys Asp He He Val Leu Val Thr Ser Leu Gly Lys Tyr He Phe Ala 
65 70 75 80 

Ser He Leu Gly His Val He His Gly Gly He Val Leu Pro Leu He 

85 90 95 

Tyr Phe Val Phe Thr Arg Lys Asn Pro Phe Arg Phe Leu Leu Gly Leu 

100 105 110 

Leu Ala Pro Phe Ala Thr Ala Phe Ala Thr Cys Ser Ser Ser Ala Thr 

115 120 125 

Leu Pro Ser Met Met Lys Cys He Glu Glu Asn Asn Gly Val Asp Lys 

130 135 140 

Arg He Ser Arg Phe He Leu Pro He Gly Ala Thr Val Asn Met Asp 
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145 150 155 160 

Gly Ala Ala He Phe Gin Cys Val Ala Ala Val Phe He Ala Gin Leu 

165 170 175 

Asn Asn Val Glu Leu Asn Ala Gly Gin He Phe Thr He Leu Val Thr 

180 185 190 

Ala Thr Ala Ser Ser Val Gly Ala Ala Gly Val Pro Ala Gly Gly Val 

195 200 205 

Leu Thr He Ala He He Leu Glu Ala He Gly Leu Pro Thr His Asp 

210 215 220 

Leu Pro Leu He Leu Ala Val Asp Trp He Val Asp Arg Thr Thr Thr 
225 230 235 240 

Val Val Asn Val Glu Gly Asp Ala Leu Gly Ala Gly He Leu His His 

245 250 255 

Leu Asn Gin Lys Ala Thr Lys Lys Gly Glu Gin Glu Leu Ala Glu Val 

260 265 270 

Lys Val Glu Ala He Pro Asn Cys Lys Ser Glu Glu Glu Thr Ser Pro 

275 280 285 

Leu Val Thr His Gin Asn Pro Ala Gly Pro Val Ala Ser Ala Pro Glu 

290 295 300 

Leu Glu Ser Lys Glu Ser Val Leu 
305 310 



<210> 2038 

<211> 249 

<212> PRT 

<213> Homo sapiens 

<400> 2038 
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Met Arg Ala Ser Gly His Pro Val Thr Leu Pro Thr Pro Glu Gly Gin 

15 10 15 

Val His His Pro Glu Ser Cys Leu He Ser Leu Gin Thr His Cys His 

20 25 30 

Asn Asp He Val Asn Pro Leu Leu Asp Cys Gly Ala Asp Val Asn Lys 

35 40 45 

Cys Ser Asp Glu Gly Leu Thr Ala Leu Ser Met Cys Phe Leu Leu His 

50 55 60 

Tyr Pro Ala Gin Ser Phe Lys Pro Asn Val Ala Glu Arg Thr He Pro 
65 70 75 80 

Glu Pro Gin Glu Pro Pro Lys Phe Pro Val Val Pro He Leu Ser Ser 

85 90 95 

Ser Phe Met Asp Thr Asn Leu Glu Ser Leu Tyr Tyr Glu Val Asn Val 

100 105 110 

Pro Ser Gin Gly Ser Tyr Glu Leu Arg Pro Pro Pro Ala Pro Leu Leu 

115 120 125 

Leu Pro Arg Val Ser Gly Ser His Glu Gly Gly His Phe Gin Asp Thr 

130 135 140 

Gly Gin Cys Gly Gly Ser Met Asp His Arg Ser Ser Ser Leu Lys Gly 
145 150 155 160 

Asp Ser Pro Leu Val Lys Gly Ser Leu Gly His Val Glu Ser Gly Leu 

165 170 175 

Glu Asp Val Leu Gly Asn Thr Asp Arg Gly Ser Leu Cys Ser Ala Glu 

180 185 190 

Thr Lys Phe Glu Ser Asn Val Cys Val Cys Asp Phe Ser He Glu Leu 

195 200 205 

Ser Gin Ala Met Leu Glu Arg Ser Ala Gin Ser His Ser Leu Leu Lys 

210 215 220 

Met Ala Ser Pro Ser Pro Cys Thr Ser Ser Phe Asp Lys Gly Thr Met 
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225 230 235 240 

Arg Arg Met Ala Leu Ser Met He Glu 
245 



<210> 2039 

<211> 110 

<212> PRT 

<213> Homo sapiens 

<400> 2039 

Met Thr Phe He Thr Glu He Glu Glu He He Leu Lys Phe Met Trp 

15 10 15 

Ser His Lys Arg His Arg He Ala Lys Ala He Leu Ser Lys Lys Asn 

20 25 30 

Lys Thr Glu Gly He Thr Leu Pro Phe Phe Lys Leu Tyr Tyr Ser Ala 

35 40 45 

He Val Thr Glu Lys Ala Trp Tyr Cys His Lys Asn Arg His Val Asp 

50 55 60 

Gin Trp Asn Thr He Glu Asn Pro Glu Thr Asn Pro Tyr Thr Tyr Ser 
65 70 75 80 

Glu Leu He Phe Asp Lys Gly Ala Lys Ser He His Trp Arg Lys Glu 

85 90 95 

Gly Leu Phe Asn Lys Ser Cys Trp Glu His Trp He Ser He 
100 105 110 



<210> 2040 
<211> 185 
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<212> PRT 

<213> Homo sapiens 

<400> 2040 

Met Ser Leu Pro Glu Val Gin Lys Asp Lys Tyr Pro Glu Glu Phe Ser 

15 10 15 

Leu Leu Lys Leu Gin Thr Lys Asp Gly His Arg Pro Glu Trp Thr Phe 

20 25 30 

Tyr Pro Arg Phe Ser Ser Asn He His Thr Tyr His Val Gly Lys Gin 

35 40 45 

Cys Phe Phe Asn Gly Val Phe Leu Gly Asn Lys Arg Ser Leu Ser Glu 

50 55 60 

Arg Thr Val Asp Lys Cys Phe Gly Arg Lys Lys Tyr Asp He Asp Pro 
65 70 75 80 

Arg Asn Gly He Pro Lys Leu Thr Pro Gly Asp Asn Pro Tyr Met Tyr 

85 90 95 

Pro Glu Gin Ser Lys Gly Phe His Lys Ala Gly Ser Met Leu Pro Pro 

100 105 110 

Val Asn Phe Ser He Val Pro Tyr Glu Lys Lys Phe Asp Thr Phe He 

115 120 125 

Pro Leu Glu Pro Leu Pro Gin He Pro Asn Leu Pro Phe Trp Val Lys 

130 135 140 

Glu Lys Ala Asn Ser Leu Lys Asn Glu He Gin Glu Val Glu Glu Leu 
145 150 155 160 

Asp Asn Trp Gin Pro Ala Val Pro Leu Met His Met Leu His Leu Ser 

165 170 175 

Gly Ala Leu Asp Phe Pro Arg Gin Ser 
180 185 
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<210> 2041 
<211> 165 
<212> PRT 

<213> Homo sapiens 
<400> 2041 

Met Gly Cys Phe Tyr Lys Val Gly Lys Phe Ser Arg Glu Ser Glu Gly 

15 10 15 

Gly He Leu Tyr Gly Val Glu Arg Glu Gly Gly Gly Pro Gly Gly Gly 

20 25 30 

Thr Val Ala Pro Gin Arg Ala Ala Ser Gly Leu Gin Arg Ala Ser Arg 

35 40 45 

Val Ala Gly Gly Arg Ala Gly Arg Gly Ala Cys Asp Ala Gly Gly Pro 

50 55 60 

Pro Phe Pro Arg Gly Pro Lys Gly Leu Gin Leu Pro Trp Ser Gly Ala 
65 70 75 80 

Arg Ala Thr Arg Cys Pro Arg Arg Val Gly Asn Gly Ala Pro Arg Val 

85 90 95 

Leu Leu Thr Tyr Val Glu Arg Ser Ala Gin Gly Arg Arg He Leu His 

100 105 110 

Val Gly Ala Arg Phe Ser Thr Thr Arg Gin Pro Trp Ala Ser Ala Gly 

115 120 125 

Ala Gin Pro Ser Pro Pro Pro Gin Glu Ala Pro Ala Pro Arg Pro Pro 

130 135 140 

Gly Pro Ser Ala Arg Thr Trp Glu Asp Leu Val Leu Asn Ala Pro Ser 
145 150 155 160 

Leu Val Arg Pro Arg 
165 
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<210> 2042 
<211> 141 
<212> PRT 

<213> Homo sapiens 
<400> 2042 

Met Cys His Pro Phe Phe Phe Leu Ser Arg Ser Val Ala Gin Ala Gly 

15 10 15 

Val Arg Trp Cys Asp Leu Cys Ser Leu Gin Ala Pro Pro Pro Gly Tyr 

20 25 30 

Thr Pro Phe Ser Cys Leu Ser Leu Pro Ser Gly Trp Asp Tyr Gly Arg 

35 40 45 

Pro Pro Arg Arg Pro Ala Asp Phe Leu Tyr Phe Leu Val Glu Thr Gly 

50 55 60 

Phe His Arg Ala Ser Gin Asp Gly Leu Asp Leu Leu Thr Thr Trp Ser 
65 70 75 80 

Ala Arg He Ser Leu Gin Ser Ala Gly He Thr Gly Val Ser His Cys 

85 90 95 

Ala Pro Ala Trp Ala Thr Glu Trp Asp Ser Val Ser Asn Lys Thr Lys 

100 105 110 

Gin Lys Asn Ser Tyr Lys Asn Thr Gly Lys Met Phe Gin Val He Arg 

115 120 125 

He Phe Trp His Trp Ser Met Arg Val Gly Ser Cys Leu 
130 135 140 



<210> 2043 
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<211> 1034 

<212> PRT 

<213> Homo sapiens 



<400> 2043 

Met Val Asp Ala Thr Thr Arg Met Gly Tyr Thr Pro Leu His Val Ala 

15 10 15 

Ser His Tyr Gly Asn He Lys Leu Val Lys Phe Leu Leu Gin His Gin 

20 25 30 

Ala Asp Val Asn Ala Lys Thr Lys Leu Gly Tyr Ser Pro Leu His Gin 

35 40 45 

Ala Ala Gin Gin Gly His Thr Asp He Val Thr Leu Leu Leu Lys Asn 

50 55 60 

Gly Ala Ser Pro Asn Glu Val Ser Ser Asp Gly Thr Thr Pro Leu Ala 
65 70 75 80 

He Ala Lys Arg Leu Gly Tyr He Ser Val Thr Asp Val Leu Lys Val 

85 90 95 

Val Thr Asp Glu Thr Ser Phe Val Leu Val Ser Asp Lys His Arg Met 

100 105 110 

Ser Phe Pro Glu Thr Val Asp Glu He Leu Asp Val Ser Glu Asp Glu 

115 120 125 

Gly Thr Ala His He Thr He Met Gly Glu Glu Leu He Ser Phe Lys 

130 135 140 

Ala Glu Arg Arg Asp Ser Arg Asp Val Asp Glu Glu Lys Glu Leu Leu 
145 150 155 160 

Asp Phe Val Pro Lys Leu Asp Gin Val Val Glu Ser Pro Ala He Pro 

165 170 175 

Arg He Pro Cys Ala Met Pro Glu Thr Val Val He Arg Ser Glu Glu 
180 185 190 
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Gin Glu Gin Ala Ser Lys Glu Tyr Asp Glu Asp Ser Leu He Pro Ser 

195 200 205 

Ser Pro Ala Thr Glu Thr Ser Asp Asn He Ser Pro Val Ala Ser Pro 

210 215 220 

Val His Thr Gly Phe Leu Val Ser Phe Met Val Asp Ala Arg Gly Gly 
225 230 235 240 

Ser Met Arg Gly Ser Arg His Asn Gly Leu Arg Val Val He Pro Pro 

245 250 255 

Arg Thr Cys Ala Ala Pro Thr Arg He Thr Cys Arg Leu Val Lys Pro 

260 265 270 

Gin Lys Leu Ser Thr Pro Pro Pro Leu Ala Glu Glu Glu Gly Leu Ala 

275 280 285 

Ser Arg He He Ala Leu Gly Pro Thr Gly Ala Gin Phe Leu Ser Pro 

290 295 300 

Val He Val Glu He Pro His Phe Ala Ser His Gly Arg Gly Asp Arg 
305 310 315 320 

Glu Leu Val Val Leu Arg Ser Glu Asn Gly Ser Val Trp Lys Glu His 

325 330 335 

Arg Ser Arg Tyr Gly Glu Ser Tyr Leu Asp Gin He Leu Asn Gly Met 

340 345 350 

Asp Glu Glu Leu Gly Ser Leu Glu Glu Leu Glu Lys Lys Arg Val Cys 

355 360 365 

Arg He He Thr Thr Asp Phe Pro Leu Tyr Phe Val He Met Ser Arg 

370 375 380 

Leu Cys Gin Asp Tyr Asp Thr He Gly Pro Glu Gly Gly Ser Leu Lys 
385 390 395 400 

Ser Lys Leu Val Pro Leu Val Gin Ala Thr Phe Pro Glu Asn Ala Val 

405 410 415 

Thr Lys Arg Val Lys Leu Ala Leu Gin Ala Gin Pro Val Pro Asp Glu 
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420 425 430 

Leu Val Thr Lys Leu Leu Gly Asn Gin Ala Thr Phe Ser Pro He Val 

435 440 445 

Thr Val Glu Pro Arg Arg Arg Lys Phe His Arg Pro lie Gly Leu Arg 

450 455 460 

He Pro Leu Pro Pro Ser Trp Thr Asp Asn Pro Arg Asp Ser Gly Glu 
465 470 475 480 

Gly Asp Thr Thr Ser Leu Arg Leu Leu Cys Ser Val lie Gly Gly Thr 

485 490 495 

Asp Gin Ala Gin Trp Glu Asp He Thr Gly Thr Thr Lys Leu Val Tyr 

500 505 510 

Ala Asn Glu Cys Ala Asn Phe Thr Thr Asn Val Ser Ala Arg Phe Trp 

515 520 525 

Leu Ser Asp Cys Pro Arg Thr Ala Glu Ala Val Asn Phe Ala Thr Leu 

530 535 540 

Leu Tyr Lys Glu Leu Thr Ala Val Pro Tyr Met Ala Lys Phe Val He 
545 550 555 560 

Phe Ala Lys Met Asn Asp Pro Arg Glu Gly Arg Leu Arg Cys Tyr Cys 

565 570 575 

Met Thr Asp Asp Lys Val Asp Lys Thr Leu Glu Gin His Glu Asn Phe 

580 585 590 

Val Glu Val Ala Arg Ser Arg Asp He Glu Val Leu Glu Gly Met Ser 

595 600 605 

Leu Phe Ala Glu Leu Ser Gly Asn Leu Val Pro Val Lys Lys Ala Ala 

610 615 620 

Gin Gin Arg Ser Phe His Phe Gin Ser Phe Arg Glu Asn Arg Leu Ala 
625 630 635 640 

Met Pro Val Lys Val Arg Asp Ser Ser Arg Glu Pro Gly Gly Ser Leu 
645 650 655 
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Ser Phe Leu Arg Lys Ala Met Lys Tyr Glu Asp Thr Gin His He Leu 

660 665 670 

Cys His Leu Asn He Thr Met Pro Pro Cys Ala Lys Gly Ser Gly Ala 

675 680 685 

Glu Asp Arg Arg Arg Thr Pro Thr Pro Leu Ala Leu Arg Tyr Ser He 

690 695 700 

Leu Ser Glu Ser Thr Pro Gly Ser Leu Ser Gly Thr Glu Gin Ala Glu 
705 710 715 720 

Met Lys Met Ala Val He Ser Glu His Leu Gly Leu Ser Trp Ala Glu 

725 730 735 

Leu Ala Arg Glu Leu Gin Phe Ser Val Glu Asp He Asn Arg He Arg 

740 745 750 

Val Glu Asn Pro Asn Ser Leu Leu Glu Gin Ser Val Ala Leu Leu Asn 

755 760 765 

Leu Trp Val He Arg Glu Gly Gin Asn Ala Asn Met Glu Asn Leu Tyr 

770 775 780 

Thr Ala Leu Gin Ser He Asp Arg Gly Glu He Val Asn Met Leu Glu 
785 790 795 800 

Gly Ser Gly Arg Gin Ser Arg Asn Leu Lys Pro Asp Arg Arg His Thr 

805 810 815 

Asp Arg Asp Tyr Ser Leu Ser Pro Ser Gin Met Asn Gly His Gin Arg 

820 825 830 

Gly Gin Ala Arg He Thr His Ser Pro Thr Val Ser Gin Val Thr Glu 

835 840 845 

Arg Ser Gin Asp Arg Leu Gin Asp Trp Asp Ala Asp Gly Ser He Val 

850 855 860 

Ser Tyr Leu Gin Asp Ala Ala Gin Gly Ser Trp Gin Glu Glu Val Thr 
865 870 875 880 

Gin Gly Pro His Ser Phe Gin Gly Thr Ser Thr Met Thr Glu Gly Leu 
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885 890 895 

Glu Pro Gly Gly Ser Gin Glu Tyr Glu Lys Val Leu Val Ser Val Ser 

900 905 910 

Glu His Thr Trp Thr Glu Gin Pro Glu Ala Glu Ser Ser Gin Ala Asp 

915 920 925 

Arg Asp Arg Arg Gin Gin Gly Gin Glu Glu Gin Val Gin Glu Ala Lys 

930 935 940 

Asn Thr Phe Thr Gin Val Val Gin Gly Asn Glu Phe Gin Asn He Pro 
945 950 955 960 

Gly Glu Gin Val Thr Glu Glu Gin Phe Thr Asp Glu Gin Gly Asn He 

965 970 975 

Val Thr Lys Lys He He Arg Lys Val Val Arg Gin He Asp Leu Ser 

980 985 990 

Ser Ala Asp Ala Ala Gin Glu His Glu Glu Val Glu Leu Arg Gly Ser 

995 1000 1005 

Gly Leu Gin Pro Asp Leu He Glu Gly Arg Lys Gly Ala Gin He Val 

1010 1015 1020 

Lys Arg Ala Ser Leu Lys Arg Gly Lys Gin 
1025 1030 



<210> 2044 

<211> 496 

<212> PRT 

<213> Homo sapiens 

<400> 2044 

Met Val Glu Pro His Gin Glu Pro Arg His Ser Lys Val Gly Leu Gin 
15 10 15 
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Asp Asn Pro Trp Phe Cys Asp Cys His lie Ser Lys Met He Glu Leu 

20 25 30 

Ser Lys Val Val Asp Pro Ala He Val Leu Leu Asp Pro Leu Met Thr 

35 40 45 

Cys Ser Glu Pro Glu Arg Leu Thr Gly He Leu Phe Gin Arg Ala Glu 

50 55 60 

Leu Glu His Cys Leu Lys Pro Ser Val Met Thr Ser Ala Thr Lys He 
65 70 75 80 

Met Ser Ala Leu Gly Ser Asn Val Leu Leu Arg Cys Asp Ala Thr Gly 

85 90 95 

Phe Pro Thr Pro Gin He Thr Trp Thr Arg Ser Asp Ser Ser Pro Val 

100 105 110 

Asn Tyr Thr Val lie Gin Glu Ser Pro Glu Glu Gly Val Arg Trp Ser 

115 120 125 

He Met Ser Leu Thr Gly He Ser Ser Lys Asp Ala Gly Asp Tyr Lys 

130 135 140 

Cys Lys Ala Lys Asn Leu Ala Gly Leu Ser Glu Ala Val Val Thr Val 
145 150 155 160 

Thr Val Leu Gly He Thr Thr Thr Pro He Pro Pro Asp Thr Ser Glu 

165 170 175 

Arg Thr Gly Asp His Pro Glu Trp Asp Val Gin Pro Gly Ser Gly Arg 

180 185 190 

Ser Thr Ser Val Ser Ser Ala Ser Ser Tyr Leu Trp Ser Ser Ser Phe 

195 200 205 

Ser Pro Thr Ser Ser Phe Ser Ala Ser Thr Leu Ser Pro Pro Ser Thr 

210 215 220 

Ala Ser Phe Ser Leu Ser Pro Phe Ser Ser Ser Thr Val Ser Ser Thr 
225 230 235 240 

Thr Thr Leu Ser Thr Ser He Ser Ala Ser Thr Thr Met Ala Asn Lys 
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245 250 255 

Arg Ser Phe Gin Leu His Gin Gly Gly Lys Arg Asn Leu Lys Val Ala 

260 265 270 

Lys Asn Gly Ser Lys Leu Pro Pro Ala Ser Thr Ser Lys Lys Glu Glu 

275 280 285 

Leu Ala Leu Leu Asp Gin Thr Met Leu Thr Glu Thr Asn Ala Ala He 

290 295 300 

Glu Asn Leu Arg Val Val Ser Glu Thr Lys Glu Ser Val Thr Leu Thr 
305 310 315 320 

Trp Asn Met He Asn Thr Thr His Asn Ser Ala Val Thr Val Leu Tyr 

325 330 335 

Ser Lys Tyr Gly Gly Lys Asp Leu Leu Leu Leu Asn Ala Asp Ser Ser 

340 345 350 

Lys Asn Gin Val Thr He Asp Gly Leu Glu Pro Gly Gly Gin Tyr Met 

355 360 365 

Ala Cys Val Cys Pro Lys Gly Val Pro Pro Gin Lys Asp Gin Cys He 

370 375 380 

Thr Phe Ser Thr Glu Arg Val Glu Gly Asp Asp Ser Gin Trp Ser Leu 
385 390 395 400 

Leu Leu Val Val Thr Ser Thr Ala Cys Val Val He Leu Pro Leu He 

405 410 415 

Cys Phe Leu Leu Tyr Lys Val Cys Lys Leu Gin Cys Lys Ser Glu Pro 

420 425 430 

Phe Trp Glu Asp Asp Leu Ala Lys Glu Thr Tyr He Gin Phe Glu Thr 

435 440 445 

Leu Phe Pro Arg Ser Gin Ser Val Gly Glu Leu Trp Thr Arg Ser His 

450 455 460 

Arg Asp Asp Ser Glu Lys Leu Leu Leu Cys Ser Arg Ser Ser Val Glu 
465 470 475 480 
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Ser Gin Val Thr Phe Lys Ser Glu Gly Ser Arg Pro Glu Tyr Tyr Cys 
485 490 495 



<210> 2045 

<211> 108 

<212> PRT 

<213> Homo sapiens 

0 <400> 2045 

Met Thr Phe Val Phe Val Phe Val Phe Cys Phe Ser Arg Gin Gly Leu 

15 10 15 

Ala Leu Ser Ser Gly Met Glu Cys Ser Gly Val He Ser Ala His Cys 

20 25 30 

Gly Phe Arg His Pro Val Ser Ser Asp Pro Pro Thr Ala Thr Ser Gin 

35 40 45 

Val Ala Gly Arg Ser Gly Ala Arg His His Val Trp Leu Val Phe Val 

50 55 60 

Phe Phe Val Glu Thr Glu Phe Pro His Val Ala Gin Ala Ala Leu Arg 
#65 70 . 75 80 

Leu Leu Ser Ser Ser Asp Leu Pro Pro Ala Trp Pro Ser Gin Ser Ser 

85 90 95 

Gly He Thr Gly Val Ser His Cys Ala Trp Pro Gly 
100 105 



<210> 2046 
<211> 404 
<212> PRT 
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<400> 2046 

Met Thr Val Ser Ala Ala Thr Arg Val Met Leu Leu Phe Ser Val Ala 

15 10 15 

Gly Trp Gly His Leu Ser Leu Ala Gly Asp His He Leu Ala Ser Asn 

20 25 30 

Trp Gly Ala Lys Ala Ala Leu Gin Leu Glu Gly Pro Gly Leu His Ser 

35 40 45 

Leu Thr Ser Cys Ser Thr Ala Lys Ser Leu Gly Lys Lys Pro Cys Val 

50 55 60 

Gly Met Arg Glu Ala Glu Leu Ser Arg Val Arg Val Gly Pro Lys Gin 
65 70 75 80 

Val Asn Ser Pro Leu Ala Pro Gin Thr Cys Ser Ala His Gly Gly Arg 

85 90 95 

Thr Gly Val Leu Leu Ser Pro Pro Pro Lys Ala Ala Cys Val Phe Leu 

100 105 110 

Ser Ser Asn Leu Gin Pro Gly Glu Glu Met Glu Ala Cys Glu Glu Leu 

115 120 125 

Ala Leu Ala Leu Ser Arg Gly Leu Gin Leu Asp Thr Gin Arg Ser Ser 

130 135 140 

Arg Asp Ser Leu Gin Cys Ser Ser Gly Tyr Ser Thr Gin Thr Thr Thr 
145 150 155 160 

Pro Cys Cys Ser Glu Asp Thr He Pro Ser Gin Val Ser Asp Tyr Asp 

165 170 175 

Tyr Phe Ser Val Ser Gly Asp Gin Glu Ala Asp Gin Gin Glu Phe Asp 

180 185 190 

Lys Ser Ser Thr He Pro Arg Asn Ser Asp He Ser Gin Ser Tyr Arg 
195 200 205 
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Arg Met Phe Gin Ala Lys Arg Pro Ala Ser Thr Ala Gly Leu Pro Thr 

210 215 220 

Thr Leu Gly Pro Ala Met Val Thr Pro Gly Val Ala Thr He Arg Arg 
225 230 235 240 

Thr Pro Ser Thr Lys Pro Ser Val Arg Arg Gly Thr He Gly Ala Gly 

245 250 255 

Pro He Pro He Lys Thr Pro Val He Pro Val Lys Thr Pro Thr Val 

260 265 270 

Pro Asp Leu Pro Gly Val Leu Pro Ala Pro Pro Asp Gly Pro Glu Glu 

275 280 285 

Arg Gly Glu His Ser Pro Glu Ser Pro Ser Val Gly Glu Gly Pro Gin 

290 295 300 

Gly Val Thr Ser Met Pro Ser Ser Met Trp Ser Gly Gin Ala Ser Val 
305 310 315 320 

Asn Pro Pro Leu Pro Gly Pro Lys Pro Ser He Pro Glu Glu His Arg 

325 330 335 

Gin Ala He Pro Glu Ser Glu Ala Glu Asp Gin Glu Arg Glu Pro Pro 

340 345 350 

Ser Ala Thr Val Ser Pro Gly Gin He Pro Glu Ser Asp Pro Ala Asp 

355 360 365 

Leu Ser Pro Arg Asp Ala Pro Gin Gly Glu Asp Met Leu Asn Ala He 

370 375 380 

Arg Arg Gly Val Lys Leu Lys Lys Thr Thr Thr Asn Asp Arg Ser Ala 
385 390 395 400 

Pro Arg Phe Ser 



<210> 2047 
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<211> 382 
<212> PRT 

<213> Homo sapiens 
<400> 2047 

Met Val Pro Arg Thr His Met Ser Thr Asn Gly Thr Asn Pro Gin Ser 

15 10 15 

Leu Pro Cys Pro Gly Phe Arg Leu Ser Leu Leu Asp Met Thr Leu Leu 

20 25 30 

Asp Ser Pro Cys Thr Gin Phe Arg Cys Glu Glu Leu Gly Arg Val Pro 

35 40 45 

Phe He He Phe Leu Leu Ser Leu Phe Cys Gin Asn Thr Trp Glu Glu 

50 55 60 

Met Ala Leu Gin Val Thr Pro Thr Gin His Gin Ala Pro Gly Trp Gly 
65 70 75 80 

He His Ser Leu He Leu Ser Lys Ser Ser Ser Leu Leu He Pro Leu 

85 90 95 

His Phe Leu Cys Leu Leu Met Pro Val Ala Leu Ser Pro Leu Cys Phe 

100 105 110 

Gly Ser Gin Ala Gin He Phe Arg Pro Leu Lys Phe Asn Thr Thr Ser 

115 120 125 

Val He Lys He Ala Val Glu Pro Val Asn Pro Ser Glu Leu Pro Lys 

130 135 140 

Met Leu Asp Gly Leu Arg Lys Val Asn Lys Ser Tyr Pro Ser Leu Thr 
145 150 155 160 

Thr Lys Val Glu Glu Ser Gly Glu His Val He Leu Gly Thr Gly Glu 

165 170 175 

Leu Tyr Leu Asp Cys Val Met His Asp Leu Arg Lys Met Tyr Ser Glu 
180 185 190 
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He Asp He Lys Val Ala Asp Pro Val Val Thr Phe Cys Glu Thr Val 

195 200 205 

Val Glu Thr Ser Ser Leu Lys Cys Phe Ala Glu Thr Pro Asn Lys Lys 

210 215 220 

Asn Lys He Thr Met He Ala Glu Pro Leu Glu Lys Gly Leu Ala Glu 
225 230 235 240 

Asp He Glu Asn Glu Val Val Gin He Thr Trp Asn Arg Lys Lys Leu 

245 250 255 

Gly Glu Phe Phe Gin Thr Lys Tyr Asp Trp Asp Leu Leu Ala Ala Arg 

260 265 270 

Ser He Trp Ala Phe Gly Pro Asp Ala Thr Gly Pro Asn He Leu Val 

275 280 285 

Asp Asp Thr Leu Pro Ser Glu Val Asp Lys Ala Leu Leu Gly Ser Val 

290 295 300 

Lys Asp Ser He Val Gin Gly Phe Gin Trp Gly Thr Arg Glu Gly Pro 
305 310 315 320 

Leu Cys Asp Glu Cys Lys Ser Thr Ser Thr Pro Pro Pro Gin Ser Ser 

325 330 335 

Arg Val Leu Ala Ala Arg His Met Ser Gly Met Gly Ser Pro Ser Leu 

340 345 350 

Gly Phe Gly Arg Arg Ser Ser Leu Gly Tyr Thr Gly Pro Ser Gin Val 

355 360 365 

Leu Gly Gin Leu Leu Pro Phe Ser Phe Leu lie Leu Val Val 
370 375 380 



<210> 2048 
<211> 109 
<212> PRT 
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<213> Homo sapiens 
<400> 2048 

Met Gly Glu Asp Phe Met Met Lys Met Pro Lys Ala lie Ala Thr Lys 

15 10 15 

Glu Lys He Asp Lys Arg Asn Leu lie Lys Leu Asn Asn Phe Cys Thr 

20 25 30 

Ala Lys Glu Thr Ser Asn Arg Val Lys Arg Gin Pro Arg Glu Trp Glu 

35 40 45 

Gin He Phe Val Ser Tyr Pro Ser Asp Lys Gly Leu He Tyr Asn He 

50 55 60 

Tyr Lys Glu Leu Lys Gin He Tyr Lys Asn Lys Thr Ser Asn Pro He 
65 70 75 80 

Lys Lys Trp Ala Lys Asp Met Asn Arg His He Ser Lys Glu Gly He 

85 90 95 

His Met Ala Asn Asn His Met Lys Leu Phe Ser Tyr His 
100 105 



<210> 2049 

<211> 109 

<212> PRT 

<213> Homo sapiens 

<400> 2049 

Met He Pro Arg Ala Ser Leu He Val Ala Thr Ala Tyr Pro Ala Arg 

15 10 15 

Ser Ser Leu Trp Thr Asp Ser Leu Arg Gin Ala Gin Arg Ala His Ser 
20 25 30 
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Leu Gin Ser Ser Pro Val Ser Glu Ser Leu Pro Leu Pro Gin Arg Ser 

35 40 45 

Ser Glu Glu Val Ser Pro His Pro Leu Pro Arg Arg His Pro Pro Ala 

50 55 60 

Ser Val Cys Val Thr Val Gly Met Val Phe Val Val Ser Leu Ser Ser 
65 70 75 80 

Arg Ala Leu Leu Phe Leu Leu Phe Cys Thr His Trp Arg Gly Arg Thr 

85 90 95 

Asp Gly Pro Pro Ala Gly Gly Gin Pro Ser Trp Gin Arg 
100 105 



<210> 2050 

<211> 174 

<212> PRT 

<213> Homo sapiens 

<400> 2050 

Met Leu Glu Val His He Pro Ser Val Gly Pro Glu Ala Glu Gly Pro 
• 1 5 10 15 

Arg Gin Ser Pro Glu Lys Ser His Met He Lys Lys Leu Tyr Lys Val 

20 25 30 

Pro Asp Phe Pro Ser Lys Arg Leu Pro Asn Trp Arg Thr Arg Gly Leu 

35 40 45 

Glu Gin Arg Arg Gin Gly Leu Glu Ala Tyr He Gin Gly He Leu Tyr 

50 55 60 

Leu Asn Gin Glu Val Pro Lys Glu Leu Leu Glu Phe Leu Arg Leu Arg 
65 70 75 80 

His Phe Pro Thr Asp Pro Lys Ala Ser Asn Trp Gly Thr Leu Arg Glu 
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85 90 95 

Phe Leu Pro Gly Asp Ser Ser Ser Gin Gin His Gin Arg Pro Val Leu 

100 105 110 

Ser Phe His Val Asp Pro Tyr Val Cys Asn Pro Ser Pro Gly Glu Glu 

115 120 125 

Val Pro Arg Tyr Gly Ala Thr Gly Leu Gly Cys Gly Leu Cys He Ser 

130 135 140 

Arg Leu Leu Gly Pro Ser Asp Ser He Ser Phe Leu Leu Pro Thr Ser 
145 150 155 160 

Gly Ala Thr Thr Ser Cys Ser Cys Pro Leu Glu Pro Ala Leu 
165 170 



<210> 2051 

<211> 146 

<212> PRT 

<213> Homo sapiens 

<400> 2051 

Met Pro Met He Ser Val Leu Gly Lys Met Phe Leu Trp Gin Arg Glu 

15 10 15 

Gly Pro Gly Gly Arg Trp Thr Cys Gin Thr Ser Arg Arg Val Ser Ser 

20 25 30 

Asp Pro Ala Trp Ala Val Glu Trp He Glu Leu Pro Arg Gly Leu Ser 

35 40 45 

Leu Ser Ser Leu Gly Ser Ala Arg Thr Leu Arg Gly Trp Ser Arg Ser 

50 55 60 

Ser Arg Pro Ser Ser Val Asp Ser Gin Asp Leu Pro Glu Val Leu Gly 
65 70 75 80 
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Pro Trp Trp Trp Gly Glu Gly Gly Arg His Pro Tyr Lys Gly Asp Leu 

85 90 95 

Gin Pro Pro Pro Thr Pro Gly Gin Pro Ala Ser Gly Ser Leu Phe Arg 

100 105 110 

Arg Ala Glu Ala Leu Ser Gly Gly Gly Pro Gly Gly Arg Pro Arg Ala 

115 120 125 

Gly Leu Leu Cys Ser Ala Leu Cys Gin Gin Ala Glu Ser Ser Arg Leu 

130 135 140 

Pro Arg 
145 



<210> 2052 

<211> 117 

<212> PRT 

<213> Homo sapiens 

<400> 2052 

Met Tyr Leu He Arg Arg Ala His Cys Val Thr Gin Pro He Thr Thr 

15 10 15 

Ala Leu He Pro Ala His Arg Ala Ser Trp Pro Gly Pro Leu Ser Thr 

20 25 30 

Ala Val Val Ser Pro Asp Gly Pro His Leu Leu Leu Leu Gin Gly Cys 

35 40 45 

He Pro Leu Cys Cys Pro Pro Lys Ala Thr Ser Ala Ser Gly Glu Asp 

50 55 60 

Leu Ala He Thr His Trp Gly Arg Asp Lys Cys Gly Ser Arg Arg Gly 
65 70 75 80 

Asn Trp Gly Arg Arg Glu Ala Ala Cys Gly Thr Pro Ser Glu Ala Leu 
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85 90 95 

Val Phe Phe Val Val Pro Arg Glu Arg Asn Ala Cys Leu Leu Cys Arg 

100 105 110 

Gly Gin Ala Glu Leu 
115 



<210> 2053 
<211> 248 
0 <212> PRT 

<213> Homo sapiens 

<400> 2053 

Met Cys Val Leu Tyr Thr Pro Ala Thr Tyr Asp Phe Glu Leu Glu Arg 

15 10 15 

Gly Trp Gly Pro Thr Phe Glu Val Pro Ser His Val Gly He Gin Val 

20 25 30 

Met Ala Ser Ala Gin Thr Arg Lys Glu Thr Arg Gly Pro Pro Gly Arg 
35 40 45 

# Arg Leu Gly Ser Gly Met Val Gly Pro He Arg Ala Ser Ser Ala Ala 
50 55 60 

Ser He Arg Ser Ser Ser Ala Asp Pro Ala Gly Pro Arg Pro Thr Cys 
65 70 75 80 

Leu Gly Glu Gly Gin Arg Val Arg He Met Ala Arg Gin Gly Pro Arg 

85 90 95 

Lys Ser Gin Thr His Arg Arg Lys Thr Arg Gly Thr Ala Ser Pro Ala 

100 105 110 

Val Tyr Phe Ser Val Glu Trp Gly Asp Tyr Trp Gly Met Pro Asn Asp 
115 120 125 
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Arg Lys Arg Cys Lys Ala Ala Thr Gly Trp Val Arg Gly Ser Pro Lys 

130 135 140 

Ser Arg Thr Glu Trp Gly Ala Arg Asp Arg Ala Gly Gin Arg Pro Gly 
145 150 155 160 

Leu Ser Gly Pro Arg Arg Arg Gin Arg Gin Ala Gly Ala Thr Pro Thr 

165 170 175 

Arg Ala Arg Ser Arg Gly Val Ser Gly Met Gly Gin Glu Ser Val His 

180 185 190 

Ser Pro Glu Ala Arg Pro Thr Gly Gly Gly Thr Gly Gly Cys Leu Ala 

195 200 205 

Gly Asp Gly Asp Thr Ser Arg Gly Leu Ser Gly Ala Leu Gly Thr Cys 

210 215 220 

Trp Lys Gin Ala Ala Gly Val Gly Val Ala Pro Gly Ala Gly Glu Trp 
225 230 235 240 

Tyr Ser Asp His Arg Arg Ala Arg 
245 



<210> 2054 
• <211> 165 
<212> PRT 

<213> Homo sapiens 
<400> 2054 

Met Phe Tyr Asn Gin Ala Asp Arg Leu Ala Phe Val Asn Thr Val Leu 

15 10 15 

Thr Leu Leu Gly Gly Phe Val Cys Gin Lys His Pro His Ala Leu Leu 

20 25 30 

Phe Gin Pro Glu Val Lys Lys Ser Phe Thr Phe Val Ser Phe Leu Phe 
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35 40 45 

Val Cys Leu Arg Arg Ser Phe Thr Leu Val Ala Gin Ala Gly Val Gin 

50 55 60 

Trp Arg Asn Leu Gly Leu Pro Gin Pro Leu Pro Pro Arg Phe Lys Gin 
65 70 75 80 

Phe Ser Cys Leu Ser Leu Pro Ser Ser Trp Asp His Arg Cys Pro Pro 

85 90 95 

Pro Arg Leu Leu He Phe Val Leu Phe Val Glu Thr Gly Phe His Cys 

100 105 110 

Val Ser Gin Ala Gly Leu Glu Leu Leu Thr Ser Gly Asp Leu Pro Ala 

115 120 125 

Ser Ala Pro Gin Asn Ala Gly He Thr Gly Val Ser His Arg Ala Gin 

130 135 140 

Pro Ser Cys Leu Leu Ser Cys Thr Arg Ser Thr Gly Lys Val Leu Pro 
145 150 155 160 

Gin Arg Glu Val Ala 
165 



<210> 2055 
<211> 100 
<212> PRT 

<213> Homo sapiens 
<400> 2055 

Met Leu Asn Leu Val Phe Lys Tyr Trp Gin Gin He His Leu Leu Lys 

15 10 15 

Thr Ala Met He Lys His Val His Arg Ser Asn Leu Ala He Gly Gin 
20 25 30 
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Gin Ser Met Leu Ser Ser Trp Thr Cys Gin Gly Pro Asn Leu Leu Arg 

35 40 45 

Gin Leu Leu He Glu Pro Pro Ser Ser Leu Arg Asp Trp Gly Lys He 

50 55 60 

Gly Cys Leu Pro Ser Gly Pro Gin Ala Thr Gin Ala He Pro Glu Ser 
65 70 75 80 

Gly Pro Gin Gin Arg Leu Glu Lys Val Thr Ser He Pro Phe Thr Glu 
85 90 95 

Pro Phe Leu Phe 
100 



<210> 2056 
<211> 418 
<212> PRT 

<213> Homo sapiens 
<400> 2056 

Met Pro Met Leu Leu Pro His Pro His Gin His Phe Leu Lys Gly Leu 

1 5 10 15 

Leu Arg Ala Pro Phe Arg Cys Tyr His Phe He Phe His Ser Ser Thr 

20 25 30 

His Leu Gly Ser Gly He Pro Cys Ala Gin Pro Phe Asn Ser Leu Gly 

35 40 45 

Leu His Cys Thr Lys Trp Met Leu Leu Ser Asp Gly Leu Lys Arg Lys 

50 55 60 

Leu Cys Val Gin Thr Thr Leu Lys Asp His Thr Glu Gly Leu Ser Asp 
65 70 75 80 

Lys Glu Gin Arg Phe Val Asp Lys Leu Tyr Thr Gly Leu He Gin Gly 
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85 90 95 

Gin Arg Ala Cys Leu Ala Glu Ala He Thr Leu Val Glu Ser Thr His 

100 105 110 

Ser Arg Lys Lys Glu Leu Ala Gin Val Leu Leu Gin Lys Val Leu Leu 

115 120 125 

Tyr His Arg Glu Gin Glu Gin Ser Asn Lys Gly Lys Pro Leu Ala Phe 

130 135 140 

Arg Val Gly Leu Ser Gly Pro Pro Gly Ala Gly Lys Ser Thr Phe He 
145 150 155 160 

Glu Tyr Phe Gly Lys Met Leu Thr Glu Arg Gly His Lys Leu Ser Val 

165 170 175 

Leu Ala Val Asp Pro Ser Ser Cys Thr Ser Gly Gly Ser Leu Leu Gly 

180 185 190 

Asp Lys Thr Arg Met Thr Glu Leu Ser Arg Asp Met Asn Ala Tyr He 

195 200 205 

Arg Pro Ser Pro Thr Arg Gly Thr Leu Gly Gly Val Thr Arg Thr Thr 

210 215 220 

Asn Glu Ala He Leu Leu Cys Glu Gly Ala Gly Tyr Asp He He Leu 
225 230 235 240 

He Glu Thr Val Gly Val Gly Gin Ser Glu Phe Ala Val Ala Asp Met 

245 250 255 

Val Asp Met Phe Val Leu Leu Leu Pro Pro Ala Gly Gly Asp Glu Leu 

260 265 270 

Gin Gly He Lys Arg Gly He He Glu Met Ala Asp Leu Val Ala Val 

275 280 285 

Thr Lys Ser Asp Gly Asp Leu He Val Pro Ala Arg Arg He Gin Ala 

290 295 300 

Glu Tyr Val Ser Ala Leu Lys Leu Leu Arg Lys Arg Ser Gin Val Trp 
305 310 315 320 
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Lys Pro Lys Val lie Arg He Ser Ala Arg Ser Gly Glu Gly He Ser 

325 330 335 

Glu Met Trp Asp Lys Met Lys Asp Phe Gin Asp Leu Met Leu Ala Ser 

340 345 350 

Gly Glu Leu Thr Ala Lys Arg Arg Lys Gin Gin Lys Val Trp Met Trp 

355 360 365 

Asn Leu He Gin Glu Ser Val Leu Glu His Phe Arg Thr His Pro Thr 

370 375 380 

Val Arg Glu Gin He Pro Leu Leu Glu Gin Lys Val Leu He Gly Ala 
385 390 395 400 

Leu Ser Pro Gly Leu Ala Ala Asp Phe Leu Leu Lys Ala Phe Lys Ser 
405 410 415 

Arg Asp 



<210> 2057 

<211> 364 

<212> PRT 

<213> Homo sapiens 

<400> 2057 

Met Ala Arg Thr Ser His Ser Arg Ala Lys Ala Glu Ala Ala Leu Thr 

1 5 10 15 

Ala Ala Gin Lys Ala Gin Glu Glu Ala Arg He Ala Arg He Thr Ala 

20 25 30 

Lys Glu Phe Ser Pro Ser Phe Gin His Arg Glu Asn Gly Leu Glu Tyr 

35 40 45 

Gin Arg Pro Lys Arg Gin Thr Ser Cys Asp Asp He Glu Val Leu Ser 
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50 55 60 

Thr Gly Thr Pro Leu Gin Gin Glu Ser Pro Glu Leu Tyr Arg Lys Gly 
65 70 75 80 

Thr Thr Pro Ser Asp Leu Thr Pro Asp Asp Ser Pro Leu Gin Ser Phe 

85 90 95 

Pro Thr Ser Pro Ala Ala Thr Pro Pro Pro Ala Pro Ala Ala Arg Asn 

100 105 110 

Lys Val Ala His Phe Ser Arg Gin Val Ser Val Asp Glu Glu Arg Gly 

115 120 125 

Gly Asp He Gin Met Leu Leu Glu Gly Arg Ala Gly Asp Cys Ala Arg 

130 135 140 

Ser Ser Trp Gly Glu Glu Gin Ala Gly Gly Ser Arg Gly Val Arg Ser 
145 150 155 160 

Gly Ala Leu Arg Gly Gly Leu Leu Val Asp Asp Phe Arg Thr Arg Gly 

165 170 175 

Ser Gly Arg Lys Gin Pro Gly Asn Pro Lys Pro Arg Glu Arg Arg Thr 

180 185 190 

Glu Ser Pro Pro Val Phe Thr Trp Thr Ser His His Arg Ala Ser Asn 

195 200 205 

His Ser Pro Gly Gly Ser Arg Leu Leu Glu Leu Gin Glu Glu Lys Leu 

210 215 220 

Ser Asn Tyr Arg Met Glu Met Lys Pro Leu Leu Arg Met Glu Thr His 
225 230 235 240 

Pro Gin Lys Arg Arg Tyr Ser Lys Gly Gly Ala Cys Arg Gly Leu Gly 

245 250 255 

Asp Asp His Arg Pro Glu Asp Arg Gly Phe Gly Val Gin Arg Leu Arg 

260 265 270 

Ser Lys Ala Gin Asn Lys Glu Asn Phe Arg Pro Ala Ser Ser Ala Glu 
275 280 285 
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Pro Ala Val Gin Lys Leu Ala Ser Leu Arg Leu Gly Gly Ala Glu Pro 

290 295 300 

Arg Leu Leu Arg Trp Asp Leu Thr Phe Ser Pro Pro Gin Lys Ser Leu 
305 310 315 320 

Pro Val Ala Leu Glu Ser Asp Glu Glu Asn Gly Asp Glu Leu Lys Ser 

325 330 335 

Ser Thr Gly Ser Ala Pro He Leu Val Val Met Val He Leu Leu Asn 

340 345 350 

He Gly Val Ala He Leu Phe He Asn Phe Phe He 
355 360 



<210> 2058 
<211> 1012 
<212> PRT 
<213> Homo sapiens 

<400> 2058 

Met Arg Gly Ala Trp Val His Leu His Ser Gly Ala Ala Ser Ser Leu 

15 10 15 

Arg Pro Cys Arg Cys Gly Ala Gly Ala Ala Pro Lys Ser Ser Pro Arg 

20 25 30 

Ser Pro Gly Gly Arg Arg Gly Asp Gly Ser Ser Asp Ser Glu Gly Gly 

35 40 45 

Val Ser Phe Ala Gly Val Leu Phe Leu Gin Phe Gly Glu Glu Thr Arg 

50 55 60 

Arg Val His He Thr His Glu Val Ser Ser Leu Asp Thr Leu His Ala 
65 70 75 80 

Leu He Ala His Met Phe Pro Gin Lys Leu Thr Met Gly Met Leu Lys 
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85 90 95 

Ser Pro Asn Thr Ala lie Leu He Lys Asp Glu Ala Arg Asn Val Phe 

100 105 110 

Tyr Glu Leu Glu Asp Val Arg Asp He Gin Asp Arg Ser He He Lys 

115 120 125 

He Tyr Arg Lys Glu Pro Leu Tyr Ala Ala Phe Pro Gly Ser His Leu 

130 135 140 

Thr Asn Gly Asp Leu Arg Arg Glu Met Val Tyr Ala Ser Arg Glu Ser 
145 150 155 160 

Ser Pro Thr Arg Arg Leu Asn Asn Leu Ser Pro Ala Pro His Leu Ala 

165 170 175 

Ser Gly Ser Pro Pro Pro Gly Leu Pro Ser Gly Leu Pro Ser Gly Leu 

180 185 190 

Gin Ser Gly Ser Pro Ser Arg Ser Arg Leu Ser Tyr Ala Gly Gly Arg 

195 200 205 

Pro Pro Ser Tyr Ala Gly Ser Pro Val His His Ala Ala Glu Arg Leu 

210 215 220 

Gly Gly Ala Pro Ala Ala Gin Gly Val Ser Pro Ser Pro Ser Ala He 
225 230 235 240 

Leu Glu Arg Arg Asp Val Lys Pro Asp Glu Asp Leu Ala Ser Lys Ala 

245 250 255 

Gly Gly Met Val Leu Val Lys Gly Glu Gly Leu Tyr Ala Asp Pro Tyr 

260 265 270 

Gly Leu Leu His Glu Gly Arg Leu Ser Leu Ala Ala Ala Ala Gly Asp 

275 280 285 

Pro Phe Ala Tyr Pro Gly Ala Gly Gly Leu Tyr Lys Arg Gly Ser Val 

290 295 300 

Arg Ser Leu Ser Thr Tyr Ser Ala Ala Ala Leu Gin Ser Asp Leu Glu 
305 310 315 320 
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Asp Ser Leu Tyr Lys Ala Ala Gly Gly Gly Gly Pro Leu Tyr Gly Asp 

325 330 335 

Gly Tyr Gly Phe Arg Leu Pro Pro Ser Ser Pro Gin Lys Leu Ala Asp 

340 345 350 

Val Ala Ala Pro Pro Gly Gly Pro Pro Pro Pro His Ser Pro Tyr Ser 

355 360 365 

Gly Pro Pro Ser Arg Gly Ser Pro Val Arg Gin Ser Phe Arg Lys Asp 

370 375 380 

Ser Gly Ser Ser Ser Val Phe Ala Glu Ser Pro Gly Gly Lys Thr Arg 
385 390 395 400 

Ser Ala Gly Ser Ala Ser Thr Ala Gly Ala Pro Pro Ser Glu Leu Phe 

405 410 415 

Pro Gly Pro Gly Glu Arg Ser Leu Val Gly Phe Gly Pro Pro Val Pro 

420 425 430 

Ala Lys Asp Thr Glu Thr Arg Glu Arg Met Glu Ala Met Glu Lys Gin 

435 440 445 

He Ala Ser Leu Thr Gly Leu Val Gin Ser Ala Leu Leu Arg Gly Ser 

450 455 460 

Glu Pro Glu Thr Pro Ser Glu Lys lie Glu Gly Ser Asn Gly Ala Ala 
465 470 475 480 

He Pro Ser Ala Pro Cys Gly Ser Gly Gly Arg Ser Ser Gly Ala Thr 

485 490 495 

Pro Val Ser Gly Pro Pro Pro Pro Ser Ala Ser Ser Thr Pro Ala Gly 

500 505 510 

Gin Pro Thr Ala Val Ser Arg Leu Gin Met Gin Leu His Leu Arg Gly 

515 520 525 

Leu Gin Asn Ser Ala Ser Asp Leu Arg Gly Gin Leu Gin Gin Leu Arg 

530 535 540 

Lys Leu Gin Leu Gin Asn Gin Glu Ser Val Arg Ala Leu Leu Lys Arg 
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545 550 555 560 

Thr Glu Ala Glu Leu Ser Met Arg Val Ser Glu Ala Ala Arg Arg Gin 

565 570 575 

Glu Asp Pro Leu Gin Arg Gin Arg Thr Leu Val Glu Glu Glu Arg Leu 

580 585 590 

Arg Tyr Leu Asn Asp Glu Glu Leu He Thr Gin Gin Leu Asn Asp Leu 

595 600 605 

Glu Lys Ser Val Glu Lys He Gin Arg Asp Val Ser His Asn His Arg 

610 615 620 

Leu Val Pro Gly Pro Glu Leu Glu Glu Lys Ala Leu Val Leu Lys Gin 
625 630 635 640 

Leu Gly Glu Thr Leu Thr Glu Leu Lys Ala His Phe Pro Gly Leu Gin 

645 650 655 

Ser Lys Met Arg Val Val Leu Arg Val Glu Val Glu Ala Val Lys Phe 

660 665 670 

Leu Lys Glu Glu Pro Gin Arg Leu Asp Gly Leu Leu Lys Arg Cys Arg 

675 680 685 

Gly Val Thr Asp Thr Leu Ala Gin He Arg Arg Gin Val Asp Glu Gly 

690 695 700 

Val Trp Pro Pro Pro Asn Asn Leu Leu Ser Gin Ser Pro Lys Lys Val 
705 710 715 720 

Thr Ala Glu Thr Asp Phe Asn Lys Ser Val Asp Phe Glu Met Pro Pro 

725 730 735 

Pro Ser Pro Pro Leu Asn Leu His Glu Leu Ser Gly Pro Ala Glu Gly 

740 745 750 

Ala Ser Leu Thr Pro Lys Gly Gly Asn Pro Thr Lys Gly Leu Asp Thr 

755 760 765 

Pro Gly Lys Arg Ser Val Asp Lys Ala Val Ser Val Glu Ala Ala Glu 
770 775 780 
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Arg Asp Trp Glu Glu Lys Arg Ala Ala Leu Thr Gin Tyr Ser Ala Lys 
785 790 795 800 

Asp He Asn Arg Leu Leu Glu Glu Thr Gin Ala Glu Leu Leu Lys Ala 

805 810 815 

He Pro Asp Leu Asp Cys Ala Ser Lys Ala His Pro Gly Pro Ala Pro 

820 825 830 

Thr Pro Asp His Lys Pro Pro Lys Ala Pro His Gly Gin Lys Ala Ala 

835 840 845 

Pro Arg Thr Glu Pro Ser Gly Arg Arg Gly Ser Asp Glu Leu Thr Val 

850 855 860 

Pro Arg Tyr Arg Thr Glu Lys Pro Ser Lys Ser Pro Pro Pro Pro Pro 
865 870 875 880 

Pro Arg Arg Ser Phe Pro Ser Ser His Gly Leu Thr Thr Thr Arg Thr 

885 890 895 

Gly Glu Val Val Val Thr Ser Lys Lys Asp Ser Ala Phe He Lys Lys 

900 905 910 

Ala Glu Ser Glu Glu Leu Glu Val Gin Lys Pro Gin Val Lys Leu Arg 

915 920 925 

Arg Ala Val Ser Glu Val Ala Arg Pro Ala Ser Thr Pro Pro He Met 

930 935 940 

Ala Ser Ala He Lys Asp Glu Asp Asp Glu Asp Arg He He Ala Glu 
945 950 955 960 

Leu Glu Ser Gly Gly Gly Ser Val Pro Pro Met Lys Val Val Thr Pro 

965 970 975 

Gly Ala Ser Arg Leu Lys Ala Ala Gin Gly Gin Ala Gly Ser Pro Asp 

980 985 990 

Lys Ser Lys His Gly Lys Gin Arg Ala Glu Tyr Met Arg He Gin Ala 

995 1000 1005 

Gin Gin Gin Val 
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1010 



<210> 2059 

<211> 159 

<212> PRT 

<213> Homo sapiens 

<400> 2059 

Met Trp Phe Ser Arg Ser Thr Tyr His Arg Leu Arg Gin Pro Arg Thr 

15 10 15 

Ser Ser Glu Pro Phe Phe Cys Met Ser Thr Gin Gly Val Val Pro Leu 

20 25 30 

Asn Ser Glu Ser Gly Ser Tyr Leu He Leu Ala Trp Gly Thr Ala Glu 

35 40 45 

Glu Phe Gly Leu Pro Glu Leu Gly Arg Lys Thr Phe Phe Phe Phe Phe 

50 55 60 

Trp Arg Trp Cys Leu Cys Cys Gin Ala Glu Val Gin Trp Cys Asp Leu 
65 70 75 80 

Gly Ser Arg Gin Ser Leu Ser Pro Gly Phe Lys Gin Phe Pro Cys Leu 

85 90 95 

Ser Leu Pro Ser Ser Trp Asp Tyr Arg Arg Val Pro Pro Gin Ala Ala 

100 105 110 

Asn Phe Leu Tyr Phe Gly Arg Asp Arg Val Ser Pro Cys Cys Pro Gly 

115 120 125 

Trp Ser Leu Ser Pro Asp Tyr Leu Thr Arg Pro Pro Trp Pro Gly He 

130 135 140 

Thr Gly Val Ser His Cys Ala Arg Leu Glu Gly Lys His Ser Glu 
145 150 155 
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<210> 2060 

<211> 112 

<212> PRT 

<213> Homo sapiens 

<400> 2060 

Met Lys Val Asn Lys Lys He Lys Leu Glu Pro Gin Cys Leu Glu Phe 

15 10 15 

Phe Ser Asp Arg Val Ser Leu Phe Val Thr Gin Ala Gly Val Gin Trp 

20 25 30 

Cys Lys His Ser Ser Leu Gin Pro Gin His Pro Trp Leu Lys Gin Ser 

35 40 45 

Ser Asn Leu Asn Phe Gin Ser Ser Leu Asp Tyr Arg Cys Met Pro Gin 

50 55 60 

Trp Pro Ala Asn Phe Arg He Phe Cys Arg Asp Glu He Ser Pro Cys 
65 70 75 80 

Cys Pro Gly Arg Ser Arg Thr Pro Glu Leu Lys Gin Ser Thr Ser Leu 

85 90 95 

Asn Phe Pro Glu Cys Cys Asp Tyr Arg His Gly Pro Ser Cys Leu Ala 
100 105 110 



<210> 2061 
<211> 795 
<212> PRT 

<213> Homo sapiens 
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<400> 2061 

Met Lys Phe Thr Asn Thr Lys Val Gin Met Met Gin Asn Val His Leu 

15 10 15 

Ala Pro Glu Thr Asp Glu Asp Asp Leu Tyr Ser Gly Tyr Asn Asp Tyr 

20 25 30 

Asn Pro He Tyr Asp lie Glu Glu Leu Glu Asn Asp Ala Ala Phe Gin 

35 40 45 

Gin Ala Val Arg Thr Ser His Gly Arg Arg Pro Pro lie Thr Ala Lys 

50 55 60 

He Ser Ser Thr Ala Val Thr Arg Pro He Ala Thr Gly Tyr Gly Ser 
65 70 75 80 

Lys Thr Ser Leu Ala Ser Ser He Gly Arg Pro Met Thr Gly Ala He 

85 90 95 

Gin Asp Gly Val Thr Arg Pro Met Thr Ala Val Arg Ala Ala Gly Phe 

100 105 110 

Thr Lys Ala Ala Leu Arg Gly Ser Ala Phe Asp Pro Leu Ser Gin Ser 

115 120 125 

Arg Gly Pro Ala Ser Pro Leu Glu Ala Lys Lys Lys Asp Ser Pro Glu 

130 135 140 

Glu Lys He Lys Gin Leu Glu Lys Glu Val Asn Glu Leu Val Glu Glu 
145 150 155 160 

Ser Cys He Ala Asn Ser Cys Gly Asp Leu Lys Leu Ala Leu Glu Lys 

165 170 175 

Ala Lys Asp Ala Gly Arg Lys Glu Arg Val Leu Val Arg Gin Arg Glu 

180 185 190 

Gin Val Thr Thr Pro Glu Asn He Asn Leu Asp Leu Thr Tyr Ser Val 

195 200 205 

Leu Phe Asn Leu Ala Ser Gin Tyr Ser Val Asn Glu Met Tyr Ala Glu 
210 215 220 
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Ala Leu Asn Thr Tyr Gin Val He Val Lys Asn Lys Met Phe Ser Asn 
225 230 235 240 

Ala Gly He Leu Lys Met Asn Met Gly Asn He Tyr Leu Lys Gin Arg 

245 250 255 

Asn Tyr Ser Lys Ala He Lys Phe Tyr Arg Met Ala Leu Asp Gin Val 

260 265 270 

Pro Ser Val Asn Lys Gin Met Arg He Lys He Met Gin Asn He Gly 

275 280 285 

Val Thr Phe He Gin Ala Gly Gin Tyr Ser Asp Ala He Asn Ser Tyr 

290 295 300 

Glu His He Met Ser Met Ala Pro Asn Leu Lys Ala Gly Tyr Asn Leu 
305 310 315 320 

Thr He Cys Tyr Phe Ala He Gly Asp Arg Glu Lys Met Lys Lys Ala 

325 330 335 

Phe Gin Lys Leu He Thr Val Pro Leu Glu He Asp Glu Asp Lys Tyr 

340 345 350 

He Ser Pro Ser Asp Asp Pro His Thr Asn Leu Val Thr Glu Ala He 

355 360 365 

Lys Asn Asp His Leu Arg Gin Met Glu Arg Glu Arg Lys Ala Met Ala 

370 375 380 

Glu Lys Tyr He Met Thr Ser Ala Lys Leu He Ala Pro Val He Glu 
385 390 395 400 

Thr Ser Phe Ala Ala Gly Tyr Asp Trp Cys Val Glu Val Val Lys Ala 

405 410 415 

Ser Gin Tyr Val Glu Leu Ala Asn Asp Leu Glu He Asn Lys Ala Val 

420 425 430 

Thr Tyr Leu Arg Gin Lys Asp Tyr Asn Gin Ala Val Glu Phe Leu Lys 

435 440 445 

Val Leu Glu Lys Lys Asp Asn Arg Val Lys Ser Ala Ala Ala Thr Asn 



mSE#2 00 4 - 3059661 



#SI 2003-102207 



^-v: 706/ 



450 455 460 

Leu Ser Ala Leu Tyr Tyr Met Gly Lys Asp Phe Ala Gin Ala Ser Ser 
465 470 475 480 

Tyr Ala Asp lie Ala Val Asn Ser Asp Arg Tyr Asn Leu Ala Ala Leu 

485 490 495 

Thr Asn Lys Gly Asn Thr Val Phe Ala Asn Gly Asp Tyr Glu Lys Ala 

500 505 510 

Ala Glu Phe Tyr Lys Glu Ala Leu Arg Asn Asp Ser Ser Cys Thr Glu 

515 520 525 

Ala Leu Tyr Asn He Gly Leu Thr Tyr Glu Lys Leu Asn Arg Leu Asp 

530 535 540 

Glu Ala Leu Asp Cys Phe Leu Lys Leu His Ala He Leu Arg Asn Ser 
545 550 555 560 

Ala Glu Val Leu Tyr Gin He Ala Asn He Tyr Glu Leu Met Glu Asn 

565 570 575 

Pro Ser Gin Ala He Glu Trp Leu Met Gin Val Val Ser Val He Pro 

580 585 590 

Thr Asp Pro Gin Val Leu Ser Lys Leu Gly Glu Leu Tyr Asp Arg Glu 

595 600 605 

Gly Asp Lys Ser Gin Ala Phe Gin Tyr Tyr Tyr Glu Ser Tyr Arg Tyr 

610 615 620 

Phe Pro Cys Asn He Glu Val He Glu Trp Leu Gly Ala Tyr Tyr He 
625 630 635 640 

Asp Thr Gin Phe Trp Glu Lys Ala He Gin Tyr Phe Glu Arg Ala Ser 

645 650 655 

Leu He Gin Pro Thr Gin Val Lys Trp Gin Leu Met Val Ala Ser Cys 

660 665 670 

Phe Arg Arg Ser Gly Asn Tyr Gin Lys Ala Leu Asp Thr Tyr Lys Asp 
675 680 685 
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Thr His Arg Lys Phe Pro Glu Asn Val Glu Cys Ser Gly Ser Val Arg 

690 695 700 

Thr Gly His Met Glu Arg Asp Pro Leu Asn Leu Leu Pro Arg Lys Ser 
705 710 715 720 

Val Leu Pro Gly Pro Glu He Ala Lys Arg Asn Tyr Phe Ser Gly Glu 

725 730 735 

Lys Tyr Tyr Leu Ser Ala Phe Leu Ser Ser Ser Leu His Arg Ser Trp 

740 745 750 

He Lys Arg Cys Ser Arg He Cys Gin Lys Thr Glu Glu Val Gly Lys 

755 760 765 

Asn Glu Arg Asn Lys Gly Thr Ala His Lys Val Arg Gin Arg Trp Gin 

770 775 780 

Trp Gly Leu Pro Trp Gin Lys Arg Arg Lys Cys 
785 790 795 



<210> 2062 
<211> 105 
<212> PRT 
<213> Homo sapiens 

<400> 2062 
Met Gly Asn Glu Asp 
1 5 
Gin Ala He Ala Pro 
20 

Glu Gly He Val Gly 

35 

Asp Asn Ser Tyr Val 
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Gly Arg Ala Gly Arg His Ser Pro Ala Thr Gly 

10 15 

Cys Ser Ala Val Leu Lys Leu Ala Ser Glu Gly 

25 30 

Arg Arg Glu Gly Gly Gin Ala Arg Phe Gin Leu 

40 45 

Phe Ser Ser He Leu Leu His Ser Phe He Pro 
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50 55 60 

Leu Gin Val Leu He Glu Ala Gly Pro Gin Gly Lys His Lys Asp Gly 
65 70 75 80 

Ser Gly Thr His Leu Pro Phe Pro Arg Ala Tyr Thr Leu Ala Gly Asp 

85 90 95 

He Lys His Asp Arg Asn Asn His Arg 
100 105 



0 <210> 2063 
<211> 152 
<212> PRT 

<213> Homo sapiens 
<400> 2063 

Met Pro Gin His Leu Ser Gly Val Gly Cys Gin Glu Val Cys Val Ser 

15 10 15 

Met Lys Pro Asp Gly Pro Val Cys Leu Cys Ser Met Asn Gly Ala Leu 
20 25 30 

• Ala Phe Val Asp Thr Ser Asp Cys Thr Val Met Asn He Ala Glu His 
35 40 45 

Tyr Met Ala Ser Asp Val Glu Trp Asp Pro Thr Gly Arg Tyr Val Val 

50 55 60 

Thr Ser Val Ser Trp Trp Ser His Lys Val Asp Asn Ala Tyr Trp Leu 
65 70 75 80 

Trp Thr Phe Gin Gly Arg Leu Leu Gin Lys Asn Asn Lys Asp Arg Phe 

85 90 95 

Cys Gin Leu Leu Trp Arg Pro Arg Pro Pro Thr Leu Leu Ser Gin Glu 
100 105 110 
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Gin lie Lys Gin He Lys Lys Asp Leu Lys Lys Tyr Ser Lys He Phe 

115 120 125 

Glu Gin Lys Asp Arg Leu Ser Gin Ser Lys Ala Ser Lys Val Ser Leu 

130 135 140 

He Pro Lys Met Arg Ala Val Leu 
145 150 



<210> 2064 

<211> 147 

<212> PRT 

<213> Homo sapiens 

<400> 2064 

Met Arg Ser Glu Ser Pro Gly Lys Trp Gly Asn Ser Pro Gly Leu His 

15 10 15 

His Ser Ser Thr Gly Lys Ser Pro Ala Ser Ser Leu Pro Gly Arg Gly 

20 25 30 

Val Pro Glu Leu Arg Val Thr Pro Thr Ala Pro Ser Ala Glu Gly Gly 

35 40 45 

Arg Lys Thr Ala Pro Ser His Gly Ser Ala His Ser Ala Ser Pro Pro 

50 55 60 

Ala Ser Leu Ser Ala Thr Asp Pro Trp Pro Leu Ala Ala Gin Thr Leu 
65 70 75 80 

Ser Thr Pro Arg Arg Thr Asn Thr Thr Leu Met Gly Pro Ala Ala Met 

85 90 95 

Ser Thr Pro Ala Ala Gly Ala Pro Ser Ala Ser Thr Asp Pro Ala Gin 

100 105 110 

Arg He Val Val Thr Gly Arg Gly Pro Thr Pro Arg Gly His Val Ala 
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115 120 125 

His Ala Gin Leu Ala Gin Pro Thr Ala Arg Thr Lys Ser Lys Val Ser 

130 135 140 

Phe Arg Glu 
145 



<210> 2065 
<211> 101 
Q <212> PRT 

<213> Homo sapiens 

<400> 2065 

Met Trp Gin Ser Gly Arg Phe His Ala Leu Leu Trp Glu Glu Tyr Lys 

15 10 15 

Trp Val Gin Pro Leu Trp Arg He Val Leu His Phe Leu Leu Lys Leu 

20 25 30 

Lys He Thr Phe Pro Thr Lys Val Thr Thr Leu Tyr Thr Ser Arg Ser 
35 40 45 

• Phe He His Val Val He Tyr Arg Asn Ala Thr Ala Ser Ser Cys Thr 
50 55 60 

Val Val His Gly Leu Cys Gly Tyr Thr His Phe Pro Phe Val Ser Pro 
65 70 75 80 

Met Thr Gin Leu Tyr He Ser Gin Phe Trp He Tyr Thr Leu Glu Asn 

85 90 95 

Leu Tyr Thr Ser Val 
100 
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<210> 2066 
<211> 323 
<212> PRT 

<213> Homo sapiens 
<400> 2066 

Met Leu Gin Glu Trp Leu Ala Ser Leu Pro Leu Asp Arg He Pro Tyr 

15 10 15 

Asn Ala Val Leu Asp Leu Val Asn Asn Lys Met Arg He Ser Gly He 

20 25 30 

Phe Leu Thr Asn His He Lys Trp Val Gly Cys Gin Gly Ser Arg Ser 

35 40 45 

Glu Leu Arg Gly Tyr Pro Cys Ser Leu Trp Lys Leu Phe His Thr Leu 

50 55 60 

Thr Val Glu Ala Ser Thr His Pro Asp Ala Leu Val Gly Thr Gly Phe 
65 70 75 80 

Glu Asp Asp Pro Gin Ala Val Leu Gin Thr Met Arg Arg Tyr Val His 

85 90 95 

Thr Phe Phe Gly Cys Lys Glu Cys Gly Glu His Phe Glu Glu Met Ala 

100 105 110 

Lys Glu Ser Met Asp Ser Val Lys Thr Pro Asp Gin Ala lie Leu Trp 

115 120 125 

Leu Trp Lys Lys His Asn Met Val Asn Gly Arg Leu Ala Gly His Leu 

130 135 140 

Ser Glu Asp Pro Arg Phe Pro Lys Leu Gin Trp Pro Thr Pro Asp Leu 
145 150 155 160 

Cys Pro Ala Cys His Glu Glu He Lys Gly Leu Ala Ser Trp Asp Glu 

165 170 175 

Gly His Val Leu Thr Phe Leu Lys Gin His Tyr Gly Arg Asp Asn Leu 
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180 185 190 

Leu Asp Thr Tyr Ser Ala Asp Gin Gly Gly Ser Ser Glu Gly Gly Thr 

195 200 205 

Leu Ala Arg Gly Glu Glu Glu Glu Lys Arg Leu Thr Pro Pro Glu Val 

210 215 220 

Ser His Gly Asp Arg Asp Thr Gin Ser Val Arg Pro Pro Gly Ala Leu 
225 230 235 240 

Gly Pro Arg Pro Ala Leu Pro Glu Ser Leu His His Ser Leu Asp Gly 

245 250 255 

Lys Leu Gin Ser Leu Asp Gly Pro Gly Ala His Lys Glu Val Gly Gly 

260 265 270 

Ala Ala Pro Phe Leu Gly Val Asp Phe Ser Ser Leu Asp Met Ser Leu 

275 280 285 

Cys Val Val Leu Tyr Val Ala Ser Ser Leu Phe Leu Met Val Met Tyr 

290 295 300 

Phe Phe Phe Gin Val Arg Ser Arg Arg Trp Lys Val Lys His His His 
305 310 315 320 

Pro Ala Val 



<210> 2067 

<211> 157 

<212> PRT 

<213> Homo sapiens 



<400> 2067 

Met Leu Val Phe Leu Gin Glu Met Asp Lys Pro Cys Gly Cys Pro Pro 
15 10 15 
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Gly Val Cys Asp His Gly Thr Gly Asp Arg Arg Asp Pro Trp Tyr Ser 

20 25 30 

Thr Val Gly Leu Leu Pro Pro Val Arg Ala Met Ser Gin Arg Asn Leu 

35 40 45 

Asn Ala Lys Thr Glu Gin Gly Pro Thr Gly Val Thr Met Thr Ser Asn 

50 55 60 

Pro He Thr Trp Gly Gin He Lys Lys Thr Thr Gin Glu Ala Glu Lys 
65 70 75 80 

Leu Leu Glu Arg Gin Gly Gin Ala Lys Thr Pro Asp Ser Met Phe Leu 

85 90 95 

Ala Met Leu Ala Val Val Ser Cys Ala Val Cys Phe Pro Cys Val Glu 

100 105 110 

Ala Lys Thr Tyr Trp Ala Tyr Val Pro Asn Pro Leu Val Val Arg Leu 

115 120 125 

Val Leu Trp Ser Asp Thr Pro Pro Glu He Tyr Tyr Asp Gin Gly Ala 

130 135 140 

Trp Ala Pro Gly Pro Leu Thr Pro Ser Asp Thr Glu Gin 
145 150 155 



<210> 2068 
<211> 300 
<212> PRT 

<213> Homo sapiens 



<400> 2068 

Met Val Pro Pro His Arg Ala Leu His Phe Pro Val Ala Phe Pro Pro 

15 10 15 

Gly Gly Lys Pro Cys Ser Gin His He He Ser Val Thr Gly Phe Val 
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20 25 30 

Asp Ser Asp Arg Asp Asp Leu Lys Leu Met Ala Tyr Leu Ala Gly Ala 

35 40 45 

Lys Tyr Thr Gly Tyr Leu Cys Arg Ser Asn Thr Val Leu He Cys Lys 

50 55 60 

Glu Pro Thr Gly Leu Lys Tyr Glu Lys Ala Lys Glu Trp Arg He Pro 
65 70 75 80 

Cys Val Asn Ala Gin Trp Leu Gly Asp He Leu Leu Gly Asn Phe Glu 

85 90 95 

Ala Leu Arg Gin He Gin Tyr Ser Arg Tyr Thr Ala Phe Ser Leu Gin 

100 105 110 

Asp Pro Phe Ala Pro Thr Gin His Leu Val Leu Asn Leu Leu Asp Ala 

115 120 125 

Trp Arg Val Pro Leu Lys Val Ser Ala Glu Leu Leu Met Ser He Arg 

130 135 140 

Leu Pro Pro Lys Leu Lys Gin Asn Glu Val Ala Asn Val Gin Pro Ser 
145 150 155 160 

Ser Lys Arg Ala Arg He Glu Asp Val Pro Pro Pro Thr Lys Lys Leu 

165 170 175 

Thr Pro Glu Leu Thr Pro Phe Val Leu Phe Thr Gly Phe Glu Pro Val 

180 185 190 

Gin Val Gin Gin Tyr He Lys Lys Leu Tyr He Leu Gly Gly Glu Val 

195 200 205 

Ala Glu Ser Ala Gin Lys Cys Thr His Leu He Ala Ser Lys Val Thr 

210 215 220 

Arg Thr Val Lys Phe Leu Thr Ala He Ser Val Val Lys His He Val 
225 230 235 240 

Thr Pro Glu Trp Leu Glu Glu Cys Phe Arg Cys Gin Lys Phe He Asp 
245 250 255 
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Glu Gin Asn Tyr lie Leu Arg Asp Ala Glu Ala Glu Val Leu Phe Ser 

260 265 270 

Phe Ser Leu Glu Glu Ser Leu Lys Arg Ala His Val Ser Pro Leu Phe 

275 280 285 

Lys Val His Phe Lys Gly Lys Val Asn Gin Ser Lys 
290 295 300 



<210> 2069 

<211> 301 

<212> PRT 

<213> Homo sapiens 

<400> 2069 

Met Leu Glu Phe Ser Lys He Leu Cys Thr Lys Asn Asn Lys Gin Asn 

15 10 15 

Asn Glu Phe Cys Lys Cys He Glu Thr Val Pro Gin Asp Ser Cys Lys 

20 25 30 

Thr Cys Phe Pro Gin Gin Asp Gin Arg Asp Thr Leu Ser He Leu Val 

35 40 45 

Pro His Gly Asp Lys Glu Ser Ser Asp Lys Lys He Ala Val Gly Thr 

50 55 60 

Glu Trp Asp He Pro Arg Asn Glu Ser Ser Asp Ser Ala Leu Gly Asp 
65 70 75 80 

Ser Glu Ser Glu Asp Thr Gly His Asp Met Thr Arg Gin Val Ser Ser 

85 90 95 

Tyr Tyr Gly Gly Glu Gin Glu Asp Trp Ala Glu Glu Asp Glu He Pro 

100 105 110 

Phe Pro Gly Ser Lys Leu He Glu Val Ser Ala Val Gin Pro Asn He 
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115 120 125 

Ala Asn Phe Gly Arg Ser Leu Leu Gly Gly Tyr Cys Ser Ser Tyr Val 

130 135 140 

Pro Asp Phe Val Leu Gin Gly He Gly Ser Asp Glu Arg Phe Arg Gin 
145 150 155 160 

Cys Leu Met Ser Asp Leu Ser His Ala Val Gin His Pro Val Leu Asp 

165 170 175 

Glu Pro He Ala Glu Ala Val Cys He He Ala Asp Met Asp Lys Trp 

180 185 190 

Thr Val Gin Val Ala Ser Ser Gin Arg Arg Val Thr Asp Asn Lys Leu 

195 200 205 

Gly Lys Glu Val Leu Val Ser Ser Leu Val Ser Asn Leu Leu His Ser 

210 215 220 

Thr Leu Gin Leu Tyr Lys His Asn Leu Ser Pro Asn Phe Cys Val Met 
225 230 235 240 

His Leu Glu Asp Arg Leu Gin Glu Leu Tyr Phe Lys Ser Lys Met Leu 

245 250 255 

Ser Glu Tyr Leu Arg Gly Gin Met Arg Val His Val Lys Glu Leu Gly 

260 265 270 

Val Val Leu Gly He Glu Ser Ser Asp Leu Pro Leu Leu Ala Ala Val 

275 280 285 

Ala Ser Thr His Ser Pro Tyr Val Ala Gin He Leu Leu 
290 295 300 



<210> 2070 

<211> 921 

<212> PRT 

<213> Homo sapiens 
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<400> 2070 

Met Gly Met Leu Lys Ser Pro Asn Thr Ala lie Leu He Lys Asp Glu 

15 10 15 

Ala Arg Asn Val Phe Tyr Glu Leu Glu Asp Val Arg Asp He Gin Asp 

20 25 30 

Arg Ser He He Lys He Tyr Arg Lys Glu Pro Leu Tyr Ala Ala Phe 

35 40 45 

Pro Gly Ser His Leu Thr Asn Gly Asp Leu Arg Arg Glu Met Val Tyr 

50 55 60 

Ala Ser Arg Glu Ser Ser Pro Thr Arg Arg Leu Asn Asn Leu Ser Pro 
65 70 75 80 

Ala Pro His Leu Ala Ser Gly Ser Pro Pro Pro Gly Leu Pro Ser Gly 

85 90 95 

Leu Pro Ser Gly Leu Gin Ser Gly Ser Pro Ser Arg Ser Arg Leu Ser 

100 105 110 

Tyr Ala Gly Gly Arg Pro Pro Ser Tyr Ala Gly Ser Pro Val His His 

115 120 125 

Ala Ala Glu Arg Leu Gly Gly Ala Pro Ala Ala Gin Gly Val Ser Pro 

130 135 140 

Ser Pro Ser Ala He Leu Glu Arg Arg Asp Val Lys Pro Asp Glu Asp 
145 150 155 160 

Leu Ala Ser Lys Ala Gly Gly Met Val Leu Val Lys Gly Glu Gly Leu 

165 170 175 

Tyr Ala Asp Pro Tyr Gly Leu Leu His Glu Gly Arg Leu Ser Leu Ala 

180 185 190 

Ala Ala Ala Gly Asp Pro Phe Ala Tyr Pro Gly Ala Gly Gly Leu Tyr 

195 200 205 

Lys Arg Gly Ser Val Arg Ser Leu Ser Thr Tyr Ser Ala Ala Ala Leu 
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210 215 220 

Gin Ser Asp Leu Glu Asp Ser Leu Tyr Lys Ala Ala Gly Gly Gly Gly 
225 230 235 240 

Pro Leu Tyr Gly Asp Gly Tyr Gly Phe Arg Leu Pro Pro Ser Ser Pro 

245 250 255 

Gin Lys Leu Ala Asp Val Ala Ala Pro Pro Gly Gly Pro Pro Pro Pro 

260 265 270 

His Ser Pro Tyr Ser Gly Pro Pro Ser Arg Gly Ser Pro Val Arg Gin 

275 280 285 

Ser Phe Arg Lys Asp Ser Gly Ser Ser Ser Val Phe Ala Glu Ser Pro 

290 295 300 

Gly Gly Lys Thr Pro Ser Ala Gly Ser Ala Ser Thr Ala Gly Ala Pro 
305 310 315 320 

Pro Ser Glu Leu Phe Pro Gly Pro Gly Glu Arg Ser Leu Val Gly Phe 

325 330 335 

Gly Pro Pro Val Pro Ala Lys Asp Thr Glu Thr Arg Glu Arg Met Glu 

340 345 350 

Ala Met Glu Lys Gin He Ala Ser Leu Thr Gly Leu Val Gin Ser Ala 

355 360 365 

Leu Leu Arg Gly Ser Glu Pro Glu Thr Pro Ser Glu Lys He Glu Gly 

370 375 380 

Ser Asn Gly Ala Ala Thr Pro Ser Ala Pro Cys Gly Ser Gly Gly Arg 
385 390 395 400 

Ser Ser Gly Ala Thr Pro Val Ser Gly Pro Pro Pro Pro Ser Ala Ser 

405 410 415 

Ser Thr Pro Ala Gly Gin Pro Thr Ala Val Ser Arg Leu Gin Met Gin 

420 425 430 

Leu His Leu Arg Gly Leu Gin Asn Ser Ala Ser Asp Leu Arg Gly Gin 
435 440 445 
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Leu Gin Gin Leu Arg Lys Leu Gin Leu Gin Asn Gin Glu Ser Val Arg 

450 455 460 

Ala Leu Leu Lys Arg Thr Glu Ala Glu Leu Ser Met Arg Val Ser Glu 
465 470 475 480 

Ala Ala Arg Arg Gin Glu Asp Pro Leu Gin Arg Gin Arg Thr Leu Val 

485 490 495 

Glu Glu Glu Arg Leu Arg Tyr Leu Asn Asp Glu Glu Leu He Thr Gin 

500 505 510 

Gin Leu Asn Asp Leu Glu Lys Ser Val Glu Lys He Gin Arg Asp Val 

515 520 525 

Ser His Asn His Arg Leu Val Pro Gly Pro Glu Leu Glu Glu Lys Ala 

530 535 540 

Leu Val Leu Lys Gin Leu Gly Glu Thr Leu Thr Glu Leu Lys Ala His 
545 550 555 560 

Phe Pro Gly Leu Gin Ser Lys Met Arg Val Val Leu Arg Val Glu Val 

565 570 575 

Glu Ala Val Lys Phe Leu Lys Glu Glu Pro Gin Arg Leu Asp Gly Leu 

580 585 590 

Leu Lys Arg Cys Arg Gly Val Thr Asp Thr Leu Ala Gin He Arg Arg 

595 600 605 

Gin Val Asp Glu Gly Val Trp Pro Pro Pro Asn Asn Leu Leu Ser Gin 

610 615 620 

Ser Pro Lys Lys Val Thr Ala Glu Thr Asp Phe Asn Lys Ser Val Asp 
625 630 635 640 

Phe Glu Met Pro Pro Pro Ser Pro Pro Leu Asn Leu His Glu Leu Ser 

645 650 655 

Gly Pro Ala Glu Gly Ala Ser Leu Thr Pro Lys Gly Gly Asn Pro Thr 

660 665 670 

Lys Gly Leu Asp Thr Pro Gly Lys Arg Ser Val Asp Lys Ala Val Ser 
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675 680 685 

Val Glu Ala Ala Glu Arg Asp Trp Glu Glu Lys Arg Ala Ala Leu Thr 

690 695 700 

Gin Tyr Ser Ala Lys Asp He Asn Arg Leu Leu Glu Glu Thr Gin Ala 
705 710 715 720 

Glu Leu Leu Lys Ala He Pro Asp Leu Asp Cys Ala Ser Lys Ala His 

725 730 735 

Pro Gly Pro Ala Pro Thr Pro Asp His Lys Pro Pro Lys Ala Pro His 

740 745 750 

Gly Gin Lys Ala Ala Pro Arg Thr Glu Pro Ser Gly Arg Arg Gly Ser 

755 760 765 

Asp Glu Leu Thr Val Pro Arg Tyr Arg Thr Glu Lys Pro Ser Lys Ser 

770 775 780 

Pro Pro Pro Pro Pro Pro Arg Arg Ser Phe Pro Ser Ser His Gly Leu 
785 790 795 800 

Thr Thr Thr Arg Thr Gly Glu Val Val Val Thr Ser Lys Lys Asp Ser 

805 810 815 

Ala Phe He Lys Lys Ala Glu Ser Glu Glu Leu Glu Val Gin Lys Pro 

820 825 830 

Gin Val Lys Leu Arg Arg Ala Val Ser Glu Val Ala Arg Pro Ala Ser 

835 840 845 

Thr Pro Pro He Met Ala Ser Ala He Lys Asp Glu Asp Asp Glu Asp 

850 855 860 

Arg He He Ala Glu Leu Glu Ser Gly Gly Gly Ser Val Pro Pro Met 
865 870 875 880 

Lys Val Val Thr Pro Gly Ala Ser Arg Leu Lys Ala Ala Gin Gly Gin 

885 890 895 

Ala Gly Ser Pro Asp Lys Ser Lys His Gly Lys Gin Arg Ala Glu Tyr 
900 905 910 
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Met Arg He Gin Ala Gin Gin Gin Val 
915 920 



<210> 2071 
<211> 168 
<212> PRT 

<213> Homo sapiens 
<400> 2071 

Met Asn Phe Tyr Thr His Glu Val Cys Leu Gly Gly Pro Leu Leu Trp 

15 10 15 

Ala Pro Leu Pro Tyr Asp Gly Ser He Cys Ser Leu Leu Phe Gin Glu 

20 25 30 

Asp Leu Arg Pro Thr He Asn Gly Ser Gin He Gin He Pro Leu Gin 

35 40 45 

Ala Ala Asn Val His Pro His Tyr Arg Lys Pro Pro Asp Thr Ser His 

50 55 60 

Leu Leu Ala Ala Gin Asp Thr Gly Thr Gin He Leu Ala Cys Pro Glu 
65 70 75 80 

Gin Trp Leu Ser Arg Pro Gly Arg Gly Ala Arg Ala Gin Ser Gin Ala 

85 90 95 

Gly Leu Pro Ala His Phe Cys Leu Pro Gly His His His Leu Pro Pro 

100 105 110 

Arg Met Asn Leu Lys Leu Gin Gly Asn Glu Glu Lys Pro Arg Ser Glu 

115 120 125 

Gly Thr Cys Asn Gin Gly Cys Pro Lys Trp Pro Leu Ser Arg Pro He 

130 135 140 

Ser Lys Tyr Asn Pro His Arg Gly Cys Leu Val Gly Gin Lys Ser Leu 
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145 150 
Gly Leu Val Pro Val Arg Gly Glu 
165 



155 



160 



<210> 2072 
<211> 152 
<212> PRT 
<213> Homo sapiens 

<400> 2072 

Met Lys Thr Val Thr Asp Glu Ala Gly Glu Ser Ala Gly Lys Ala Trp 

15 10 15 

Ala Pro Arg Arg Gin Leu Gin Val Leu Arg Pro Gin Ala Thr Lys Ala 

20 25 30 

Glu Arg Leu Glu Ser Ala Glu Pro Arg Arg Arg Ala Glu Arg Ser Gly 

35 40 45 

Cys Gly Leu Thr Pro Pro Pro Gly Pro Ala Ala Ala Ala Ala Ala Ala 
50 55 60 

# Ala Ser Ala Ser Arg Leu Ser Arg Ser Arg Leu Thr Ser Ala Ala Val 
65 70 75 80 

Pro Ala Gin Tyr Pro Pro Leu Arg Arg Arg Val Gly Val Gin His Pro 

85 90 95 

Gly Ala Leu His Pro Arg Pro His Arg Val His Ala Ala Ala Gin Arg 

100 105 110 

Leu Phe Leu His Ala Ala Ser Thr Pro Leu Asp Ala Phe Leu Asn Pro 

115 120 125 

Lys His Glu Asn Asn Leu Phe Leu Trp Lys He Ser Ser Pro Leu Lys 
130 135 140 

tbliE#2 004-3059661 



mm 2003-102207 



^-v: 723/ 



Lys He Lys Lys Lys Lys Lys Glu 
145 150 



<210> 2073 

<211> 101 

<212> PRT 

<213> Homo sapiens 

0 <400> 2073 

Met Glu Thr Val Leu Ala Ser Phe Cys He Phe Ser Arg Asp Gly Ser 

15 10 15 

Ser Pro Cys Trp Pro Gly Cys Ser Gin Thr Pro Asp Leu Lys Ser Ala 

20 25 30 

Cys Leu Arg Leu Pro Lys Cys Trp Asp Tyr Arg His Glu Pro Gly Leu 

35 40 45 

Asp Asp Leu Phe Asn Val Leu Leu Asn Leu Val Cys Trp Ser Cys Phe 

50 55 60 

Val Thr Gin Ala Gly Val Gin Trp His Asn Leu Gly Leu Leu Gin Ala 
• 65 70 75 80 

Leu Asn Ser Trp Ala Gin Val He Leu Leu Ser Gin Ser Phe Lys Val 

85 90 95 

Leu Val Leu Gin Val 
100 



<210> 2074 
<211> 108 
<212> PRT 
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<213> Homo sapiens 
<400> 2074 

Met Pro Ser Thr Pro Gin Ser Gin Ser His Arg Gly Thr His Ser Asp 

15 10 15 

Ser Tyr His His Ser Ser Leu Pro Pro Ala Cys His Gly Phe His Val 

20 25 30 

His Gly Ser Gly Gin Ser Val Ser Leu Arg Ala Ser Val Tyr Val Cys 

35 40 45 

Val Tyr Leu Leu Thr Phe Ala Gin His Leu Arg Phe Thr Gin Ala Phe 

50 55 60 

Ala Trp He Ser Gly Arg Leu Leu He Ala Ala Trp Arg Pro Val Val 
65 70 75 80 

Trp Val Cys Ala Ala Cys Val Ser Ser Pro Tyr Ser Gly Val Tyr Val 

85 90 95 

Ser Ser Val Gly Cys Ser Gin Asp Pro Phe Leu Pro 
100 105 



<210> 2075 
<211> 108 
<212> PRT 

<213> Homo sapiens 
<400> 2075 

Met Ala His Ser He Pro Phe Thr Gly Leu His Phe Pro Ser Ala Leu 

15 10 15 

Cys Met Leu Ser Lys Ser Ser Phe Leu Arg Pro Gin Pro Tyr Leu Leu 
20 25 30 



titlIiE# 2004-3059661 



&m 2003-102207 



^- v : 725/ 



Lys Pro Phe Ser Asn Asn Asn Tyr Lys Met Val Phe Leu Ser Leu Asn 

35 40 45 

Leu Met Leu He Ser Pro Ser Ala He Leu Pro Phe Glu Val Leu Phe 

50 55 60 

Leu Phe Val Asp Cys Leu Pro His Trp Thr Glu Ser Tyr Leu Lys Pro 
65 70 75 80 

Gly Ala Met Leu Val Phe Phe Thr Val Val Thr Ser Ala Pro Gly Met 

85 90 95 

Met Pro Gly Asn Gly Arg His Ser He Asn He His 
100 105 



<210> 2076 

<211> 115 

<212> PRT 

<213> Homo sapiens 

<400> 2076 

Met Gly Asn Tyr Leu Leu Arg Lys Leu Arg Gin Glu Met Thr Thr Phe 

15 10 15 

Glu Arg Lys Leu Gin Asp Gin Asp Lys Lys Ser Gin Glu Val Ser Ser 

20 25 30 

Thr Ser Asn Gin Glu Asn Glu Asn Gly Ser Gly Ser Glu Glu Val Cys 

35 40 45 

Tyr Thr Val He Asn His He Pro His Gin Arg Ser Ser Leu Ser Ser 

50 55 60 

Asn Asp Asp Gly Tyr Glu Asn He Asp Ser Leu Thr Arg Lys Val Arg 
65 70 75 80 

Gin Phe Arg Glu Arg Ser Glu Thr Glu Tyr Ala Leu Leu Arg Thr Ser 
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85 90 95 

Val Ser Arg Pro Cys Ser Cys Thr His Glu His Asp Tyr Glu Val Val 
100 105 110 

Phe Pro His 
115 



<210> 2077 

<211> 214 

<212> PRT 

<213> Homo sapiens 



<400> 2077 

Met Ala Asp Val Trp Phe He Val Ala Ser Phe Leu Ser Gly Pro He 

15 10 15 

Thr His His Lys Gly Cys Val Ala Ala Thr Phe Phe Val His Phe Phe 

20 25 30 

Tyr Leu Ser Val Phe Phe Trp Met Leu Ala Lys Ala Leu Leu He Leu 
35 40 -45 

• Tyr Gly He Met He Val Phe His Thr Leu Pro Lys Ser Val Leu Val 
50 55 60 

Ala Ser Leu Phe Ser Val Gly Tyr Gly Cys Pro Leu Ala He Ala Ala 
65 70 75 80 

He Thr Val Ala Ala Thr Glu Pro Gly Lys Gly Tyr Leu Arg Pro Glu 

85 90 95 

He Cys Trp Leu Asn Trp Asp Met Thr Lys Ala Leu Leu Ala Phe Val 

100 105 110 

He Pro Ala Leu Ala He Val Val Val Asn Leu He Thr Val Thr Leu 
115 120 125 
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Val He Val Lys Thr Gin Arg Ala Ala He Gly Asn Ser Met Phe Gin 

130 135 140 

Glu Val Arg Ala He Val Arg He Ser Lys Asn He Ala He Leu Thr 
145 150 155 160 

Pro Leu Leu Gly Leu Thr Trp Gly Phe Gly Val Ala Thr Val He Asp 

165 170 175 

Asp Arg Ser Leu Ala Phe His He He Phe Ser Leu Leu Asn Ala Phe 

180 185 190 

Gin Gly Phe Phe He Leu Val Phe Gly Thr He Leu Asp Pro Lys He 

195 200 205 

Arg Glu Ala Leu Lys Gly 
210 



<210> 2078 

<211> 123 

<212> PRT 

<213> Homo sapiens 

<400> 2078 

Met Ser Phe Phe Phe Phe Phe Phe Phe Glu Thr Glu Cys Ser Gly Thr 

15 10 15 

He Leu Ala His Cys Asn Leu Cys Phe Leu Gly Ser Ser Asp Ser His 

20 25 30 

Ala Ser Asp Ser Gin Val Ala Gly Thr Thr Gly Ala Arg His His Thr 

35 40 45 

Trp Leu He Phe Val Phe Leu Val Glu Ala Gly Phe His His Val Gly 

50 55 60 

Gin Thr Gly Leu Lys Leu Leu Thr Ser Ser Asp Leu Pro Ala Leu Ala 
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65 70 75 80 

Ser Gin Ser Ala Gly He Thr Gly Val Arg His Tyr Thr Arg Pro Ser 

85 90 95 

Thr Ala He Leu Thr He Phe Leu Leu His Glu His Glu Met Cys Ser 

100 105 110 

He Tyr Leu Ser Tyr Phe Phe Ser Asn Val Leu 
115 120 



0 <210> 2079 
<211> 566 
<212> PRT 
<213> Homo sapiens 

<400> 2079 

Met Ala Lys Arg Glu Asp Ser Pro Gly Pro Glu Val Gin Pro Met Asp 

1 5 10 15 

Lys Gin Phe Leu Val Cys Ser He Cys Leu Asp Arg Tyr Gin Cys Pro 
20 25 30 

• Lys Val Leu Pro Cys Leu His Thr Phe Cys Glu Arg Cys Leu Gin Asn 
35 40 45 

Tyr He Pro Ala Gin He Ser Ala Ala Phe Glu Asp Leu Glu Thr He 

50 55 60 

Cys Gly Ala Lys Gin Lys Val Leu Gin Ser Gin Leu Asp Thr Leu Arg 
65 70 75 80 

Gin Gly Gin Glu His He Gly Ser Ser Cys Ser Phe Ala Glu Gin Ala 

85 90 95 

Leu Arg Leu Gly Ser Ala Pro Glu Val Leu Leu Val Arg Lys His Met 
100 105 110 
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Arg Glu Arg Leu Ala Ala Leu Ala Ala Gin Ala Phe Pro Glu Arg Pro 

115 120 125 

His Glu Asn Ala Gin Leu Glu Leu Val Leu Glu Val Asp Gly Leu Arg 

130 135 140 

Arg Ser Val Leu Asn Leu Gly Ala Leu Leu Thr Thr Ser Ala Thr Ala 
145 150 155 160 

His Glu Thr Val Ala Thr Gly Glu Gly Leu Arg Gin Ala Leu Val Gly 

165 170 175 

Gin Pro Ala Ser Leu Thr Val Thr Thr Lys Asp Lys Asp Gly Arg Leu 

180 185 190 

Val Arg Thr Gly Ser Ala Glu Leu Arg Ala Glu lie Thr Gly Pro Asp 

195 200 205 

Gly Thr Arg Leu Pro Val Pro Val Val Asp His Lys Asn Gly Thr Tyr 

210 215 220 

Glu Leu Val Tyr Thr Ala Arg Thr Glu Gly Glu Leu Leu Leu Ser Val 
225 230 235 240 

Leu Leu Tyr Gly Gin Pro Val Arg Gly Ser Pro Phe Arg Val Arg Ala 

245 250 255 

Leu Arg Pro Gly Asp Leu Pro Pro Ser Pro Asp Asp Val Lys Arg Arg 

260 265 270 

Val Lys Ser Pro Gly Gly Pro Gly Ser His Val Arg Gin Lys Ala Val 

275 280 285 

Arg Arg Pro Ser Ser Met Tyr Ser Thr Gly Gly Lys Arg Lys Asp Asn 

290 295 300 

Pro He Glu Asp Glu Leu Val Phe Arg Val Gly Ser Arg Gly Arg Glu 
305 310 315 320 

Lys Gly Glu Phe Thr Asn Leu Gin Gly Val Ser Ala Ala Ser Ser Gly 

325 330 335 

Arg He Val Val Ala Asp Ser Asn Asn Gin Cys lie Gin Val Phe Ser 
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340 345 350 

Asn Glu Gly Gin Phe Lys Phe Arg Phe Gly Val Arg Gly Arg Ser Pro 

355 360 365 

Gly Gin Leu Gin Arg Pro Thr Gly Val Ala Val Asp Thr Asn Gly Asp 

370 375 380 

He He Val Ala Asp Tyr Asp Asn Arg Trp Val Ser He Phe Ser Pro 
385 390 395 400 

Glu Gly Lys Phe Lys Thr Lys He Gly Ala Gly Arg Leu Met Gly Pro 

405 410 415 

Lys Gly Val Ala Val Asp Arg Asn Gly His He He Val Val Asp Asn 

420 425 430 

Lys Ser Cys Cys Val Phe Thr Phe Gin Pro Asn Gly Lys Leu Val Gly 

435 440 445 

Arg Phe Gly Gly Arg Gly Ala Thr Asp Arg His Phe Ala Gly Pro His 

450 455 460 

Phe Val Ala Val Ser Asn Lys Asn Glu He Val Val Thr Asp Phe His 
465 470 475 480 

Asn His Ser Val Lys Val Ser Val Phe Pro Pro Ser Val Thr Thr Val 

485 490 495 

Pro Thr Ser Phe Pro Leu Pro Gin Ala Ser Ser Leu Phe Tyr Leu Leu 

500 505 510 

Leu Phe Pro Phe Glu He He His Ser Asn Asn Thr His Leu His He 

515 520 525 

Tyr Ala Trp Leu Leu Cys Pro Arg Gin Tyr Ala Arg Ser Trp Arg Tyr 

530 535 540 

Ser Asp Ala Gin Ser Lys Cys He Leu Cys Leu Leu Asp Tyr Ser Leu 
545 550 555 560 

Val Gly Lys Arg Lys Arg 
565 



l±lliE# 2 004-3059661 



mm 2003-102207 ^- V : 731/ 



<210> 2080 

<211> 130 

<212> PRT 

<213> Homo sapiens 

<400> 2080 

Met His Asn Lys Arg Lys Tyr He Cys Thr Ser Phe Phe Phe Thr Glu 

15 10 15 

Lys Ser Pro Ser Ser Tyr Ser Gly Val Glu Asn Leu Ser Leu Ala Gly 

20 25 30 

Tyr Asn Leu Ser Ser Gin Ser Phe Leu He Ala Leu Gin Gin Cys Pro 

35 40 45 

Asp Gin He Glu Phe Phe Leu He Gly Asn Ser Ser Phe Leu Tyr Pro 

50 55 60 

Phe Ala His Ser Val Pro Phe Phe Leu Glu Lys Leu Phe Ala His Val 
65 70 75 80 

Phe Tyr Pro Pro He Leu Ser Phe Ser Met Pro Thr Ser Cys Pro Thr 

85 90 95 

Pro Leu Tyr Phe Pro Ser Lys Leu Thr Gin Thr Leu Gly Glu Leu Phe 

100 105 110 

Leu Asn Val Phe Ser Glu Cys Leu Leu Leu Lys Glu Leu Pro Ser His 
115 120 125 

Lys Val 
130 



<210> 2081 
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<211> 1004 
<212> PRT 

<213> Homo sapiens 
<400> 2081 

Met His Gly Ser Cys Cys Leu Gly Gly Gly Gin Pro Leu Ser Val Phe 

15 10 15 

Ala Ser Leu His Met Gly Pro Glu Ala Leu Ala Leu Lys Ala Gly Arg 

20 25 30 

Gly Trp Cys Pro Thr Phe Gin Ser Phe Pro Glu Pro Thr Pro Ser Tyr 

35 40 45 

Gly Ala Pro Gly Val Glu Phe Met Gly Leu His Gin Glu Asn Asn Ala 

50 55 60 

Val Thr Gin He His Leu Leu Pro Gly Gin Cys Gin Leu Val Thr Leu 
65 70 75 80 

Leu Asp Asp Asn Ser Leu His Leu Trp Ser Leu Lys Val Lys Gly Gly 

85 90 95 

Ala Ser Glu Leu Gin Glu Asp Glu Ser Phe Thr Leu Arg Gly Pro Pro 

100 105 110 

Gly Ala Ala Pro Ser Ala Thr Gin He Thr Val Val Leu Pro His Ser 

115 120 125 

Ser Cys Glu Leu Leu Tyr Leu Gly Thr Glu Ser Gly Asn Val Phe Val 

130 135 140 

Val Gin Leu Pro Ala Phe Arg Ala Leu Glu Asp Arg Thr He Ser Ser 
145 150 155 160 

Asp Ala Val Leu Gin Arg Leu Pro Glu Glu Ala Arg His Arg Arg Val 

165 170 175 

Phe Glu Met Val Glu Ala Leu Gin Glu His Pro Arg Asp Pro Asn Gin 
180 185 190 
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He Leu He Gly Tyr Ser Arg Gly Leu Val Val lie Trp Asp Leu Gin 

195 200 205 

Gly Ser Arg Val Leu Tyr His Phe Leu Ser Ser Gin Gin Leu Glu Asn 

210 215 220 

He Trp Trp Gin Arg Asp Gly Arg Leu Leu Val Ser Cys His Ser Asp 
225 230 235 240 

Gly Ser Tyr Cys Gin Trp Pro Val Ser Ser Glu Ala Gin Gin Pro Glu 

245 250 255 

Pro Leu Arg Ser Leu Val Pro Tyr Gly Pro Phe Pro Cys Lys Ala He 

260 265 270 

Thr Arg He Leu Trp Leu Thr Thr Arg Gin Gly Leu Pro Phe Thr He 

275 280 285 

Phe Gin Gly Gly Met Pro Arg Ala Ser Tyr Gly Asp Arg His Cys He 

290 295 300 

Ser Val He His Asp Gly Gin Gin Thr Ala Phe Asp Phe Thr Ser Arg 
305 310 315 320 

Val He Gly Phe Thr Val Leu Thr Glu Ala Asp Pro Ala Ala Thr Phe 

325 330 335 

Asp Asp Pro Tyr Ala Leu Val Val Leu Ala Glu Glu Glu Leu Val Val 

340 345 350 

He Asp Leu Gin Thr Ala Gly Trp Pro Pro Val Gin Leu Pro Tyr Leu 

355 360 365 

Ala Ser Leu His Cys Ser Ala He Thr Cys Ser His His Val Ser Asn 

370 375 380 

He Pro Leu Lys Leu Trp Glu Arg He He Ala Ala Gly Ser Arg Gin 
385 390 395 400 

Asn Ala His Phe Ser Thr Met Glu Trp Pro He Asp Gly Gly Thr Ser 

405 410 415 

Leu Thr Pro Ala Pro Pro Gin Arg Asp Leu Leu Leu Thr Gly His Glu 
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420 425 430 

Asp Gly Thr Val Arg Phe Trp Asp Ala Ser Gly Val Cys Leu Arg Leu 

435 440 445 

Leu Tyr Lys Leu Ser Thr Val Arg Val Phe Leu Thr Asp Thr Asp Pro 

450 455 460 

Asn Glu Asn Phe Ser Ala Gin Gly Glu Asp Glu Trp Pro Pro Leu Arg 
465 470 475 480 

Lys Val Gly Ser Phe Asp Pro Tyr Ser Asp Asp Pro Arg Leu Gly He 

485 490 495 

Gin Lys He Phe Leu Cys Lys Tyr Ser Gly Tyr Leu Ala Val Ala Gly 

500 505 510 

Thr Ala Gly Gin Val Leu Val Leu Glu Leu Asn Asp Glu Ala Ala Glu 

515 520 525 

Gin Ala Val Glu Gin Val Glu Ala Asp Leu Leu Gin Asp Gin Glu Gly 

530 535 540 

Tyr Arg Trp Lys Gly His Glu Arg Leu Ala Ala Arg Ser Gly Pro Val 
545 550 555 560 

Arg Phe Glu Pro Gly Phe Gin Pro Phe Val Leu Val Gin Cys Gin Pro 

565 570 575 

Pro Ala Val Val Thr Ser Leu Ala Leu His Ser Glu Trp Arg Leu Val 

580 585 590 

Ala Phe Gly Thr Ser His Gly Phe Gly Leu Phe Asp His Gin Gin Arg 

595 600 605 

Arg Gin Val Phe Val Lys Cys Thr Leu His Pro Ser Asp Gin Leu Ala 

610 615 620 

Leu Glu Gly Pro Leu Ser Arg Val Lys Ser Leu Lys Lys Ser Leu Arg 
625 630 635 640 

Gin Ser Phe Arg Arg Met Arg Arg Ser Arg Val Ser Ser Arg Lys Arg 
645 650 655 
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His Pro Ala Gly Pro Pro Gly Glu Ala Gin Glu Gly Ser Ala Lys Ala 

660 665 670 

Glu Arg Pro Gly Leu Gin Asn Met Glu Leu Ala Pro Val Gin Arg Lys 

675 680 685 

He Glu Ala Arg Ser Ala Glu Asp Ser Phe Thr Gly Phe Val Arg Thr 

690 695 700 

Leu Tyr Phe Ala Asp Thr Tyr Leu Lys Asp Ser Ser Arg His Cys Pro 
705 710 715 720 

Ser Leu Trp Ala Gly Thr Asn Gly Gly Thr He Tyr Ala Phe Ser Leu 

725 730 735 

Arg Val Pro Pro Ala Glu Arg Arg Met Asp Glu Pro Val Arg Ala Glu 

740 745 750 

Gin Ala Lys Glu He Gin Leu Met His Arg Ala Pro Val Val Gly He 

755 760 765 

Leu Val Leu Asp Gly His Ser Val Pro Leu Pro Glu Pro Leu Glu Val 

770 775 780 

Ala His Asp Leu Ser Lys Ser Pro Asp Met Gin Gly Ser His Gin Leu 
785 790 795 800 

Leu Val Val Ser Glu Glu Gin Phe Lys Val Phe Thr Leu Pro Lys Val 

805 810 815 

Ser Ala Lys Leu Lys Leu Lys Leu Thr Ala Leu Glu Gly Ser Arg Val 

820 825 830 

Arg Arg Val Ser Val Ala His Phe Gly Ser Arg Arg Ala Glu Asp Tyr 

835 840 845 

Gly Glu His His Leu Ala Val Leu Thr Asn Leu Gly Asp He Gin Val 

850 855 860 

Val Ser Leu Pro Leu Leu Lys Pro Gin Val Arg Tyr Ser Cys He Arg 
865 870 875 880 

Arg Glu Asp Val Ser Gly He Ala Ser Cys Val Phe Thr Lys Tyr Gly 
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885 890 895 

Gin Gly Phe Tyr Leu lie Ser Pro Ser Glu Phe Glu Arg Phe Ser Leu 

900 905 910 

Ser Thr Lys Trp Leu Val Glu Pro Arg Cys Leu Val Asp Ser Ala Glu 

915 920 925 

Thr Lys Asn His Arg Pro Gly Asn Gly Ala Gly Pro Lys Lys Ala Pro 

930 935 940 

Ser Arg Ala Arg Asn Ser Gly Thr Gin Ser Asp Gly Glu Glu Lys Gin 
945 950 955 960 

Pro Gly Leu Val Met Glu Arg Ala Leu Leu Ser Asp Glu Arg Ala Ala 

965 970 975 

Thr Gly Val His He Glu Pro Pro Trp Gly Ala Ala Ser Ala Met Ala 

980 985 990 

Glu Gin Ser Glu Trp Leu Ser Val Gin Ala Ala Arg 
995 1000 



<210> 2082 
<211> 180 
• <212> PRT 

<213> Homo sapiens 

<400> 2082 

Met Gly He Pro Met Gly Lys Ser Met Leu Val Leu Leu Thr Phe Leu 

1 5 10 15 

Ala Phe Ala Ser Cys Cys He Ala Ala Tyr Arg Pro Ser Glu Thr Leu 

20 25 30 

Cys Gly Gly Glu Leu Val Asp Thr Leu Gin Phe Val Cys Gly Asp Arg 
35 40 45 
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Gly Phe Tyr Phe Ser Arg Pro Ala Ser Arg Val Ser Arg Arg Ser Arg 

50 55 60 

Gly He Val Glu Glu Cys Cys Phe Arg Ser Cys Asp Leu Ala Leu Leu 
65 70 75 80 

Glu Thr Tyr Cys Ala Thr Pro Ala Lys Ser Glu Arg Asp Val Ser Thr 

85 90 95 

Pro Pro Thr Val Leu Pro Asp Asn Phe Pro Arg Tyr Pro Val Gly Lys 

100 105 110 

Phe Phe Gin Tyr Asp Thr Trp Lys Gin Ser Thr Gin Arg Leu Arg Arg 

115 120 125 

Gly Leu Pro Ala Leu Leu Arg Ala Arg Arg Gly His Val Leu Ala Lys 

130 135 140 

Glu Leu Glu Ala Phe Arg Glu Ala Lys Arg His Arg Pro Leu He Ala 
145 150 155 160 

Leu Pro Thr Gin Asp Pro Ala His Gly Gly Ala Pro Pro Glu Met Ala 
165 170 175 

Ser Asn Arg Lys 
180 



<210> 2083 

<211> 108 

<212> PRT 

<213> Homo sapiens 



<400> 2083 

Met Gin Lys Val He Lys Phe Thr Ser Glu Leu Leu Ala Phe Glu Pro 

15 10 15 

Ala Ala Thr Ser Leu Ser Arg Pro Gly Leu Asn He Val Leu Ser Glu 
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20 25 30 

Val Leu Lys Met Leu Gin Ser Trp lie Ser Gly Asn Val Ala Ala Pro 

35 40 45 

Leu Leu Thr Thr Ser Ser Leu He Val Leu Lys Leu Ala Leu Gly Met 

50 55 60 

Ala Ala Phe Ser Asn His Phe Gin Leu Glu Trp Val Leu Leu Lys Lys 
65 70 75 80 

Ser Asn He He Pro Ala Val Glu Lys Gly Ser Leu Arg Glu Lys Val 

85 90 95 

Leu Val Lys He Leu Phe Phe Val Leu Val Tyr Glu 
100 105 



<210> 2084 
<211> 320 
<212> PRT 
<213> Homo sapiens 

<400> 2084 

Met Glu Lys Val Arg Leu Trp Arg Gly Ser Glu Ser Arg Ala Ala He 

15 10 15 

Cys Thr Gly He Gly He Gly Phe Tyr Gly Asn Ser Glu Thr Ser Asp 

20 25 30 

Gly Val Ser Gin Leu Ser Ser Ala Leu Leu His Ala Asn His Thr Leu 

35 40 45 

Ser Thr He Asp His Leu Thr Val Glu Arg Leu Gly Glu Ala Val Arg 

50 55 60 

Thr Glu Leu Thr Thr Leu Glu Glu Val Leu Glu Pro Arg Thr Glu Leu 
65 70 75 80 
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Val Ala Ala Ala Arg Gly Ala Arg Arg Gin Ala Glu Ala Ala Ala Gin 

85 90 95 

Gin Leu Gin Gly Leu Ala Phe Trp Gin Gly Val Pro Leu Ser Pro Leu 

100 105 110 

Gin Val Ala Glu Asn Val Ser Phe Val Glu Glu Tyr Arg Trp Leu Ala 

115 120 125 

Tyr Val Leu Leu Leu Leu Leu Glu Leu Leu Val Cys Leu Phe Thr Leu 

130 135 140 

Leu Gly Leu Ala Lys Gin Ser Lys Trp Leu Val He Val Met Thr Val 
145 150 155 160 

Met Ser Leu Leu Val Leu Val Leu Ser Trp Gly Ser Met Gly Leu Glu 

165 170 175 

Ala Ala Thr Ala Val Gly Leu Ser Asp Phe Cys Ser Asn Pro Asp Pro 

180 185 190 

Tyr Val Leu Asn Leu Thr Gin Glu Glu Thr Gly Leu Ser Ser Asp He 

195 200 205 

Leu Ser Tyr Tyr Leu Leu Cys Asn Arg Ala Val Ser Asn Pro Phe Gin 

210 215 220 

Gin Arg Leu Thr Leu Ser Gin Arg Ala Leu Ala Asn He His Ser Gin 
225 230 235 240 

Leu Leu Gly Leu Glu Arg Glu Ala Val Pro Gin Phe Pro Ser Ala Gin 

245 250 255 

Lys Pro Leu Leu Ser Leu Glu Glu Thr Leu Asn Val Thr Glu Gly Asn 

260 265 270 

Phe His Gin Leu Val Ala Leu Leu His Cys Arg Ser Leu His Lys Val 

275 280 285 

Lys Pro Leu Pro Ser Gin Phe Leu Leu Pro Arg Gly Ala Ser Val Ser 

290 295 300 

Thr His Arg Thr Thr Ser Ser Phe Ser Leu Asp Pro Cys His Cys Ala 



ttitiE#2 004-3059661 



#11 2003-102207 



^-v: 740/ 



305 



310 



315 



320 



<210> 2085 

<211> 616 

<212> PRT 

<213> Homo sapiens 

<400> 2085 

Met Asp Val Met Leu Glu Asn Tyr Cys His Leu He Ser Val Gly Cys 

15 10 15 

His Met Thr Lys Pro Asp Val He Leu Lys Leu Glu Arg Gly Glu Glu 

20 25 30 

Pro Trp Thr Ser Phe Ala Gly His Thr Cys Leu Glu Glu Asn Trp Lys 

35 40 45 

Ala Glu Asp Phe Leu Val Lys Phe Lys Glu His Gin Glu Lys Tyr Ser 

50 55 60 

Arg Ser Val Val Ser He Asn His Lys Lys Leu Val Lys Glu Lys Ser 
65 70 75 80 

Lys He Tyr Glu Lys Thr Phe Thr Leu Gly Lys Asn Pro Val Asn Ser 

85 90 95 

Lys Asn Leu Pro Pro Glu Tyr Asp Thr His Gly Arg He Leu Lys Asn 

100 105 110 

Val Ser Glu Leu He He Ser Asn Leu Asn Pro Ala Arg Lys Arg Leu 

115 120 125 

Ser Glu Tyr Asn Gly Tyr Gly Lys Ser Leu Leu Ser Thr Lys Gin Glu 

130 135 140 

Thr Thr His Pro Glu Val Lys Ser His Asn Gin Ser Ala Arg Ala Phe 
145 150 155 160 
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Ser His Asn Glu Val Leu Met Gin Tyr Gin Lys Thr Glu Thr Pro Ala 

165 170 175 

Gin Ser Phe Gly Tyr Asn Asp Cys Glu Lys Ser Phe Leu Gin Arg Gly 

180 185 190 

Gly Leu He Thr His Ser Arg Pro Tyr Lys Gly Glu Asn Pro Ser Val 

195 200 205 

Tyr Asn Lys Lys Arg Arg Ala Thr Asn He Glu Lys Lys His Thr Cys 

210 215 220 

Asn Glu Cys Gly Lys Ser Phe Cys Arg Lys Ser Val Leu He Leu His 
225 230 235 240 

Gin Gly He His Ser Glu Glu Lys Pro Tyr Gin Cys His Gin Cys Gly 

245 250 255 

Asn Ala Phe Arg Arg Lys Ser Tyr Leu He Asp His Gin Arg Thr His 

260 265 270 

Thr Gly Glu Lys Pro Phe Val Cys Asn Glu Cys Gly Lys Ser Phe Arg 

275 280 285 

Leu Lys Thr Ala Leu Thr Asp His Gin Arg Thr His Thr Gly Glu Lys 

290 295 300 

Ser Tyr Glu Cys Leu Gin Cys Arg Asn Ala Phe Arg Leu Lys Ser His 
305 310 315 320 

Leu He Arg His Gin Arg Thr His Thr Gly Glu Lys Pro Tyr Glu Cys 

325 330 335 

Asn Asp Cys Gly Lys Ser Phe Arg Gin Lys Thr Thr Leu Ser Leu His 

340 345 350 

Gin Arg He His Thr Gly Glu Lys Pro Tyr He Cys Lys Glu Cys Gly 

355 360 365 

Lys Ser Phe His Gin Lys Ala Asn Leu Thr Val His Gin Arg Thr His 

370 375 380 

Thr Gly Glu Lys Pro Tyr He Cys Asn Glu Cys Gly Lys Ser Phe Ser 
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385 390 395 400 

Gin Lys Thr Thr Leu Ala Leu His Glu Lys Thr His Asn Glu Glu Lys 

405 410 415 

Pro Tyr He Cys Ser Glu Cys Gly Lys Ser Phe Arg Gin Lys Thr Thr 

420 425 430 

Leu Val Ala His Gin Arg Thr His Thr Gly Glu Lys Ser Tyr Glu Cys 

435 440 445 

Pro His Cys Gly Lys Ala Phe Arg Met Lys Ser Tyr Leu He Asp His 

450 455 460 

His Arg Thr His Thr Gly Glu Lys Pro Tyr Glu Cys Asn Glu Cys Gly 
465 470 475 480 

Lys Ser Phe Ser Gin Lys Thr Asn Leu Asn Leu His Gin Arg He His 

485 490 495 

Thr Gly Glu Lys Pro Tyr Val Cys Asn Glu Cys Gly Lys Ser Phe Arg 

500 505 510 

Gin Lys Ala Thr Leu Thr Val His Gin Lys He His Thr Gly Gin Lys 

515 520 525 

Ser Tyr Glu Cys Pro Gin Cys Gly Lys Ala Phe Ser Arg Lys Ser Tyr 

530 535 540 

Leu He His His Gin Arg Thr His Thr Gly Glu Lys Pro Tyr Lys Cys 
545 550 555 560 

Ser Glu Cys Gly Lys Cys Phe Arg Gin Lys Thr Asn Leu He Val His 

565 570 575 

Gin Arg Thr His Thr Gly Glu Lys Pro Tyr Val Cys Asn Glu Cys Gly 

580 585 590 

Lys Ser Phe Ser Tyr Lys Arg Asn Leu He Val His Gin Arg Thr His 

595 600 605 

Lys Gly Glu Asn He Glu Met Gin 
610 615 
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<210> 2086 

<211> 773 

<212> PRT 

<213> Homo sapiens 

<400> 2086 

Met Asn Arg Glu Leu Glu Ser Met Ala Met Arg Pro Leu Ala Lys Glu 

15 10 15 

Leu Thr Arg Ser Leu Glu Asp Val Arg Gly Ala Leu Arg Asp Gin Ala 

20 25 30 

Leu Arg Asp Leu Asn Thr Tyr Thr Glu Lys He Arg Glu Ala Leu Arg 

35 40 45 

His Phe Asp Val Leu Phe Ala Glu Phe Glu Leu Ser Tyr Val Ser Ala 

50 55 60 

Met Val Pro Val Lys Ser Pro Arg Glu Tyr Tyr Val Gin Gin Glu Val 
65 70 75 80 

He Val Leu Phe Cys Glu Thr Val Glu Arg Ala Leu Asp Phe Gly Tyr 

85 90 95 

Leu Thr Gin Asp Met He Asp Asp Tyr Glu Pro Ala Leu Met Phe Ser 

100 105 110 

He Pro Arg Leu Ala He Val Cys Gly Leu Val Val Tyr Ala Asp Gly 

115 120 125 

Pro Leu Asn Leu Asp Arg Lys Val Glu Asp Met Ser Glu Leu Phe Arg 

130 135 140 

Pro Phe His Thr Leu Leu Arg Lys He Arg Asp Leu Leu Gin Thr Leu 
145 150 155 160 

Thr Glu Glu Glu Leu His Thr Leu Glu Arg Asn Leu Cys He Ser Gin 
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165 170 175 

Asp Val Glu Phe Pro He Arg Ala Asp Val Gin Gly Pro Ala Ala Leu 

180 185 190 

Ala Pro Ala Leu Ser Ala Pro Leu Pro Pro Glu Gly Pro Leu Ser Ala 

195 200 205 

Lys Ala Lys Asp Pro Asp Ala Glu Leu Ala Cys Ser Met Gin Tyr Asp 

210 215 220 

Asp Gin Gly Leu Glu Gin Leu Ser Arg Met Val His Arg Ala Gly Asp 
225 230 235 240 

Glu Met Ser Ser Leu Leu Ser Pro Pro He Ala Cys Gin Ser Pro Ala 

245 250 255 

His Arg Pro Gly Ala Glu Gly Ser Pro Gly Gly Glu Ala Ser Pro Gly 

260 265 270 

Arg Pro Arg Leu Arg Ser Gly Ser Asp Glu Glu Glu Arg Val Phe Phe 

275 280 285 

Met Asp Asp Val Glu Gly Thr Ala Glu Ala Leu Ala Arg Pro Glu Ser 

290 295 300 

Pro Ala Gly Pro Phe Gly Trp Ala Gly Ser Thr Trp Ala Asp Pro Gin 
305 310 315 320 

Glu Lys Gly Gin Gly Gly Pro Gly Gly Ala Ala Gly lie Ser Leu Pro 

325 330 335 

Ala Ser Glu Lys Glu Glu Asp Leu Ser Asn Asn Asn Leu Glu Ala Glu 

340 345 350 

Gly Thr Asp Gly Ala Ser Leu Ala Gly Thr Ser Ser Cys Ser Cys Leu 

355 360 365 

Asp Ser Arg Leu His Leu Asp Gly Trp Glu Val Gly Ala Asp Asp Ala 

370 375 380 

Glu Thr Ala Glu Met He Ala His Arg Thr Gly Gly Met Lys Leu Ser 
385 390 395 400 
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Ala Thr Val He Phe Asn Pro Lys Ser Pro Thr Ser Leu Asp Ser Ala 

405 410 415 

Val Ala Thr Gin Glu Ala Ala Ser Glu Pro Val Ala Glu Gly Met Asp 

420 425 430 

Gly Gly Pro His Lys Leu Ser Thr Gly Ala Thr Asn Cys Leu Leu His 

435 440 445 

Ser Cys Val Cys Cys Gly Ser Cys Gly Asp Ser Arg Glu Asp Val Val 

450 455 460 

Glu Arg Leu Arg Glu Lys Cys Ser Pro Gly Gly Val lie Gly Ala Ser 
465 470 475 480 

Tyr Ala Ala Gly Leu Ala Lys Ala Ser Asp Arg Ala Pro Glu Arg Gin 

485 490 495 

Glu Glu Ala Pro Pro Pro Ser Glu Asp Ala Ser Asn Gly Arg Glu Pro 

500 505 510 

Lys Ala Pro Thr Ser Asp Lys Cys Leu Pro His Thr Ser Gly Ser Gin 

515 520 525 

Val Asp Thr Ala Ser Gly Leu Gin Gly Glu Ala Gly Val Ala Gly Gin 

530 535 540 

Gin Glu Pro Glu Ala Arg Glu Leu His Ala Gly Ser Pro Pro Ala His 
545 550 555 560 

Glu Ala Pro Gin Gly Leu Ser Gly Ser Ser Ser Ser Thr Ala Gly Ser 

565 570 575 

Cys Ser Ser Asp Lys Met Gly Pro Glu Ala Ala Pro Ala Ala Thr His 

580 585 590 

Ala Ala Pro Gin Ala Thr Arg Glu Lys He Arg Ser Arg Phe His Gly 

595 600 605 

Ser His Asp Leu He His Arg Leu Phe Val Cys He Ser Gly Val Ala 

610 615 620 

Asp Gin Leu Gin Thr Asn Tyr Ala Ser Asp Leu Arg Ser He Leu Lys 
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625 630 635 640 

Thr Leu Phe Glu Val Met Ala Thr Lys Pro Glu Thr Asp Asp Lys Glu 

645 650 655 

Lys Leu Arg Lys Val Thr Gin Thr Leu Arg Ser Ala Ala Leu Glu Asp 

660 665 670 

Cys Ala Leu Cys Gin Glu Thr Leu Ser Ser Ser Glu Leu Ala Ala Lys 

675 680 685 

Thr Arg Asp Gly Asp Phe Glu Asp Pro Pro Glu Trp Val Pro Asp Glu 

690 695 700 

Ala Cys Gly Phe Cys Thr Ala Cys Lys Ala Pro Phe Thr Val He Arg 
705 710 715 720 

Arg Lys His His Cys Arg Ser Cys Gly Lys He Phe Cys Ser Arg Cys 

725 730 735 

Ser Ser His Ser Ala Pro Leu Pro Arg Tyr Gly Gin Val Lys Pro Val 

740 745 750 

Arg Val Cys Thr His Cys Tyr Met Phe His Val Thr Pro Phe Tyr Ser 

755 760 765 

Asp Lys Ala Gly Leu 
770 



<210> 2087 

<211> 116 

<212> PRT 

<213> Homo sapiens 



<400> 2087 

Met Gly Val Arg Pro Ser Thr Leu Gly Thr Leu Gly His Asp Val His 
15 10 15 
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Pro Arg Val Phe Ala Glu Gin Arg Glu Arg Thr Leu Leu Ala Gly Thr 

20 25 30 

Val Pro Val Ser Ala Pro Gly Ser Ala Pro Thr Ala Pro Ser Pro Arg 

35 40 45 

Ala Ala Arg Arg Arg Gly Ser Val He Pro Pro Arg Pro Arg Leu Leu 

50 55 60 

Ser Pro Thr His His Thr Gly Arg Arg Gin Pro Glu Gly Arg Phe He 
65 70 75 80 

Asp Asn Leu Thr Gly His Lys Gin Ala Gly Asp Arg Thr Ala Thr Gly 

85 90 95 

Ser Gly Gly Gly Gly Gly Gly Ala Thr Cys Gly Thr Arg Ser Ala Ala 

100 105 110 

Ser Ala Pro Ala 
115 



<210> 2088 

<211> 398 

<212> PRT 

<213> Homo sapiens 

<400> 2088 

Met Gin Leu Asn Ser His Cys Val Cys Asn Ser Thr Arg Thr Ala Tyr 

1 5 10 15 

Ala Asn Pro Leu Thr Ala Tyr Ala Thr Gin Leu Ala Leu Arg Met Gin 

20 25 30 

Leu Ser Ser Leu Cys Val Cys Asn Pro Ala Arg Ser Ala Tyr Ala Thr 

35 40 45 

Gin Val Ala Leu Arg Met Gin Leu Ser Ser Leu Cys Val Cys Asn Ser 
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50 55 60 

Ala Arg Thr Ala Tyr Ala Thr Gin Leu Ala Leu Arg Met Gin Val Ser 
65 70 75 80 

Ser Leu Cys Val Cys Asn Ser Ala Arg Ser Ala Tyr Ala Thr Gin Leu 

85 90 95 

Ala Leu Arg Met Gin Leu Ser Ser His Cys Val Cys Asn Ser Ala Arg 

100 105 110 

Ser Ala Tyr Ala Thr Gin Leu Ala Leu Arg Met Gin Leu Ser Ser His 

115 120 125 

Cys Val Cys Asn Ser Ala Arg Ser Ala Tyr Ala Thr Gin Leu Ala Leu 

130 135 140 

Arg Met Gin Leu Ser Ser His Cys Val Cys Asn Ser His Cys Val Cys 
145 150 155 160 

Asn Ser Thr Arg Thr Ala Tyr Ala Thr Gin Leu Ala Leu Arg Met Gin 

165 170 175 

Leu Asn Ser His Cys He Cys Asn Ser Thr Arg Thr Ala Cys Ala Thr 

180 185 190 

Gin Leu Thr Leu Arg Met Gin Leu Ser Leu Leu Cys Val Cys Asn Ser 

195 200 205 

Thr Arg Thr Ala Tyr Ala Asn Gin Leu Thr Ala Tyr Ala Thr Gin Leu 

210 215 220 

Ala Leu His Met Gin Arg Asn Ser Thr His Thr Ala Tyr Ala Thr Gin 
225 230 235 240 

Leu Thr Leu Tyr Ala Thr Gin Leu Ala Leu His Met Gin Phe Asn Ser 

245 250 255 

His Cys Val Cys Lys Ser Thr Tyr Cys He Cys Asn Ser Thr His Cys 

260 265 270 

Val Cys Asn Ser Thr Arg Thr Ala Tyr Ala Thr Gin Leu Ala Leu Arg 
275 280 285 
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Met Gin Leu Asn Ser His Cys Val Cys Asn Ser Ala Arg Thr Ala Tyr 

290 295 300 

Ala Thr Gin Leu Leu Gin Val Leu He Ser Gly His Phe Leu Phe Leu 
305 310 315 320 

Thr Thr Thr Pro Ser Gin Tyr Phe Ser Ser Leu Lys Ser Ala Gin Asp 

325 330 335 

Glu Ala Leu Asp Ser Arg Thr Cys Cys Met Pro Leu Gly Leu Leu Glu 

340 345 350 

Val Cys Arg Leu Ala Ser Pro Arg Leu His Pro Ala Leu Ser Cys Leu 

355 360 365 

Ser Cys Glu Asn Pro Val Ala Ser Ala Ser Pro Gly Ser Asp Phe Cys 

370 375 380 

Leu Leu Pro Ser Ser Ala Ala Pro Leu Gly Pro Cys Leu Glu 
385 390 395 



<210> 2089 

<211> 144 

<212> PRT 

<213> Homo sapiens 

<400> 2089 

Met Ser Pro Val Ala Val Cys Gly His Pro Arg Phe Ser Phe Leu Pro 

15 10 15 

Phe Leu Ser Phe Phe Pro Ser Phe Leu Pro Pro Ser Leu Phe Pro Ser 

20 25 30 

Phe Leu Pro Ser Phe Phe Phe Leu Ser Phe Ser Phe Leu Ser Phe Phe 

35 40 45 

Pro Pro Leu Ser Leu Pro Ser Phe Phe Val Phe Leu Ser He Leu Pro 
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50 55 60 

Ser Phe Ser Pro Pro Leu Pro Ser Ser Pro Leu Pro Asp Gly Val Ser 
65 70 75 80 

Leu Leu Leu Pro Gly Leu Glu Cys Ser Glu Pro Arg Met His His Cys 

85 90 95 

Thr Pro Ala Trp Val Thr Glu Arg Asp Cys Val Ser Lys He Lys He 

100 105 110 

Lys Val Ser Lys Ala Trp Trp Cys Ala Pro Val Val Pro Ala Thr Gin 

115 120 125 

Glu Ala Glu Leu Gly Gly Ser Leu Glu Leu Thr Ser Ser Arg Leu Gin 
130 135 140 



<210> 2090 

<211> 137 

<212> PRT 

<213> Homo sapiens 

<400> 2090 

Met Leu Arg Phe Cys Ala Gly Leu Ser Asp Phe Ala Pro Val Ala Val 

15 10 15 

Arg Ser Leu Gin Asp Leu Ala Arg He Ala He Arg Gly Thr He Lys 

20 25 30 

Lys He He His Gin Glu Thr Val Ser Lys Asn Gly Asn Gly Leu Lys 

35 40 45 

Asn Thr Pro Arg Phe Lys Arg Arg Arg Val Arg Arg Arg Arg Met Glu 

50 55 60 

Thr He Val Phe Leu Asp Lys Glu Val Phe Ala Ser Arg He Ser Asn 
65 70 75 80 
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Pro Ser Asp Asp Asn Ser Cys Glu Asp Leu Glu Glu Glu Arg Arg Glu 

85 90 95 

Glu Glu Glu Lys Thr Pro Pro Glu Thr Lys Pro Asp Pro Pro Val Asn 

100 105 110 

Phe Leu Arg Gin Lys Val Leu Ser Leu Pro Leu Pro Asp Pro Leu Lys 

115 120 125 

Tyr Tyr Leu Leu Tyr Tyr Arg Glu Lys 
130 135 



<210> 2091 
<211> 173 
<212> PRT 

<213> Homo sapiens 
<400> 2091 

Met Ser Ser Trp Lys Ala Glu Asn Gly Thr Leu Leu Glu Trp Asp Thr 

1 5 10 15 

Gly Trp Pro Gly Phe Ser Arg Ala Cys Pro Thr Lys Val Ala Ser Glu 

20 25 30 

Leu Ala Leu Phe Ser Gly Arg Leu Phe Leu Asp Ser Gly Lys His Ser 

35 40 45 

His Ser Lys Tyr Trp Leu Thr Phe Tyr Gin Pro Ala Thr Leu Val Glu 

50 55 60 

Arg Gly Pro Leu Thr Gin Leu Tyr Gin Gin Ala Val Ser Arg Ser Arg 
65 70 75 80 

Gly Trp Arg Asp Thr Gin Cys Cys Ser Arg Pro Val Trp Leu Arg Val 

85 90 95 

Cys Leu Val Cys Pro Cys Thr His Gly Phe Leu Phe Ser Cys Arg Arg 
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100 105 110 

Pro Leu Leu Leu Gly Ser Thr Ser Phe lie Pro He Gly Arg Arg Thr 

115 120 125 

Tyr Ala Ser Ala Ala Glu Pro Val Gly Ser Lys Ala Val Leu Val Thr 

130 135 140 

Gly Cys Asp Ser Gly Phe Gly Phe Ser Leu Ala Lys His Leu His Ser 
145 150 155 160 

Lys Gly Phe Leu Val Phe Ala Gly Cys Leu Met Lys Leu 
165 170 



<210> 2092 

<211> 125 

<212> PRT 

<213> Homo sapiens 

<400> 2092 

Met Trp Asp Pro Phe Phe Phe Leu Asp Gly Val Ser Leu Leu Leu Pro 

15 10 15 

Arg Leu Glu Cys Asn Gly Val He Ser Ala His Cys Asn Leu Cys Leu 

20 25 30 

Leu Asp Ser Ser Asp Ser Pro Ala Ser Ala Ser Arg Val Ala Gly He 

35 40 45 

Thr Gly Ala Tyr His Arg Ala Trp Leu He Phe Ser Phe Leu Val Glu 

50 55 60 

Met Gly Phe His His Val Gly Gin Ala Gly Leu Lys Leu Pro Thr Ser 
65 70 75 80 

Gly Asp Pro Pro Ala Ser Ala Ser Gin Ser Ala Gly He Thr Gly Val 
85 90 95 
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Ser His His Thr Trp Leu Gly Ser Ser Glu Leu Tyr Phe Phe Phe Leu 

100 105 110 

Ser Lys Asp Gly Val Ser Pro Cys Trp Pro Gly Trp Ser 
115 120 125 



<210> 2093 
<211> 149 
<212> PRT 

<213> Homo sapiens 
<400> 2093 

Met Trp Lys His Ala Ser Asp Gin Asn Tyr Asn Tyr Glu Gin Val Asn 

15 10 15 

Lys Ala He Asn Asp Ala He Ser Gin Ser Gly Arg Val Leu Gly Lys 

20 25 30 

Ser Pro Gly Lys Thr Gin Leu Lys Ser Ser Glu Glu Ser Ala Asp Pro 

35 40 45 

Val Thr Gly Ser Ser Glu Asn Ala Val Ser Ser Ser Glu Leu Met Ser 

50 55 60 

Gin Thr Pro Ser Glu Val Leu Gly Thr Asn Glu Asn Glu Lys Leu Ser 
65 70 75 80 

Pro Thr Ser Asn Thr Ser Tyr Ser Leu Glu Lys He Ser Ser Leu Ala 

85 90 95 

Pro Pro Ser Met Glu Tyr Cys Val Leu Leu Phe Cys Cys Cys He Cys 

100 105 110 

Gly Phe Glu Ser Thr Ser Lys Glu Asn Leu Leu Asp His Met Lys Glu 

115 120 125 

His Glu Gly Glu He Val Asn He He Leu Asn Lys Asp His Asn Thr 
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130 

Ala Leu Asn Thr Asn 
145 



135 



140 



<210> 2094 
<211> 243 
<212> PRT 

<213> Homo sapiens 
<400> 2094 

Met Glu He Arg Leu Val Val Asn Gly Asn Leu Val His Thr Ala Val 

15 10 15 

Val Pro Gin Leu Gin Leu Val Ala Ser Arg Ser Asp He Tyr Phe Thr 

20 25 30 

Ala Thr Ala Ala Val Asn Glu Val Ser Ser Gly Gly Ser Ser Lys Gly 

35 40 45 

Ala Ser Ala Arg Asn Ser Pro Gin Thr Pro Pro Gly Arg Asp Thr Pro 
50 55 60 

• Val Phe Pro Ser Ser Leu Gly Glu Gly Glu He Gin Ser Lys Asn Leu 
65 70 75 80 

Tyr Lys He Pro Leu Arg Asn Leu Val Gly Arg Ser He Glu Arg Pro 

85 90 95 

Leu Lys Ser Pro Leu Val Ser Lys Val He Thr Pro Pro Thr Pro He 

100 105 110 

Ser Val Gly Leu Ala Ala He Pro Val Thr His Ser Leu Ser Leu Ser 

115 120 125 

Arg Met Glu He Lys Glu He Ala Ser Arg Thr Arg Arg Glu Leu Leu 
130 135 140 
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Gly Leu Ser Asp Glu Gly Gly Pro Lys Ser Glu Gly Ala Pro Lys Ala 
145 150 155 160 

Lys Ser Lys Pro Arg Lys Arg Leu Glu Glu Ser Gin Gly Gly Pro Lys 

165 170 175 

Pro Gly Ala Val Arg Ser Ser Ser Ser Asp Arg He Pro Ser Gly Ser 

180 185 190 

Leu Glu Ser Ala Ser Thr Ser Glu Ala Asn Pro Glu Gly His Ser Ala 

195 200 205 

Ser Ser Asp Gin Asp Pro Val Ala Asp Arg Glu Gly Ser Pro Val Ser 

210 215 220 

Gly Ser Ser Pro Phe Gin Leu Thr Ala Phe Ser Asp Glu Asp He He 
225 230 235 240 

Asp Leu Lys 



<210> 2095 

<211> 183 

<212> PRT 

<213> Homo sapiens 

<400> 2095 

Met Cys Pro Lys His Trp Ser Leu Ser Pro His Val Ser Val Gin Thr 

15 10 15 

Pro Val Trp Lys Phe Gly Arg Gly Ser Lys Ser Cys Pro Pro Arg Phe 

20 25 30 

Pro Leu Gin Thr Gin Leu His Gly Pro Gly Trp Pro Gly Leu Arg Thr 

35 40 45 

Cys Leu Pro Asp Ser Ala Pro Cys Cys Arg Ala Val Thr Pro Ser Ser 
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50 55 60 

Gin Ser Leu Gly Pro Leu Arg Pro Leu Cys Ala Ser Cys Ser Gin Pro 
65 70 75 80 

Gly Cys Ser He Ser Cys Gly Thr Ala Ala Leu Pro Thr Gin Ser Val 

85 90 95 

Val Pro Pro Pro Ser Pro Leu Leu Ser Leu Pro Pro Thr Leu Ser Phe 

100 105 110 

Pro His Ser Ser Ala Arg Pro Ala Pro Ala Ser Val Phe Cys His Ser 

115 120 125 

Leu Ser Trp Val Ser Arg Gly Pro Cys Gly Gly Leu Gin Gly Ser Pro 

130 135 140 

Cys Cys Pro Gly Gly Thr Ser Gin Ser He He Pro Ala Gin Pro Ala 
145 150 155 160 

Gly Pro Thr Ser Ser Val Gin Thr Leu Arg Gly Cys Pro Gin Arg Gin 

165 170 175 

Gin Val Pro Arg Val Arg Ser 
180 



<210> 2096 

<211> 191 

<212> PRT 

<213> Homo sapiens 



<400> 2096 

Met Arg Ala Pro Pro Phe Ser Gin Ala Ser Lys Pro Asp Met Arg Leu 

15 10 15 

Thr Gly Ser Leu Leu Cys Ser Gin Phe Cys Leu Cys Met Ala Glu Ala 
20 25 30 
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He Leu Leu Phe Ser Pro Glu His Ser Leu Phe Phe Phe Cys Ser Arg 

35 40 45 

Lys Ala Arg He Arg Leu His Trp Ala Gly Gin Thr Leu Ala He Leu 

50 . 55 60 

Cys Ala Ala Leu Gly Leu Gly Phe He He Ser Ser Arg Thr Arg Ser 
65 70 75 80 

Glu Leu Pro His Leu Val Ser Trp His Ser Trp Val Gly Ala Leu Thr 

85 90 95 

Leu Leu Ala Thr Ala Val Gin Ala Leu Cys Gly Leu Cys Leu Leu Cys 

100 105 110 

Pro Arg Ala Ala Arg Val Ser Arg Val Ala Arg Leu Lys Leu Tyr His 

115 120 125 

Leu Thr Cys Gly Leu Val Val Tyr Leu Met Ala Thr Val Thr Val Leu 

130 135 140 

Leu Gly Met Tyr Ser Val Trp Phe Gin Ala Gin He Lys Gly Ala Ala 
145 150 155 160 

Trp Tyr Leu Cys Leu Ala Leu Pro Val Tyr Pro Ala Leu Val He Met 

165 170 175 

His Gin He Ser Arg Ser Tyr Leu Pro Arg Lys Lys Met Glu Met 
180 185 190 



<210> 2097 
<211> 118 
<212> PRT 

<213> Homo sapiens 
<400> 2097 

Met Arg Ala Leu His Leu Pro Cys Leu Leu Pro Ser Leu Pro Leu Leu 
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15 10 15 

Ser Val Pro Lys Ala Phe Leu Ser Asp Thr Pro Ser Tyr Leu Ser Tyr 

20 25 30 

Pro Ala Leu Cys Leu Lys He Thr Pro Tyr Leu Asn Phe Leu Leu Tyr 

35 40 45 

Cys Thr Met Val Ser Ser Asp Asp Gin Gin Lys Gly Asn His Met Val 

50 55 60 

Leu Val Lys Val He Gin Thr Lys Met Leu Val Thr Glu Lys Leu Gly 
65 70 75 80 

Ser Val Ala Trp Gin Leu Ala Ser Glu Lys Leu His Thr Ser Ala Leu 

85 90 95 

Tyr Arg Val Thr Asn Leu Ser Val He Ala Lys Asn Ser Arg Leu Gly 

100 105 110 

Ala Thr Pro He Gin Leu 
115 



<210> 2098 
<211> 121 
<212> PRT 
<213> Homo sapiens 

<400> 2098 

Met Glu Arg Arg Trp Ala Leu Cys 

1 5 
Ala Glu Leu Asp Gly Ser Gly Gly 
20 

Glu Arg Val Leu Trp Gin Arg Glu 
35 40 



Ser Lys Thr Glu Lys Ser Gly Arg 

10 15 
Lys Glu Pro Ala Cys Arg Glu Ala 

25 30 
Trp Gin Gly Lys Gly Pro Gly Gin 
45 
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Glu Gin Gly Gin Gly His Ser Cys Val Ala Gly Val Gin Trp Ala Arg 

50 55 60 

Gly Arg Val Met Glu Gly Lys Val Lys Val Gly Trp Gly Gin Thr Leu 
65 70 75 80 

Gin Cys Phe Val Ser His Gly Lys Asp Leu Gly Phe Tyr Ser Lys Cys 

85 90 95 

He Ser Glu Cys Arg His Leu Tyr Leu Gly Val Met Leu Ala Tyr Ser 

100 105 110 

His Gin Asp Lys Leu Thr Phe Ser Pro 
115 120 



<210> 2099 
<211> 119 
<212> PRT 

<213> Homo sapiens 
<400> 2099 

Met Asn Leu Leu Lys Gly Pro Trp He Ala His Gly Asn Ser Arg Gly 
• 1 5 10 15 

Ala Thr Glu Pro Leu Trp Lys Leu Pro Ser Arg Asp Asn Gly Gin Asn 

20 25 30 

Leu Ala Ala Ala Ala Ala Thr Ser Leu Thr Met Ala Trp Met Leu Arg 

35 40 45 

Leu Ala Met Leu Thr His Trp Gly Trp Met Leu Gly Ala Ala Glu Asn 

50 55 60 

Ser Thr Ser Ser Val He Leu Leu Trp Pro Pro Leu Ser Leu Gin Ala 
65 70 75 80 

Leu Gly Ser Leu Leu Pro Gly He Thr Gly Ser Gly Leu Lys Ala Trp 
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85 90 95 

Ala Ser Asp Glu Trp Asn Val Cys Ala Cys Glu Thr Ala Phe Ala Lys 

100 105 110 

Met Met Thr Val Arg Glu Val 
115 



<210> 2100 
<211> 447 
<212> PRT 

<213> Homo sapiens 
<400> 2100 

Met Asp Ala Cys Ser Leu Leu Asp Glu Thr Pro Pro Gin Ser Pro Thr 

15 10 15 

Arg Ala Leu Pro Arg Pro Leu His Pro Thr Pro Val Val Asp Trp Asp 

20 25 30 

Ala Arg Pro Leu Pro Pro Pro Pro Ala Tyr Asp Asp Val Ala Gin Asp 

35 40 45 

Glu Asp Asp Phe Glu He Cys Ser He Asn Ser Thr Leu Val Gly Ala 

50 55 60 

Gly Val Pro Ala Gly Pro Ser Gin Gly Gin Thr Asn Tyr Ala Phe Val 
65 70 75 80 

Pro Glu Gin Ala Arg Pro Pro Pro Pro Leu Glu Asp Asn Leu Phe Leu 

85 90 95 

Pro Pro Gin Gly Gly Gly Lys Pro Pro Ser Ser Ala Gin Thr Ala Glu 

100 105 110 

He Phe Gin Ala Leu Gin Gin Glu Cys Met Arg Gin Leu Gin Ala Pro 
115 120 125 
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Ala Gly Ser Pro Ala Pro Ser Pro Ser Pro Gly Gly Asp Asp Lys Pro 

130 135 140 

Gin Val Pro Pro Arg Val Pro He Pro Pro Arg Pro Thr Arg Pro His 
145 150 155 160 

Val Gin Leu Ser Pro Ala Pro Pro Gly Glu Glu Glu Thr Ser Gin Trp 

165 170 175 

Pro Gly Pro Ala Ser Pro Pro Arg Val Pro Pro Arg Glu Pro Leu Ser 

180 185 190 

Pro Gin Gly Ser Arg Thr Pro Ser Pro Leu Val Pro Pro Gly Ser Ser 

195 200 205 

Pro Leu Pro Pro Arg Leu Ser Ser Ser Pro Gly Lys Thr Met Pro Thr 

210 215 220 

Thr Gin Ser Phe Ala Ser Asp Pro Lys Tyr Ala Thr Pro Gin Val He 
225 230 235 240 

Gin Ala Pro Gly Pro Arg Ala Gly Pro Cys He Leu Pro He Val Arg 

245 250 255 

Asp Gly Lys Lys Val Ser Ser Thr His Tyr Tyr Leu Leu Pro Glu Arg 

260 265 270 

Pro Ser Tyr Leu Glu Arg Tyr Gin Arg Phe Leu Arg Glu Ala Gin Ser 

275 280 285 

Pro Glu Glu Pro Thr Pro Leu Pro Val Pro Leu Leu Leu Pro Pro Pro 

290 295 300 

Ser Thr Pro Ala Pro Ala Ala Pro Thr Ala Thr Val Arg Pro Met Pro 
305 310 315 320 

Gin Ala Ala Leu Asp Pro Lys Ala Asn Phe Ser Thr Asn Asn Ser Asn 

325 330 335 

Pro Gly Ala Arg Pro Pro Pro Pro Arg Ala Thr Ala Arg Leu Pro Gin 

340 345 350 

Arg Gly Cys Pro Gly Asp Gly Pro Glu Ala Gly Arg Pro Ala Asp Lys 
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355 360 365 

He Gin Met Leu Gin Ala Met Val His Gly Val Thr Thr Glu Glu Cys 

370 375 380 

Arg Ala Ala Leu Gin Cys His Gly Trp Ser Val Gin Arg Ala Ala Gin 
385 390 395 400 

Tyr Leu Lys Val Glu Gin Leu Phe Gly Leu Gly Leu Arg Pro Arg Gly 

405 410 415 

Glu Cys His Lys Val Leu Glu Met Phe Asp Trp Asn Leu Glu Gin Ala 

420 425 430 

Gly Cys His Leu Leu Gly Ser Trp Gly Pro Ala His His Lys Arg 
435 440 445 



<210> 2101 

<211> 280 

<212> PRT 

<213> Homo sapiens 

<400> 2101 

• Met Cys His Leu Gly Val Gly Arg Phe Ser Cys Ser Leu His Leu He 
15 10 15 

Leu Phe Ala Glu Asn Lys Gin Leu Thr Thr Val Met Thr Leu Ala Lys 

20 25 30 

Ala Ala Ala Val Val Thr Phe Pro Glu Pro Leu Pro Phe Ser Val Leu 

35 40 45 

Trp Ser Pro Leu Val Thr Cys Pro Gly He Cys Leu Gly Ala Met Phe 

50 55 60 

Tyr Gin Gly Arg Gly Leu Ser Leu Glu Ser Arg His Pro Gin Trp Thr 
65 70 75 80 
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Leu Ala He Leu Gly Cys Ser Ala Gin Leu Lys Pro Ala Asp Ala Pro 

85 90 95 

Pro Ala Leu Pro Thr Arg Arg Ser Ser Met Arg Glu Arg Val Trp Leu 

100 105 110 

Gly Pro Trp Ser His Pro Val Leu Leu Arg Val Cys Ser Ser Pro Pro 

115 120 125 

Pro Pro Ser Trp Leu Lys Thr Ser Pro Phe Ser Glu Pro Gly Pro Gly 

130 135 140 

Pro Pro Leu Pro Ala Ala Pro Phe Arg Thr Phe Trp Val Val Ser Val 
145 150 155 160 

Val Leu Gly Ser Leu Leu Gly Leu Leu Leu Pro Gly Leu Met Ala Phe 

165 170 175 

Leu He Leu Pro Arg Val Thr Gin Ala Met Gin Arg Gly Leu Gly Arg 

180 185 190 

Ser Glu Val Ser Pro Gly Glu Ala He Tyr Asp Val He Gly Glu Met 

195 200 205 

Pro Pro Ala Gly Leu Tyr Glu Glu He Met Glu Ala Glu Ala Val Leu 

210 215 220 

Gin Asp Glu Glu Asp Gly Ser Val Val Lys Val Asp Thr Glu Ala Ala 
225 230 235 240 

Val Ser Gly Glu Val Ser Asn Leu Leu Glu Gly Gin Ser He Arg Ala 

245 250 255 

Glu Gly Gly His Ser Arg Pro Val Ser Gin Gly Tyr Asp Glu Ala Ala 

260 265 270 

Phe Pro Leu Glu Glu Met Thr Leu 
275 280 



<210> 2102 
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<211> 147 
<212> PRT 
<213> Homo sapiens 

<400> 2102 

Met Leu Pro Leu Gly Glu Tyr Gin Glu Gin Pro His Ser Ser Phe Phe 

15 10 15 

Leu Ser Phe Pro Pro Leu Ser Ala Pro Ser Pro Val Gly His Cys He 

20 25 30 

Ser Leu Pro Thr He He Gly Ser Val Leu Leu Pro Thr Gly Met Thr 

35 40 45 

Pro Asn Leu Gly Val Ser Ser Gin Pro Leu Cys Tyr Thr Pro Pro Phe 

50 55 60 

Thr Leu Pro Leu Arg Pro Ser Cys Ala Lys Asp Pro Ser Pro Ser His 
65 70 75 80 

Ser Arg Leu Cys Ser Asp Ser Leu Leu Ala Ser Leu Asn Leu Leu Tyr 

85 90 95 

Pro Leu Ser Gin Met Trp His Ser Cys His Ser Ala Gly Phe Pro Ser 

100 105 110 

Gly Gly Leu Val Ser He Leu Leu Leu Ser Pro Ser Met Arg Glu Cys 

115 120 125 

Val Cys Val Cys Val Cys Val Cys Val Cys Val Cys Val Cys Val Cys 

130 135 140 

Val Cys Val 
145 



<210> 2103 
<211> 724 
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<212> PRT 

<213> Homo sapiens 

<400> 2103 

Met Asn Phe Glu He Ala Ser Phe Ser Ser Leu Ser Gly Thr Gin Pro 

15 10 15 

He Thr Trp Gin Val Glu Tyr Pro Arg Lys Gly Thr Thr Asp He Ala 

20 25 30 

Leu Ser Glu He Phe Val Ser Gin Lys Asp Leu Val Gly He Val Pro 

35 40 45 

Leu Ala Met Asp Thr Glu He Leu Asn Thr Ala Val Leu Thr Gly Lys 

50 55 60 

Thr Val Ala Met Pro He Lys Val Val Ser Val Glu Glu Asn Ser Ala 
65 70 75 80 

Val Met Asp He Ser Glu Ser Val Glu Cys Lys Ser Thr Asp Glu Asp 

85 90 95 

Val He Lys Val Ser Glu Arg Cys Asp Tyr He Phe Val Asn Gly Lys 

100 105 110 

Glu He Lys Gly Lys Met Asp Ala Val Val Asn Phe Thr Tyr Gin Tyr 

115 120 125 

Leu Ser Ala Pro Leu Cys Val Thr Val Trp Val Pro Arg Leu Pro Leu 

130 135 140 

Gin He Glu Val Ser Asp Thr Glu Leu Ser Gin He Lys Gly Trp Arg 
145 150 155 160 

Val Pro He Val Thr Asn Lys Arg Pro Thr Arg Glu Ser Glu Asp Glu 

165 170 175 

Asp Glu Glu Glu Arg Arg Gly Arg Gly Cys Ala Leu Gin Tyr Gin His 

180 185 190 

Ala Thr Val Arg Val Leu Thr Gin Phe Val Ser Glu Gly Ala Gly Pro 
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195 200 205 

Trp Gly Gin Pro Asn Tyr Leu Leu Ser Pro Asn Trp Gin Phe Asp He 

210 215 220 

Thr His Leu Val Ala Asp Phe Met Lys Leu Glu Glu Pro His Val Ala 
225 230 235 240 

Thr Leu Gin Asp Ser Arg Val Leu Val Gly Arg Glu Val Gly Met Thr 

245 250 255 

Thr He Gin Val Leu Ser Pro Leu Ser Asp Ser lie Leu Ala Glu Lys 

260 265 270 

Thr He Thr Val Leu Asp Asp Lys Val Ser Val Thr Asp Leu Ala He 

275 280 285 

Gin Leu Val Ala Gly Leu Ser Val Ala Leu Tyr Pro Asn Ala Glu Asn 

290 295 300 

Ser Lys Ala Val Thr Ala Val Val Thr Ala Glu Glu Val Leu Arg Thr 
305 310 315 320 

Pro Lys Gin Glu Ala Val Phe Ser Thr Trp Leu Gin Phe Ser Asp Gly 

325 330 335 

Ser Val Thr Pro Leu Asp He Tyr Asp Thr Lys Asp Phe Ser Leu Ala 

340 345 350 

Ala He Ser Gin Asp Gly Ala Val Val Ser Val Pro Gin Pro Arg Ser 

355 360 365 

Pro Arg Trp Pro Val Val Val Ala Glu Gly Glu Gly Gin Gly Pro Leu 

370 375 380 

He Arg Val Asp Met Thr He Ala Glu Ala Cys Gin Lys Ser Lys Arg 
385 390 395 400 

Lys Ser He Leu Ala Val Gly Val Gly Asn Val Arg Val Lys Phe Gly 

405 410 415 

Gin Asn Asp Ala Asp Ser Ser Pro Gly Arg Asp Tyr Glu Glu Asp Glu 
420 425 430 
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He Lys Asn His Ala Ser Asp Arg Arg Gin Lys Gly Gin His His Glu 

435 440 445 

Arg Thr Gly Gin Asp Gly His Leu Tyr Gly Ser Ser Pro Val Glu Arg 

450 455 460 

Glu Glu Gly Ala Leu Arg Arg Ala Thr Thr Thr Ala Arg Ser Leu Leu 
465 470 475 480 

Asp Asn Lys Val Val Lys Asn Ser Arg Ala Asp Gly Gly Arg Leu Ala 

485 490 495 

Gly Glu Gly Gin Leu Gin Asn He Pro He Asp Phe Thr Asn Phe Pro 

500 505 510 

Ala His Val Asp Leu Pro Lys Ala Gly Ser Gly Leu Glu Glu Asn Asp 

515 520 525 

Leu Val Gin Thr Pro Arg Gly Leu Ser Asp Leu Glu He Gly Met Tyr 

530 535 540 

Ala Leu Leu Gly Val Phe Cys Leu Ala He Leu Val Phe Leu He Asn 
545 550 555 560 

Cys Ala Thr Phe Ala Leu Lys Tyr Arg His Lys Gin Val Pro Leu Glu 

565 570 575 

Gly Gin Ala Ser Met Thr His Ser His Asp Trp Val Trp Leu Gly Asn 

580 585 590 

Glu Ala Glu Leu Leu Glu Ser Met Gly Asp Ala Pro Pro Pro Gin Asp 

595 600 605 

Glu His Thr Thr He He Asp Arg Gly Pro Gly Ala Cys Glu Glu Ser 

610 615 620 

Asn His Leu Leu Leu Asn Gly Gly Ser His Lys His Val Gin Ser Gin 
625 630 635 640 

He His Arg Ser Ala Asp Ser Gly Gly Arg Gin Gly Arg Glu Gin Lys 

645 650 655 

Gin Asp Pro Leu His Ser Pro Thr Ser Lys Arg Lys Lys Val Lys Phe 
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660 665 670 

Thr Thr Phe Thr Thr He Pro Pro Asp Asp Ser Cys Pro Thr Val Asn 

675 680 685 

Ser He Val Ser Ser Asn Asp Glu Asp He Lys Trp Val Cys Gin Asp 

690 695 700 

Val Ala Val Gly Ala Pro Lys Glu Leu Arg Asn Tyr Leu Glu Lys Leu 
705 710 715 720 

Lys Asp Lys Ala 



<210> 2104 

<211> 250 

<212> PRT 

<213> Homo sapiens 



<400> 2104 

Met Asn Arg Pro He Gin Val Lys Pro Ala Asp Ser Glu Ser Arg Gly 

15 10 15 

Asp Arg Lys Leu Phe Val Gly Met Leu Asn Lys Gin Gin Ser Glu Asp 

20 25 30 

Asp Val Arg Arg Leu Phe Glu Ala Phe Gly Asn He Glu Glu Cys Thr 

35 40 45 

He Leu Arg Gly Pro Asp Gly Asn Ser Lys Gly Cys Ala Phe Val Lys 

50 55 60 

Tyr Ser Ser His Ala Glu Ala Gin Ala Ala He Asn Ala Leu His Gly 
65 70 75 80 

Ser Gin Thr Met Pro Val Ser Ala Gly Pro Leu Gly Arg Gly Arg Gly 
85 90 95 



tHf£#2 004-305966 1 



&m 2003-102207 



^-v: 769/ 



Gin Arg Arg Ala Glu Thr Pro Ala Pro Ala Thr Pro Arg Arg Leu Ser 

100 105 110 

Ser Leu Pro Lys Arg Gin Glu Ser Met Thr Leu He Pro Gly Leu Arg 

115 120 125 

Gin Gly Arg Gly Ser Pro Gly Met Leu Arg Asn Trp Pro Glu Val Thr 

130 135 140 

Gin Val Glu Asn Ala Arg Gly Gly Val His Thr Ser Phe Pro Trp Ala 
145 150 155 160 

Ser Ala Asp Ala Ala Ser Ser Lys Ala Pro Arg Gly Ala Gly Gly Val 

165 170 175 

Gly Ala Gly Gin Arg His Arg Gin Leu Arg Ala Glu Ala Leu Glu Gin 

180 185 190 

Val Gly Leu Thr Arg Arg Pro Gly Arg Arg Glu Pro Arg Pro Val Trp 

195 200 205 

Trp Ser Ser Ser Pro Thr Pro Thr Arg Ser Ala Arg Cys Gly Glu Cys 

210 215 220 

Ser Arg Trp Leu Ala Arg Trp Ala Cys Ser Thr Pro Trp Pro Ser Leu 
225 230 235 240 

Ser Gly Pro Thr Ala Pro Thr Leu Arg Gin 
245 250 



<210> 2105 
<211> 104 
<212> PRT 
<213> Homo sapiens 

<400> 2105 

Met Lys Gly Ser Val He Asn Ser Thr Glu Thr Ser Lys Asn Leu Gly 



tBaE#2 004-3059661 



mm 2003-102207 



^-v : 770/ 



15 10 15 

Ser Gin Lys Tyr Cys Ser Cys Pro Gly Lys He Tyr Asn Lys Leu Trp 

20 25 30 

Gin Gin Gin Ser Gly Leu Lys Glu Lys He Asp Phe He Gly Phe Val 

35 40 45 

Ser Lys Ala Leu Gly Asp Cys Leu Asn Val Glu Asp Arg Gin Glu Cys 

50 55 60 

Lys Arg Gly Leu Ser Gin Thr Gin Leu Ser Asn Ser Arg His lie Cys 
65 70 75 80 

Lys Arg Glu Lys Val Leu Thr Thr Pro Gly He Gin Ala Glu Ser Gin 

85 90 95 

His Pro Ser Tyr Met Cys Leu Pro 
100 



<210> 2106 
<211> 634 
<212> PRT 

<213> Homo sapiens 
<400> 2106 

Met Leu Ala Leu Phe Glu Val Leu Ser Leu Lys Gly Trp Val Glu Val 

15 10 15 

Arg Asp Val He He His Arg Val Gly Pro He His Gly He Tyr He 

20 25 30 

His Val Phe Val Phe Leu Gly Cys Met He Gly Leu Thr Leu Phe Val 

35 40 45 

Gly Val Val He Ala Asn Phe Asn Glu Asn Lys Gly Thr Ala Leu Leu 
50 55 60 
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Thr Val Asp Gin Arg Arg Trp Glu Asp Leu Lys Ser Arg Leu Lys He 
65 70 75 80 

Ala Gin Pro Leu His Leu Pro Pro Arg Pro Asp Asn Asp Gly Phe Arg 

85 90 95 

Ala Lys Met Tyr Asp He Thr Gin His Pro Phe Phe Lys Arg Thr He 

100 105 110 

Ala Leu Leu Val Leu Ala Gin Ser Val Leu Leu Ser Val Lys Trp Asp 

115 120 125 

Val Glu Asp Pro Val Thr Val Pro Leu Ala Thr Met Ser Val Val Phe 

130 135 140 

Thr Phe He Phe Val Leu Glu Val Thr Met Lys He He Ala Met Ser 
145 150 155 160 

Pro Ala Gly Phe Trp Gin Ser Arg Arg Asn Arg Tyr Asp Leu Leu Val 

165 170 175 

Thr Ser Leu Gly Val Val Trp Val Val Leu His Phe Ala Leu Leu Asn 

180 185 190 

Ala Tyr Thr Tyr Met Met Gly Ala Cys Val He Val Phe Arg Phe Phe 

195 200 205 

Ser He Cys Gly Lys His Val Thr Leu Lys Met Leu Leu Leu Thr Val 

210 215 220 

Val Val Ser Met Tyr Lys Ser Phe Phe He He Val Gly Met Phe Leu 
225 230 235 240 

Leu Leu Leu Cys Tyr Ala Phe Ala Gly Val Val Leu Phe Gly Thr Val 

245 250 255 

Lys Tyr Gly Glu Asn He Asn Arg His Ala Asn Phe Ser Ser Ala Gly 

260 265 270 

Lys Ala He Thr Val Leu Phe Arg He Val Thr Gly Glu Asp Trp Asn 

275 280 285 

Lys He Met His Asp Cys Met Val Gin Pro Pro Phe Cys Thr Pro Asp 
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290 295 300 

Glu Phe Thr Tyr Trp Ala Thr Asp Cys Gly Asn Tyr Ala Gly Ala Leu 
305 310 315 320 

Met Tyr Phe Cys Ser Phe Tyr Val He He Ala Tyr He Met Leu Asn 

325 330 335 

Leu Leu Val Ala He He Val Glu Asn Phe Ser Leu Phe Tyr Ser Thr 

340 345 350 

Glu Glu Asp Gin Leu Leu Ser Tyr Asn Asp Leu Arg His Phe Gin He 

355 360 365 

He Trp Asn Met Val Asp Asp Lys Arg Glu Gly Val He Pro Thr Phe 

370 375 380 

Arg Val Lys Phe Leu Leu Arg Leu Leu Arg Gly Arg Leu Glu Val Asp 
385 390 395 400 

Leu Asp Lys Asp Lys Leu Leu Phe Lys His Met Cys Tyr Glu Met Glu 

405 410 415 

Arg Leu His Asn Gly Gly Asp Val Thr Phe His Asp Val Leu Ser Met 

420 425 430 

Leu Ser Tyr Arg Ser Val Asp He Arg Lys Ser Leu Gin Leu Glu Glu 

435 440 445 

Leu Leu Ala Arg Glu Gin Leu Glu Tyr Thr He Glu Glu Glu Val Ala 

450 455 460 

Lys Gin Thr He Arg Met Trp Leu Lys Lys Cys Leu Lys Arg He Arg 
465 470 475 480 

Ala Lys Gin Gin Gin Ser Cys Ser He He His Ser Leu Arg Glu Ser 

485 490 495 

Gin Gin Gin Glu Leu Ser Arg Phe Leu Asn Pro Pro Ser He Glu Thr 

500 505 510 

Thr Gin Pro Ser Glu Asp Thr Asn Ala Asn Ser Gin Asp Asn Ser Met 
515 520 525 
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Gin Pro Glu Thr Ser Ser Gin Gin Gin Leu Leu Ser Pro Thr Leu Ser 

530 535 540 

Asp Arg Gly Gly Ser Arg Gin Asp Ala Ala Asp Ala Gly Lys Pro Gin 
545 550 555 560 

Arg Lys Phe Gly Gin Trp Arg Leu Pro Ser Ala Pro Lys Pro He Ser 

565 570 575 

His Ser Val Ser Ser Val Asn Leu Arg Phe Gly Gly Arg Thr Thr Met 

580 585 590 

Lys Ser Val Val Cys Lys Met Asn Pro Met Thr Asp Ala Ala Ser Cys 

595 600 605 

Gly Ser Glu Val Lys Lys Trp Trp Thr Arg Gin Leu Thr Val Glu Ser 

610 615 620 

Asp Glu Ser Gly Asp Asp Leu Leu Asp He 
625 630 



<210> 2107 
<211> 186 
<212> PRT 
<213> Homo sapiens 

<400> 2107 

Met Cys Ala Arg Cys Ala 

1 5 
Ala Ser Gly Met Ala Pro 
20 

Ala Ala Ala Trp Pro Gly 

35 

Ala Leu Gin Arg Arg Cys 
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Ala Ala Ser Ser Cys Pro Pro Pro Ala Trp 

10 15 

Gly Ala Thr Val Cys Ala Pro Thr Val Leu 

25 30 

Pro Trp Thr Met Ala Ala Glu Ala Ala Arg 

40 45 

Ser Gin Ala Thr Gly Pro He Trp Arg Thr 
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50 55 60 

Leu Arg Thr His Glu Gly Arg Arg Arg Ser Trp Ala Arg Thr Thr Arg 
65 70 75 80 

Ala Trp Pro Leu Arg Met Arg Cys Trp Gin Thr Thr Arg Met Lys Lys 

85 90 95 

Thr Arg Arg Gly Arg Ala Ala Pro Gin Glu Ala Leu Thr Arg Thr Ser 

100 105 110 

Pro Gly Ser Pro Arg Pro Ala Arg Arg Gin Gly Arg Trp Leu Pro Arg 

115 120 125 

Ser Val His Pro Cys Val Cys Pro Val Gly Leu His Cys Gly Ala Arg 

130 135 140 

Ala Thr Leu Thr Pro Leu Ala Ala Pro Pro Leu Leu Pro Pro Glu Pro 
145 150 155 160 

Thr Pro His Gly Asn Gin Pro Cys Gly Leu Ser Arg Cys Asp Pro Ser 

165 170 175 

Lys Arg Gly Ala Leu Gly Pro Asp Met Lys 
180 185 



<210> 2108 
<211> 293 
<212> PRT 

<213> Homo sapiens 
<400> 2108 

Met Glu Leu Ser Asp Phe Glu Asp Cys Leu Thr Leu Phe Ala Gly Asp 

15 10 15 

Pro Gly Leu Gly Pro Glu Glu Leu Arg Ala Ala Met Gly Lys Ala Lys 
20 25 30 
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Gin Leu Trp Gly Pro Pro Arg Gly Phe Arg Pro Glu Gin He Leu Gin 

35 40 45 

Leu Gly Arg Leu Leu He Gly Leu Gly Asp Arg Glu Leu Gin Glu Leu 

50 55 60 

He Leu Val Asp Trp Gly Val Leu Ser Thr Leu Gly Gin He Asp Gly 
65 70 75 80 

Trp Ser Thr Thr Gin Leu Arg He Val Val Ser Ser Phe Leu Arg Gin 

85 90 95 

Ser Gly Arg His Val Ser His Leu Asp Phe Val His Leu Thr Ala Leu 

100 105 110 

Gly Tyr Thr Leu Cys Gly Leu Arg Pro Glu Glu Leu Gin His He Ser 

115 120 125 

Ser Trp Glu Phe Ser Gin Ala Ala Leu Phe Leu Gly Thr Leu His Leu 

130 135 140 

Gin Cys Ser Glu Glu Gin Leu Glu Val Leu Ala His Leu Leu Val Leu 
145 150 155 160 

Pro Gly Gly Phe Gly Pro He Ser Asn Trp Gly Pro Glu He Phe Thr 

165 170 175 

Glu He Gly Thr He Ala Ala Gly He Pro Asp Leu Ala Leu Ser Ala 

180 185 190 

Leu Leu Arg Gly Gin He Gin Gly Val Thr Pro Leu Ala He Ser Val 

195 200 205 

He Pro Pro Pro Lys Phe Ala Val Val Phe Ser Pro He Gin Leu Ser 

210 215 220 

Ser Leu Thr Ser Ala Gin Ala Val Ala Val Thr Pro Glu Gin Met Ala 
225 230 235 240 

Phe Leu Ser Pro Glu Gin Arg Arg Ala Val Ala Trp Ala Gin His Glu 

245 250 255 

Gly Lys Glu Ser Pro Glu Gin Gin Gly Arg Ser Thr Ala Trp Gly Leu 
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260 265 270 

Gin Asp Trp Ser Arg Pro Ser Trp Ser Leu Val Leu Thr He Ser Phe 

275 280 285 

Leu Gly His Leu Leu 
290 



<210> 2109 

<211> 303 

<212> PRT 

<213> Homo sapiens 

<400> 2109 

Met Ser Asp Asn Gly Val Cys Val Leu Ala Phe Lys Cys Pro Gly Leu 

15 10 15 

Leu Arg Tyr Thr Ala Tyr Arg Cys Lys Gin Leu Ser Asp Thr Ser lie 

20 25 30 

He Ala Val Ala Ser His Cys Pro Leu Leu Gin Lys Val His Val Gly 

35 40 45 

Asn Gin Asp Lys Leu Thr Asp Glu Gly Leu Lys Gin Leu Gly Ser Lys 

50 55 60 

Cys Arg Glu Leu Lys Asp He His Phe Gly Gin Cys Tyr Lys He Ser 
65 70 75 80 

Asp Glu Gly Met He Val He Ala Lys Gly Cys Leu Lys Leu Gin Arg 

85 90 95 

He Tyr Met Gin Glu Asn Lys Leu Val Thr Asp Gin Ser Val Lys Ala 

100 105 110 

Phe Ala Glu His Cys Pro Glu Leu Gin Tyr Val Gly Phe Met Gly Cys 
115 120 125 
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Ser Val Thr Ser Lys Gly Val He His Leu Thr Lys Leu Arg Asn Leu 

130 135 140 

Ser Ser Leu Asp Leu Arg His He Thr Glu Leu Asp Asn Glu Thr Val 
145 150 155 160 

Met Glu He Val Lys Arg Cys Lys Asn Leu Ser Ser Leu Asn Leu Cys 

165 170 175 

Leu Asn Trp He He Asn Asp Arg Cys Val Glu Val He Ala Lys Glu 

180 185 190 

Gly Gin Asn Leu Lys Glu Leu Tyr Leu Val Ser Cys Lys He Thr Asp 

195 200 205 

Tyr Ala Leu He Ala He Gly Arg Tyr Ser Met Thr He Glu Thr Val 

210 215 220 

Asp Val Gly Trp Cys Lys Glu He Thr Asp Gin Gly Ala Thr Leu He 
225 230 235 240 

Ala Gin Ser Ser Lys Ser Leu Arg Tyr Leu Gly Leu Met Arg Cys Asp 

245 250 255 

Lys Val Asn Glu Val Thr Val Glu Gin Leu Val Gin Gin Tyr Pro His 

260 265 270 

He Thr Phe Ser Thr Val Leu Gin Asp Cys Lys Arg Thr Leu Glu Arg 

275 280 285 

Ala Tyr Gin Met Gly Trp Thr Pro Asn Met Ser Ala Ala Ser Ser 
290 295 300 



<210> 2110 
<211> 131 
<212> PRT 

<213> Homo sapiens 
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<400> 2110 

Met Pro Ser Thr Phe Val His Asn Leu Tyr Phe Tyr Phe Phe Cys Pro 

15 10 15 

Pro Leu Leu Val He Met Val Leu Lys Asn Tyr He Tyr Arg His Lys 

20 25 30 

Met His Tyr Phe Phe Ser Phe Leu Phe Phe Phe Phe Phe Glu Thr Glu 

35 40 45 

Ser Cys Ser Val Thr Gin Ala Gly Val Gin Trp Arg Asp Leu Gly Ser 

50 55 60 

Leu Gin Pro Leu Pro Pro Gly Phe Thr Gin Phe Ser Cys Leu Ser Leu 
65 70 75 80 

Pro Ser Ser Trp Asp Tyr Arg His Met Pro Pro Cys Pro Ala Asn Phe 

85 90 95 

Leu Tyr Phe Phe Ser Arg Asp Arg Val Ser Pro Cys Trp Pro Gly Trp 

100 105 110 

Ser Arg Thr Pro Asp Leu Val He His Pro Pro Gin Pro Ser Lys Val 

115 120 125 

Leu Gly Leu 
130 



<210> 2111 

<211> 108 

<212> PRT 

<213> Homo sapiens 



<400> 2111 

Met Glu Ser Ser Cys Thr He Glu Gly Gly Ser Ala Ser Gly Leu Leu 
15 10 15 
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Leu Ala Asp Leu Gly Ser Cys Ser He Gly Cys Arg Gly Gly Thr Gly 

20 25 30 

Gly Ala Ser Cys Cys Val Phe Val Cys Val Cys Gly Cys Gly Leu Arg 

35 40 45 

Gin Ala Gly Pro Pro Pro Phe Gin Leu Ser Pro Cys Ser Ser Pro Ala 

50 55 60 

Ala Leu Pro Ser Pro Met Ser Cys Gly Leu Val Ser Trp Cys Leu His 
65 70 75 80 

Pro Glu Cys Leu Leu Pro Ser Leu Pro Ala Arg Ala He Thr Gin Leu 

85 90 95 

Leu Pro Leu Pro Arg Gin Trp Val Gly Ala His Met 
100 105 



<210> 2112 

<211> 498 

<212> PRT 

<213> Homo sapiens 

• <400> 2112 

Met Glu Ser Pro Arg Gly Trp Thr Leu Gin Val Ala Pro Glu Glu Gly 

15 10 15 

Gin Val Leu Cys Asn Val Lys Thr Ala Thr Arg Gly Leu Ser Glu Gly 

20 25 30 

Ala Val Ser Gly Gly Trp Gly Ala Trp Glu Asn Ser Thr Glu Val Pro 

35 40 45 

Arg Glu Ala Gly Asp Gly Gin Arg Gin Gin Ala Thr Leu Gly Ala Ala 

50 55 60 

Asp Glu Gin Gly Gly Pro Gly Arg Glu Leu Gly Pro Ala Asp Gly Gly 
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65 70 75 80 

Arg Asp Gly Ala Gly Pro Arg Ser Glu Pro Ala Asp Arg Ala Leu Arg 

85 90 95 

Pro Ser Pro Leu Pro Glu Glu Pro Gly Cys Arg Cys Gly Glu Cys Gly 

100 105 110 

Lys Ala Phe Ser Gin Gly Ser Tyr Leu Leu Gin His Arg Arg Val His 

115 120 125 

Thr Gly Glu Lys Pro Tyr Thr Cys Pro Glu Cys Gly Lys Ala Phe Ala 

130 135 140 

Trp Ser Ser Asn Leu Ser Gin His Gin Arg He His Ser Gly Glu Lys 
145 150 155 160 

Pro Tyr Ala Cys Arg Glu Cys Gly Lys Ala Phe Arg Ala Gin Ser Gin 

165 170 175 

Leu He His His Gin Glu Thr His Ser Gly Leu Lys Pro Phe Arg Cys 

180 185 190 

Pro Asp Cys Gly Lys Ser Phe Gly Arg Ser Thr Thr Leu Val Gin His 

195 200 205 

Arg Arg Thr His Thr Gly Glu Lys Pro Tyr Glu Cys Pro Glu Cys Gly 

210 215 220 

Lys Ala Phe Ser Trp Asn Ser Asn Phe Leu Glu His Arg Arg Val His 
225 230 235 240 

Thr Gly Ala Arg Pro His Ala Cys Arg Asp Cys Gly Lys Ala Phe Ser 

245 250 255 

Gin Ser Ser Asn Leu Ala Glu His Leu Lys He His Ala Gly Ala Arg 

260 265 270 

Pro His Ala Cys Pro Asp Cys Gly Lys Ala Phe Val Arg Val Ala Gly 

275 280 285 

Leu Arg Gin His Arg Arg Thr His Ser Ser Glu Lys Pro Phe Pro Cys 
290 295 300 
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Ala Glu Cys Gly Lys Ala Phe Arg Glu Ser Ser Gin Leu Leu Gin His 
305 310 315 320 

Gin Arg Thr His Thr Gly Glu Arg Pro Phe Glu Cys Ala Glu Cys Gly 

325 330 335 

Gin Ala Phe Val Met Gly Ser Tyr Leu Ala Glu His Arg Arg Val His 

340 345 350 

Thr Gly Glu Lys Pro His Ala Cys Ala Gin Cys Gly Lys Ala Ser Ser 

355 360 365 

Gin Arg Ser Asn Leu Leu Ser His Arg Arg Thr His Ser Gly Ala Lys 

370 375 380 

Pro Phe Ala Cys Ala Asp Cys Gly Lys Ala Phe Arg Gly Ser Ser Gly 
385 390 395 400 

Leu Ala His His Arg Leu Ser His Thr Gly Glu Arg Pro Phe Ala Cys 

405 410 415 

Ala Glu Cys Gly Lys Ala Phe Arg Gly Ser Ser Glu Leu Arg Gin His 

420 425 430 

Gin Arg Leu His Ser Gly Glu Arg Pro Phe Val Cys Ala His Cys Ser 

435 440 445 

Lys Ala Phe Val Arg Lys Ser Glu Leu Leu Ser His Arg Arg Thr His 

450 455 460 

Thr Gly Glu Arg Pro Tyr Ala Cys Gly Glu Cys Gly Lys Pro Phe Ser 
465 470 475 480 

His Arg Cys Asn Leu Asn Glu His Gin Lys Arg His Gly Gly Arg Ala 
485 490 495 

Ala Pro 



<210> 2113 
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<211> 372 
<212> PRT 
<213> Homo sapiens 

<400> 2113 

Met Leu Leu Ala Glu Leu Ser Arg Glu Arg Gly Glu Leu Gin Gly Glu 

1 5 10 15 

Arg Gly Glu Leu Arg Gly Arg Leu Ala Arg Leu Glu Leu Glu Arg Ala 

20 25 30 

Gin Leu Glu Met Gin Ser Gin Gin Leu Arg Glu Ser Asn Gin Gin Leu 

35 40 45 

Asp Leu Ser Ala Cys Arg Leu Thr Thr Gin Cys Glu Leu Leu Thr Gin 

50 55 60 

Leu Arg Ser Ala Gin Glu Glu Glu Asn Arg Gin Leu Leu Ala Glu Val 
65 70 75 80 

Gin Ala Leu Ser Arg Glu Asn Arg Glu Leu Leu Glu Arg Ser Leu Glu 

85 90 95 

Ser Arg Asp His Leu His Arg Glu Gin Arg Glu Tyr Leu Asp Gin Leu 

100 105 110 

Asn Ala Leu Arg Arg Glu Lys Gin Lys Leu Val Glu Lys He Met Asp 

115 120 125 

Gin Tyr Arg Val Leu Glu Pro Val Pro Leu Pro Arg Thr Lys Lys Gly 

130 135 140 

Ser Trp Leu Ala Asp Lys Val Lys Arg Leu Met Arg Pro Arg Arg Glu 
145 150 155 160 

Gly Gly Pro Pro Gly Gly Leu Arg Leu Gly Ala Asp Gly Ala Gly Ser 

165 170 175 

Thr Glu Ser Leu Gly Gly Pro Pro Glu Thr Glu Leu Pro Glu Gly Arg 
180 185 190 
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Glu Ala Asp Gly Thr Gly Ser Pro Ser Pro Ala Pro Met Arg Arg Ala 

195 200 205 

Gin Ser Ser Leu Cys Leu Arg Asp Glu Thr Leu Ala Gly Gly Gin Arg 

210 215 220 

Arg Lys Leu Ser Ser Arg Phe Pro Val Gly Arg Ser Ser Glu Ser Phe 
225 230 235 240 

Ser Pro Trp Asp Thr Pro Arg Gin Arg Phe Arg Gin Arg His Pro Gly 

245 250 255 

Pro Leu Gly Ala Pro Val Ser His Ser Lys Gly Glu Gly Gin Gly Ser 

260 265 270 

Leu Tyr Gin Pro Ala Pro Gin Leu Phe Val Asp Pro Pro Ala Pro Trp 

275 280 285 

Gly Arg Arg Leu Pro Ser Cys Pro Leu Cys Leu Leu Gin Ala Leu Ser 

290 295 300 

Thr Ser Ala Leu Ala Leu Gly Pro Val Val Ala Leu Cys Leu Pro Gly 
305 310 315 320 

Pro Gly Val Gly Trp Glu Asn Ser Ala Glu Thr Leu Gin Glu His Glu 

325 330 335 

Thr Asp Ala Asn Arg Glu Gly Glu Trp Gly Thr Val Glu Gly Val Val 

340 345 350 

Phe Phe Val Leu Pro Gly Ala Pro Gly Arg Thr Ser Phe He His Ser 

355 360 365 

Phe He Arg Gin 
370 



<210> 2114 
<211> 297 
<212> PRT 
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<400> 2114 

Met Gin Glu He Thr Lys His Phe Val Val Cys His Val Asp Ala Pro 

15 10 15 

Gly Gin Gin Val Gly Ala Ser Gin Phe Pro Gin Gly Tyr Gin Phe Pro 

20 25 30 

Ser Met Glu Gin Leu Ala Ala Met Leu Pro Ser Val Val Gin His Phe 

35 40 45 

Gly Phe Lys Tyr Val lie Gly He Gly Val Gly Ala Gly Ala Tyr Val 

50 55 60 

Leu Ala Lys Phe Ala Leu He Phe Pro Asp Leu Val Glu Gly Leu Val 
65 70 75 80 

Leu Val Asn He Asp Pro Asn Gly Lys Gly Trp He Asp Trp Ala Ala 

85 90 95 

Thr Lys Leu Ser Gly Leu Thr Ser Thr Leu Pro Asp Thr Val Leu Ser 

100 105 110 

His Leu Phe Ser Gin Glu Glu Leu Val Asn Asn Thr Glu Leu Val Gin 

115 120 125 

Ser Tyr Arg Gin Gin He Gly Asn Val Val Asn Gin Ala Asn Leu Gin 

130 135 140 

Leu Phe Trp Asn Met Tyr Asn Ser Arg Arg Asp Leu Asp He Asn Arg 
145 150 155 160 

Pro Gly Thr Val Pro Asn Ala Lys Thr Leu Arg Cys Pro Val Met Leu 

165 170 175 

Val Val Gly Asp Asn Ala Pro Ala Glu Asp Gly Val Val Glu Cys Asn 

180 185 190 

Ser Lys Leu Asp Pro Thr Thr Thr Thr Phe Leu Lys Met Ala Asp Ser 
195 200 205 
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Gly Gly Leu Pro Gin Val Thr Gin Pro Gly Lys Leu Thr Glu Ala Phe 

210 215 220 

Lys Tyr Phe Leu Gin Gly Met Gly Tyr He Ala Tyr Leu Lys Asp Arg 
225 230 235 240 

Arg Leu Ser Gly Gly Ala Val Pro Ser Ala Ser Met Thr Arg Leu Ala 

245- 250 255 

Arg Ser Arg Thr Ala Ser Leu Thr Ser Ala Ser Ser Val Asp Gly Ser 

260 265 270 

Arg Pro Gin Ala Cys Thr His Ser Glu Ser Ser Glu Gly Leu Gly Gin 

275 280 285 

Val Asn His Thr Met Glu Val Ser Cys 
290 295 



<210> 2115 

<211> 101 

<212> PRT 

<213> Homo sapiens 

• <400> 2115 

Met He He His Phe Gin Gin His Phe Leu Val Cys Ser Leu Val Ser 

15 10 15 

Arg Lys Lys Met Ser Leu Arg Ser Glu Arg Arg Gly He His Val Asp 

20 25 30 

Pro Val Gin Glu Arg Met Trp Leu Leu Trp Gin Pro Tyr Leu Ala Gly 

35 40 45 

Phe Leu Leu Gin Val Leu Glu Gly Arg Val Ala Gin Ser Gin Ala Glu 

50 55 60 

Ala Asp Ser Gly Val Leu Gly Ala Gly Gly Thr Thr Pro Ala Gly Gly 
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65 70 75 80 

Arg Arg Gly Leu Cys Gin Gin Ser Glu Gin Pro Arg Gly Pro He Pro 

85 90 95 

His He Leu Gin Val 
100 



<210> 2116 
<211> 106 
<212> PRT 

<213> Homo sapiens 



<400> 2116 

Met Val Phe Leu Leu Gin Pro Leu Asp He Pro Asp Gly Arg Arg Ala 

15 10 15 

Pro Leu Pro Ala His Tyr Arg Ser Ser Ser Thr Arg Ser He Asp Thr 

20 25 30 

Gin Thr Pro Ser Val Gin Glu Arg Ser Ser Ser Cys Ser Ser His Ser 
35 40 45 

♦ Pro Cys Val Ser Pro Phe Cys Pro Pro Glu Ser Gin Asp Gly Ser Pro 
50 55 60 

Cys Ser Thr Glu Asp Leu Leu Tyr Asp Arg Asp Lys Gly Leu Val Ser 
65 70 75 80 

Leu Ser Arg Pro Leu Ser Phe His Val Leu Thr Lys Thr Arg Leu He 

85 90 95 

Ser Ser Gin Pro Asp Gin Leu Ser Val Leu 
100 105 
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<210> 2117 

<211> 111 

<212> PRT 

<213> Homo sapiens 

<400> 2117 

Met Arg Leu Thr Gly Arg Thr Thr Ala Pro Pro Ala Pro Thr Pro Thr 

15 10 15 

Pro Ala Gin Ser Pro Ala Gin Ser Pro Thr Pro Leu Gin Cys Ser Arg 

20 25 30 

Ser Gin Ala Arg Gly Asp Gly Pro Thr Glu Arg Ser Arg His Ser Pro 

35 40 45 

Leu Pro Cys Cys Arg Ser Ala Ser Arg Leu Arg Leu Pro Gly Gly Gly 

50 55 60 

Ala Gly Ser Asp Val Thr Gin Ser Gin Trp Glu Cys Ser Ala Leu Arg 
65 70 75 80 

Val Gly Gly Leu Arg Val His Arg Ala Val Ala Leu Val Gly Leu Pro 

85 90 95 

Leu Arg Ser Ala Pro Arg Asp Gly Asp Val Trp Leu Arg Ser Gly 
100 105 110 



<210> 2118 

<211> 368 

<212> PRT 

<213> Homo sapiens 

<400> 2118 

Met Leu Ala Ser Tyr Gin Ser Tyr Ser Ser Thr Phe His Ser Leu Glu 
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1 5 10 15 

Glu Gin Gin Val Cys Met Ala Val Asp He Gly Arg His Arg Trp Asp 

20 25 30 

Gin Val Lys Lys Glu Asp Gin Glu Ala Thr Gly Pro Arg Leu Ser Arg 

35 40 45 

Glu Leu Leu Asp Glu Lys Glu Pro Glu Val Leu Gin Asp Ser Leu Asp 

50 55 60 

Arg Cys Tyr Ser Thr Pro Ser Gly Cys Leu Glu Leu Thr Asp Ser Cys 
65 70 75 80 

Gin Pro Tyr Arg Ser Ala Phe Tyr Val Leu Glu Gin Gin Arg Val Gly 

85 90 95 

Leu Ala He Asp Met Asp Glu He Glu Lys Tyr Gin Glu Val Glu Glu 

100 105 110 

Asp Gin Asp Pro Ser Cys Pro Arg Leu Ser Arg Glu Leu Leu Asp Glu 

115 120 125 

Lys Glu Pro Glu Val Leu Gin Asp Ser Leu Asp Arg Cys Tyr Ser Thr 

130 135 140 

Pro Ser Asp Tyr Leu Glu Leu Pro Asp Leu Gly Gin Pro Tyr Ser Ser 
145 150 155 160 

Ala Val Tyr Ser Leu Glu Glu Gin Tyr Leu Gly Leu Ala Leu Asp Val 

165 170 175 

Asp Arg He Lys Lys Asp Gin Glu Glu Glu Glu Asp Gin Gly Pro Pro 

180 185 190 

Cys Pro Arg Leu Ser Arg Glu Leu Leu Glu Val Val Glu Pro Glu Val 

195 200 205 

Leu Gin Asp Ser Leu Asp Arg Cys Tyr Ser Thr Pro Ser Ser Cys Leu 

210 215 220 

Glu Gin Pro Asp Ser Cys Gin Pro Tyr Gly Ser Ser Phe Tyr Ala Leu 
225 230 235 240 
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Glu Glu Lys His Val Gly Phe Ser Leu Asp Val Gly Glu He Glu Lys 

245 250 255 

Lys Gly Lys Gly Lys Lys Arg Arg Gly Arg Arg Ser Lys Lys Lys Arg 

260 265 270 

Arg Arg Gly Arg Lys Glu Gly Glu Asp Asp Asn Pro Pro Cys Pro Arg 

275 280 285 

Leu Tyr Gly Val Leu Leu Glu Val Glu Glu Pro Glu Val Leu Gin Asp 

290 295 300 

Ser Leu Asp Arg Cys Tyr Ser Thr Pro Ser Met Tyr Phe Glu Gin Pro 
305 310 315 320 

Asp Ser Phe Gin His Tyr Arg Ser Val Phe Tyr Ser Phe Glu Glu Glu 

325 330 335 

His He Ser Phe Ala Leu Tyr Val Asp Asn Arg Phe Phe Thr Leu Thr 

340 345 350 

Val Thr Ser Leu His Leu Val Phe Gin Met Gly Val He Phe Pro Gin 
355 360 365 



<210> 2119 
• <211> 195 
<212> PRT 
<213> Homo sapiens 

<400> 2119 

Met Pro Val Val Pro Ala Thr Trp Glu Ala Glu Ala Arg Gly Ser Leu 

15 10 15 

Glu Ala Gly Arg Gin Arg Leu Gin Arg Ala Glu He Thr Pro Leu His 

20 25 30 

Ser Gly Leu Gly Asp Arg Val Glu Thr Leu Ser Gin Thr Lys Lys Ser 
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35 40 45 

Phe Cys Ser Phe Leu Ala Gin Lys Pro Lys Val Ser Glu Asn Asp Phe 

50 55 60 

Glu Asp Leu Leu Ser Asn Gin Gly Phe Ser Ser Arg Ser Asp Lys Lys 
65 70 75 80 

Gly Pro Lys Thr He Ala Glu Met Arg Lys Gin Asp Leu Ala Lys Asp 

85 90 95 

Thr Asp Pro Leu Lys Leu Lys Leu Leu Asp Trp He Glu Gly Lys Glu 

100 105 110 

Arg Asn He Arg Ala Leu Leu Ser Thr Leu His Thr Val Leu Trp Asp 

115 120 125 

Gly Glu Ser Arg Trp Thr Pro Val Gly Met Ala Asp Leu Val Ala Pro 

130 135 140 

Glu Gin Val Lys Lys His Tyr Arg Arg Ala Val Leu Ala Val His Pro 
145 150 155 160 

Asp Lys Ala Ala Gly Gin Pro Tyr Glu Gin His Ala Lys Met He Phe 

165 170 175 

Met Glu Leu Asn Asp Ala Trp Ser Glu Phe Glu Asn Gin Gly Ser Arg 
180 185 190 

Pro Leu Phe 
195 



<210> 2120 

<211> 163 

<212> PRT 

<213> Homo sapiens 

<400> 2120 
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Met Glu Arg Asn His Lys Arg Lys Glu Gly Glu Gly Arg lie Ser He 

15 10 15 

Lys Gly His He Cys Gly Ser Arg His He Val Ser Asn Val Phe Cys 

20 25 30 

Ser Phe Phe Pro Arg Tyr Leu Phe Asn Phe Arg Gly Val Ala Ala Ser 

35 40 45 

Phe Arg Phe Lys His Leu Phe Leu Cys Gly Ser Leu Val Phe His Val 

50 55 60 

Gly Asp Glu Trp Leu Glu Phe Phe Tyr Pro Gin Leu Lys Pro Trp Val 
65 70 75 80 

His Tyr He Pro Val Lys Thr Asp Leu Ser Asn Val Gin Glu Leu Leu 

85 90 95 

Gin Phe Val Lys Ala Asn Asp Asp Val Ala Gin Glu He Ala Glu Arg 

100 105 110 

Gly Ser Gin Phe He Arg Asn His Leu Gin Met Asp Asp He Thr Cys 

115 120 125 

Tyr Trp Glu Asn Leu Leu Ser Glu Tyr Ser Lys Phe Leu Ser Tyr Asn 

130 135 140 

Val Thr Arg Arg Lys Gly Tyr Asp Gin He He Pro Lys Met Leu Lys 
145 150 155 160 

Thr Glu Leu 



<210> 2121 

<211> 123 

<212> PRT 

<213> Homo sapiens 
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<400> 2121 

Met Gly Gly Ser Gly Gin Gin Lys Val He Leu Ser Ser Ser Arg Ser 

15 10 15 

Leu Met Ser Glu Thr Arg Arg Ala Met Leu Pro Leu Lys Ala Leu Gly 

20 25 30 

Val Asn Pro Ser Leu Pro Leu Leu Ala Ser Gly Gly Cys Trp His Ser 

35 40 45 

Leu Ala Cys Val His He He Pro Phe Ser Ser Phe He Leu Met Trp 

50 55 60 

Pro Ser Pro Leu Cys Val Ser Val Ser Ser Ser Leu Pro Met Arg Met 
65 70 75 80 

Pro Leu Leu Leu Asp Leu Arg Phe Thr Leu Phe Gin Tyr Asp Leu Phe 

85 90 95 

Val Met Arg Ser Ala Val Thr Leu Phe Ser Phe Leu Phe Phe Val Met 

100 105 110 

Glu Ser Cys Ser Val Ala Gin Ala Gly Val Gin 
115 120 



<210> 2122 

<211> 125 

<212> PRT 

<213> Homo sapiens 

<400> 2122 

Met Leu Phe Cys Phe He Leu Phe Thr His His Lys Arg Cys Phe Phe 

1 5 10 15 

Val Cys Leu Phe Leu Phe Cys Phe Val Leu Phe Phe Glu He Glu Ser 
20 25 30 
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Phe Ala Leu He Thr Gin Ala Gly Val Gin Trp His Asp Leu Ser Ser 

35 40 45 

Leu Gin Pro Pro Pro Pro Gly Phe Lys Lys Leu Ser Cys Leu Ser Leu 

50 55 60 

Leu Ser Trp Asp Tyr Arg His Gly Thr Leu Arg His Tyr Ala Trp Leu 
65 70 75 80 

He Phe Val Phe Leu Val Glu Met Val Phe His His Val Gly Gin Ala 

85 90 95 

Gly Leu Lys Leu Leu Thr Ser Ser. Asp Leu Pro Ala Ser Ala Phe Gin 

100 105 110 

Ser Ala Gly He Thr Gly Val Ser His Cys Thr Arg He 
115 120 125 



<210> 2123 

<211> 166 

<212> PRT 

<213> Homo sapiens 

<400> 2123 

Met Ser Leu His Ser Ser Pro Thr Leu Pro Thr Ser Leu Tyr Gin Ser 

15 10 15 

Cys Asp Leu Ser Val Gly Gly Pro Ser Leu Leu Thr Trp Val Trp Arg 

20 25 30 

Arg Glu Arg Arg Cys Cys Lys Val Phe Ser Val Ser His Cys Leu Glu 

35 40 45 

Ala Gly Pro Ala Lys Ala Trp Ala His Ser Cys Thr Gly Ser Pro Arg 

50 55 60 

Gly Arg Thr Gly Trp Gly Ser Arg Ala Cys Glu Ala Leu Gly Lys Gly 
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65 70 75 80 

Met Gly Leu Trp Gly Arg Gly Gly Met Gly Phe Arg Ser lie Cys Thr 

85 90 95 

He Arg Lys Val Leu Arg Ser Phe Phe Leu Glu Gly Thr Leu Ser Ser 

100 105 110 

Leu Ser Leu Phe Leu Asp Leu Gly Leu Glu Leu Arg Met Gly Arg Cys 

115 120 125 

Ala Gin Gly Gly Thr His Gin Ser Thr Arg Glu Gly Gly Tyr Leu Gly 

130 135 140 

Val Ser Gin Gly Leu Cys Gin Cys Leu Gin Pro Thr Ser Arg Ser Leu 
145 150 155 160 

Glu Phe Gly Glu Trp Gly 
165 



<210> 2124 
<211> 108 
<212> PRT 
<213> Homo sapiens 

<400> 2124 

Met Val His Ser Val Ser Asp 

1 5 
Tyr Glu His He Phe He Thr 
20 

Ser Phe Val His Cys Ser Pro 
35 

Val Ser Leu Ser Glu He Phe 
50 55 
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Ser He Thr Gly Gly Arg Pro Gin Pro 

10 15 
Pro Tyr Ser Leu Thr Arg Lys Gly Arg 

25 30 
Pro Leu Asn Cys Ser Leu Thr Gly Ser 
40 45 
Leu Asn Ser Gly Lys Cys Phe Gly Asp 
60 
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Phe Gly He Leu Glu Cys Val Phe Lys Asp Cys He Ser Thr Thr Glu 
65 70 75 80 

Thr Leu Ser Leu Phe Leu Lys Gly Ser Val Phe Arg His Pro Pro Leu 

85 90 95 

Leu Ser Val Leu Ser He Leu Leu Leu Pro Ser Phe 
100 105 



<210> 2125 

<211> 132 

<212> PRT 

<213> Homo sapiens 

<400> 2125 

Met Ser Arg Cys Leu He Tyr He Leu Cys Ser Cys Gly Phe He Cys 

15 10 15 

Asp Pro Arg Ala Asn Gin Cys Ser His His Phe Phe Phe His Asp He 

20 25 30 

Phe Lys Glu Ser Arg Gin Leu Ser Cys Lys Arg Ser His Asn Trp Asn 

35 40 45 

Leu Ser Cys Leu Leu Phe Met Val He Phe Arg Gin Val Val Leu Val 

50 55 60 

Thr lie Leu His Arg Pro Cys Tyr Leu Phe Pro He He Ser Tyr Gin 
65 70 75 80 

Glu Ala His Trp Val Gly Leu Cys Tyr Phe Val Thr Leu Ser Leu He 

85 90 95 

Thr Gly Leu Ser Val Thr Val Ser Cys Pro Ser Phe Tyr Pro Thr Pro 

100 105 110 

Pro Pro Lys Lys Lys Lys Thr Lys Pro Asn Leu Thr Ser Gin Glu Ala 
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115 

Thr Ser Tyr He 
130 



120 



125 



<210> 2126 
<211> 253 
<212> PRT 

<213> Homo sapiens 
<400> 2126 

Met Glu Arg Cys Arg Pro Asp Thr Ala Gly Ser Ser Leu Leu Ser Ala 

15 10 15 

Pro Glu Gly Gly Arg Lys Glu Ser Gin Gly Pro Pro Gin Cys Leu Phe 

20 25 30 

Pro Pro Asp Ser Arg Ala Pro Glu Val Glu Pro Thr Gin Leu Gly Leu 

35 40 45 

Gin Ala Trp Gly Thr Gly His Phe Gly Gin Arg Pro Pro Glu Gly Gin 
50 55 '60 

• His Trp Glu Gly Arg Gly Pro Ala Ser Gly Ala Leu Gly Trp Leu Pro 
65 70 75 80 

Pro Ser Gly Asp Ala Pro Gin Asp Pro Ser Cys Pro Gly Pro Pro Ser 

85 90 95 

Gin Pro Gly Pro Thr Ser Ser Pro Ala Gly Arg Ala Ala Ser Gly His 

100 105 110 

Ala Ser Ala Ala Pro Val Cys Ser Ser Cys Pro Pro Trp Ala Ser Leu 

115 120 125 

Pro Ala Ala Pro Gly Ala Arg Pro Trp Arg Arg Leu Leu Ala His Arg 
130 135 140 
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Ala Ala Arg Gly Thr Arg Val Gly Ser Leu Gly Ala Arg Leu Gly Leu 
145 150 155 160 

Arg Gly Gly Ala Ala Ser Trp Thr Gly Thr Leu Gly Gly He Pro Phe 

165 170 175 

Pro Glu Leu Arg Ala Leu Gly Trp Val Arg Arg Pro His Thr He Thr 

180 185 190 

Arg Pro Arg Gin Pro Trp Gly Ala Trp Ala Gly Ala Gly Arg Ala Val 

195 200 205 

Trp Glu Gly Thr Pro Asn Leu Leu Pro Arg Pro Ala Ser Ser Cys Arg 

210 215 220 

Gin Ala Ala Pro Arg Leu Pro Leu Gly Val Arg Val His Asn Leu Trp 
225 230 235 240 

Glu Ala Ala Pro Arg Pro Gly Arg Pro Gin Cys Arg Val 
245 250 



<210> 2127 

<211> 211 

<212> PRT 

<213> Homo sapiens 

<400> 2127 

Met Gin Leu Gly Glu His Thr His Pro Gin Lys Asn Pro Lys Ser Leu 

15 10 15 

Ala Gly Cys Leu Leu Pro Asn Pro His Pro Gin Leu Gin Leu Arg Gly 

20 25 30 

Lys Arg Ala Ala Gly Leu Leu Leu Arg Arg Asn Pro Trp Cys His Pro 

35 40 45 

Gin Ala Pro Gly Gly Ser Ser Thr Trp Ala Pro Ser Leu Pro Pro He 
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50 55 60 

Leu Ala Pro Gin Ala Tyr Leu Asn Phe Ala Pro Pro Thr Leu Val Pro 
65 70 75 80 

Gly Gly Ser Pro Gly Thr Glu Ala Gin Pro Val Ala Pro Ala Asn Ala 

85 90 95 

Leu Gly Ser Arg Ser Lys Leu Asn Leu Thr Gin Pro Ser Cys Leu Ser 

100 105 110 

Ser Gly Ser His Leu Pro Leu Pro Phe Pro Ala Gly Met Cys Pro His 

115 120 125 

Pro Ala Asn Pro Thr Trp Ala Leu Arg Lys Gly Ala Glu Val Pro Gin 

130 135 140 

Gly Pro Pro Leu Ser His Thr Arg Lys Ala Leu Cys Leu Ala Ala Ser 
145 150 155 160 

Gly Val Gly Ala Leu Leu Leu Glu Val Pro Arg His Pro Gly Trp Gly 

165 170 175 

Gin Gin Ser Ala Ala Gly Phe Gin Gin Val Phe Gin Glu Gly Ala Gly 

180 185 190 

Thr His Phe Pro Ser Val Arg Val Gin Pro Gly Arg Gly Lys Leu Gin 

195 200 205 

Gly Gin Arg 
210 



<210> 2128 

<211> 759 

<212> PRT 

<213> Homo sapiens 

<400> 2128 
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Met Ser Ser Leu Ala Gin Ser Gin Arg Pro Ala Gly Leu Gly Arg Arg 

15 10 15 

Trp Ala Pro Gly Ser Arg Pro Thr Gly Trp Asp Leu Asp His Asn Glu 

20 25 30 

He Ser Gly Thr He Glu Asp Thr Ser Gly Ala Phe Ser Gly Leu Asp 

35 40 45 

Ser Leu Ser Lys Leu Thr Leu Phe Gly Asn Lys He Lys Ser Val Ala 

50 55 60 

Lys Arg Ala Phe Ser Gly Leu Glu Gly Leu Glu His Leu Asn Leu Gly 
65 70 75 80 

Gly Asn Ala He Arg Ser Val Gin Phe Asp Ala Phe Val Lys Met Lys 

85 90 95 

Asn Leu Lys Glu Leu His He Ser Ser Asp Ser Phe Leu Cys Asp Cys 

100 105 110 

Gin Leu Lys Trp Leu Pro Pro Trp Leu He Gly Arg Met Leu Gin Ala 

115 120 125 

Phe Val Thr Ala Ala Cys Ala His Pro Glu Ser Leu Lys Gly Gin Ser 

130 135 140 

He Phe Ser Val Pro Pro Glu Ser Phe Val Cys Asp Asp Phe Leu Lys 
145 150 155 160 

Pro Gin He He Thr Gin Pro Glu Thr Thr Met Ala Met Val Gly Lys 

165 170 175 

Asp He Arg Phe Thr Cys Ser Ala Ala Ser Ser Ser Ser Ser Pro Met 

180 185 190 

Thr Phe Ala Trp Lys Lys Asp Asn Glu Val Leu Thr Asn Ala Asp Met 

195 200 205 

Glu Asn Phe Val His Val His Ala Gin Asp Gly Glu Val Met Glu Tyr 

210 215 220 

Thr Thr He Leu His Leu Arg Gin Val Thr Phe Gly His Glu Gly Arg 
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225 230 235 240 

Tyr Gin Cys Val He Thr Asn His Phe Gly Ser Thr Tyr Ser His Lys 

245 250 255 

Ala Arg Leu Thr Val Asn Val Leu Pro Ser Phe Thr Lys Thr Pro His 

260 265 270 

Asp He Thr He Arg Thr Thr Thr Val Ala Arg Leu Glu Cys Ala Ala 

275 280 285 

Thr Gly His Pro Asn Pro Gin He Ala Trp Gin Lys Asp Gly Gly Thr 

290 295 300 

Asp Phe Pro Ala Ala Arg Glu Arg Arg Met His Val Met Pro Asp Asp 
305 310 315 320 

Asp Val Phe Phe He Thr Asp Val Lys He Asp Asp Ala Gly Val Tyr 

325 330 335 

Ser Cys Thr Ala Gin Asn Ser Ala Gly Ser He Ser Ala Asn Ala Thr 

340 345 350 

Leu Thr Val Leu Glu Thr Pro Ser Leu Val Val Pro Leu Glu Asp Arg 

355 360 365 

Val Val Ser Val Gly Glu Thr Val Ala Leu Gin Cys Lys Ala Thr Gly 

370 375 380 

Asn Pro Pro Pro Arg He Thr Trp Phe Lys Gly Asp Arg Pro Leu Ser 
385 390 395 400 

Leu Thr Glu Arg His His Leu Thr Pro Asp Asn Gin Leu Leu Val Val 

405 410 415 

Gin Asn Val Val Ala Glu Asp Ala Gly Arg Tyr Thr Cys Glu Met Ser 

420 425 430 

Asn Thr Leu Gly Thr Glu Arg Ala His Ser Gin Leu Ser Val Leu Pro 

435 440 445 

Ala Ala Gly Cys Arg Lys Asp Gly Thr Thr Val Gly He Phe Thr He 
450 455 460 
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Ala Val Val Ser Ser He Val Leu Thr Ser Leu Val Trp Val Cys He 
465 470 475 480 

He Tyr Gin Thr Arg Lys Lys Ser Glu Glu Tyr Ser Val Thr Asn Thr 

485 490 495 

Asp Glu Thr Val Val Pro Pro Asp Val Pro Ser Tyr Leu Ser Ser Gin 

500 505 510 

Gly Thr Leu Ser Asp Arg Gin Glu Thr Val Val Arg Thr Glu Gly Gly 

515 520 525 

Pro Gin Ala Asn Gly His He Glu Ser Asn Gly Val Cys Pro Arg Asp 

530 535 540 

Ala Ser His Phe Pro Glu Pro Asp Thr His Ser Val Ala Cys Arg Gin 
545 550 555 560 

Pro Lys Leu Cys Ala Gly Ser Ala Tyr His Lys Glu Pro Trp Lys Ala 

565 570 575 

Met Glu Lys Ala Glu Gly Thr Pro Gly Pro His Lys Met Glu His Gly 

580 585 590 

Gly Arg Val Val Cys Ser Asp Cys Asn Thr Glu Val Asp Cys Tyr Ser 

595 600 605 

Arg Gly Gin Ala Phe His Pro Gin Pro Val Ser Arg Asp Ser Ala Gin 

610 615 620 

Pro Ser Ala Pro Asn Gly Pro Glu Pro Gly Gly Ser Asp Gin Glu His 
625 630 635 640 

Ser Pro His His Gin Cys Ser Arg Thr Ala Ala Gly Ser Cys Pro Glu 

645 650 655 

Cys Gin Gly Ser Leu Tyr Pro Ser Asn His Asp Arg Met Leu Thr Ala 

660 665 670 

Val Lys Lys Lys Pro Met Ala Ser Leu Asp Gly Lys Gly Asp Ser Ser 

675 680 685 

Trp Thr Leu Ala Arg Leu Tyr His Pro Asp Ser Thr Glu Leu Gin Pro 
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690 695 700 

Ala Ser Ser Leu Thr Ser Gly Ser Pro Glu Arg Ala Glu Ala Gin Tyr 
705 710 715 720 

Leu Leu Val Ser Asn Gly His Leu Pro Lys Ala Cys Asp Ala Ser Pro 

725 730 735 

Glu Ser Thr Pro Leu Thr Gly Gin Leu Pro Gly Lys Gin Arg Val Pro 

740 745 750 

Leu Leu Leu Ala Pro Lys Ser 
755 



<210> 2129 

<211> 591 

<212> PRT 

<213> Homo sapiens 

<400> 2129 

Met Gly Ser Asp Ser Trp Gly Ser Lys He Ala Pro Val Leu His Leu 

15 10 15 

Glu Glu Val Ala Glu Gly Ala Val Thr He Leu Pro Lys Arg Met Ser 

20 25 30 

Val Arg Gly Phe Asp Arg Tyr Phe Ser Ser Arg Thr Leu Asp Asn Asn 

35 40 45 

Arg Arg Asn He Trp Phe Ala Glu Phe Trp Glu Asp Asn Phe His Cys 

50 55 60 

Lys Leu Ser Arg His Ala Leu Lys Lys Gly Ser His Val Lys Lys Cys 
65 70 75 80 

Thr Asn Arg Glu Arg He Gly Gin Asp Ser Ala Tyr Glu Gin Glu Gly 
85 90 95 
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Lys Val Gin Phe Val He Asp Ala Val Tyr Ala Met Gly His Ala Leu 

100 105 110 

His Ala Met His Arg Asp Leu Cys Pro Gly Arg Val Gly Leu Cys Pro 

115 120 125 

Arg Met Asp Pro Val Asp Gly Thr Gin Leu Leu Lys Tyr He Arg Asn 

130 135 140 

Val Asn Phe Ser Gly He Ala Gly Asn Pro Val Thr Phe Asn Glu Asn 
145 150 155 160 

Gly Asp Ala Pro Gly Arg Tyr Asp He Tyr Gin Tyr Gin Leu Arg Asn 

165 170 175 

Asp Ser Ala Glu Tyr Lys Val He Gly Ser Trp Thr Asp His Leu His 

180 185 190 

Leu Arg He Glu Arg Met His Trp Pro Gly Ser Gly Gin Gin Leu Pro 

195 200 205 

Arg Ser He Cys Ser Leu Pro Cys Gin Pro Gly Glu Arg Lys Lys Thr 

210 215 220 

Val Lys Gly Met Pro Cys Cys Trp His Cys Glu Pro Cys Thr Gly Tyr 
225 230 235 240 

Gin Tyr Gin Val Asp Arg Tyr Thr Cys Lys Thr Cys Pro Tyr Asp Met 

245 250 255 

Arg Pro Thr Glu Asn Arg Thr Gly Cys Arg Pro He Pro He He Lys 

260 265 270 

Leu Glu Trp Gly Ser Pro Trp Ala Val Leu Pro Leu Phe Leu Ala Val 

275 280 285 

Val Gly He Ala Ala Thr Leu Phe Val Val lie Thr Phe Val Arg Tyr 

290 295 300 

Asn Asp Thr Pro He Val Arg Ala Ser Gly Arg Glu Leu Ser Tyr Val 
305 310 315 320 

Leu Leu Ala Gly He Phe Leu Cys Tyr Ala Thr Thr Phe Leu Met He 
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325 330 335 

Ala Glu Pro Asp Leu Gly Thr Cys Ser Leu Arg Arg lie Phe Leu Gly 

340 345 350 

Leu Gly Met Ser He Ser Tyr Ala Ala Leu Leu Thr Lys Thr Asn Arg 

355 360 365 

He Tyr Arg He Phe Glu Gin Gly Lys Arg Ser Val Ser Ala Pro Arg 

370 375 380 

Phe He Ser Pro Val Ser Gin Leu Ala He Thr Phe Ser Leu He Ser 
385 390 395 400 

Leu Gin Leu Leu Gly He Cys Val Trp Phe Val Val Asp Pro Ser His 

405 410 415 

Ser Val Leu Asp Phe Gin Asp Gin Arg Thr Leu Asp Pro Arg Phe Ala 

420 425 430 

Arg Gly Val Leu Lys Cys Asp He Ser Asp Leu Ser Leu He Cys Leu 

435 440 445 

Leu Gly Tyr Ser Met Leu Leu Met Val Thr Cys Thr Val Tyr Ala He 

450 455 460 

Lys Thr Arg Gly Val Pro Glu Thr Phe Asn Glu Ala Lys Pro He Gly 
465 470 475 480 

Phe Thr Met Tyr Thr Thr Cys He Val Trp Leu Ala Phe He Pro He 

485 490 495 

Phe Phe Gly Thr Ser Gin Ser Ala Asp Lys Leu Tyr He Gin Thr Thr 

500 505 510 

Thr Leu Thr Val Ser Val Ser Leu Ser Ala Ser Val Ser Leu Gly Met 

515 520 525 

Leu Tyr Met Pro Lys Val Tyr He He Leu Phe His Pro Glu Gin Asn 

530 535 540 

Val Pro Lys Arg Lys Arg Ser Leu Lys Ala Val Val Thr Ala Ala Thr 
545 550 555 560 
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Met Ser Asn Lys Phe Thr Gin Lys Gly Asn Phe Arg Pro Asn Gly Glu 

565 570 575 

Ala Lys Ser Glu Leu Cys Glu Asn Leu Glu Ala Pro Gly Ser Ser 
580 585 590 



<210> 2130 
<211> 240 
<212> PRT 

<213> Homo sapiens 
<400> 2130 

Met Val Thr Pro Ser Pro Ala Gin Leu Pro Leu He Cys Cys Ala Asn 

15 10 15 

He Phe Leu Asp Glu Met Leu Gly Arg Lys He He Arg Val Leu Pro 

20 25 30 

Pro Leu Ser Asn Phe Gly Leu He Lys Leu Ser Leu Ser Ser Ala Lys 

35 40 45 

He Tyr Ser Phe Pro Leu Asn Thr Gly Pro Val Pro Gly He Asp Phe 

50 55 60 

Leu Tyr Asp Asn Thr Thr His Ala Ser Thr Ala Met Pro Ser Leu Ala 
65 70 75 80 

Pro Pro Arg Gly Trp Asp Thr Glu Ala Leu Val Gly Leu Pro Leu Ser 

85 90 95 

Pro Gin His Cys Pro Pro Pro Pro Arg Ser Leu Leu Ala Thr Leu Thr 

100 105 iio 

Pro Pro Ser Leu Ser Trp Leu Leu Glu Cys Leu Ala Ser Val Ser Ser 

115 120 125 

Val Phe Val Leu Pro Arg Trp Leu Phe Trp Gly Ser Pro Ser Ser Gin 
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130 135 140 

Asp Gly Val Glu Trp lie Glu Glu Val Trp Arg Val Trp Pro Leu Arg 
145 150 155 160 

Ser Pro Gly Thr Thr Gly Asn Gly Leu Gin Pro Gin Ala Leu Gly Gly 

165 170 175 

Pro Gly Phe Gly Gly Leu Ser Pro Ser Leu Ala Gin Glu Glu Gly Gin 

180 185 190 

Gly Gly Gly Pro Gly Leu Leu Arg Gly Leu Arg Gly His Ala Met Tyr 

195 200 205 

Val Gly Trp Glu His Thr Cys Arg Gly Ser Asn Arg Ser Pro Ala Pro 

210 215 220 

Lys Gly Leu Gin Asp Glu Gly Thr Ser Trp Leu Pro Gly Leu Arg Ala 
225 230 235 240 



<210> 2131 
<211> 106 
<212> PRT 
<213> Homo sapiens 

<400> 2131 

Met Leu Glu Arg Leu Trp 

1 5 
Lys Glu Pro Arg Pro Arg 
20 

Cys Ser Leu Cys Lys Ser 
35 

Pro Ala Phe Pro Thr Val 
50 
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Lys Gly Pro Thr Glu Leu Asp Arg Ala Ala 

10 15 
Gly Val Leu Pro Asp Arg Trp Val Arg Ser 

25 30 
Gin Leu Arg Pro Arg Thr Leu Gly Gin Arg 

40 45 
Leu Ser Glu Phe Pro Ala Glu Thr He Arg 
55 60 



ffl 2003-102207 



^- v ! 807/ 



Glu Lys Ser Ser Tyr Trp Leu Lys Pro Leu His Phe Arg Ala Thr Cys 
65 70 75 80 

Asp Ala Ala Ala Thr Asp Ser Asn Cys Thr Pro Thr Ala Pro Asp Gly 

85 90 95 

Cys Ser Ala Trp His Gin Ala Leu Cys Pro 
100 105 



<210> 2132 
<211> 347 
<212> PRT 

<213> Homo sapiens 
<400> 2132 

Met Ser Phe Val Leu Ser Arg Met Ala Ala Cys Gly Gly Thr Cys Lys 

15 10 15 

Asn Lys Val Thr Val Ser Lys Pro Val Trp Asp Phe Leu Ser Lys Glu 

20 25 30 

Thr Pro Ala Arg Leu Ala Arg Leu Arg Glu Glu His Arg Val Ser He 

35 40 45 

Leu He Asp Gly Glu Thr Ser Asp He Tyr Val Leu Gin Leu Ser Pro 

50 55 60 

Gin Gly Pro Pro Pro Ala Pro Pro Asn Gly Leu Tyr Leu Ala Arg Lys 
65 70 75 80 

Ala Leu Lys Gly Leu Leu Lys Glu Ala Glu Lys Glu Leu Lys Lys Ala 

85 90 95 

Gin Arg Gin Gly Glu Leu Met Gly Cys Leu Ala Leu Gly Gly Gly Gly 

100 105 110 

Glu His Pro Glu Met His Arg Ala Gly Pro Pro Pro Leu Arg Ala Ala 
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115 120 125 

Pro Leu Leu Pro Pro Gly Ala Arg Gly Leu Pro Pro Pro Pro Pro Pro 

130 135 140 

Leu Pro Pro Pro Leu Pro Pro Arg Leu Arg Glu Glu Ala Glu Glu Gin 
145 150 155 160 

Glu Ser Thr Cys Pro He Cys Leu Gly Glu He Gin Asn Ala Lys Thr 

165 170 175 

Leu Glu Lys Cys Arg His Ser Phe Cys Glu Gly Cys He Thr Arg Ala 

180 185 190 

Leu Gin Val Lys Lys Ala Cys Pro Met Cys Gly Arg Phe Tyr Gly Gin 

195 200 205 

Leu Val Gly Asn Gin Pro Gin Asn Gly Arg Met Leu Val Ser Lys Asp 

210 215 220 

Ala Thr Leu Leu Leu Pro Ser Tyr Glu Lys Tyr Gly Thr He Val He 
225 230 235 240 

Gin Tyr Val Phe Pro Pro Gly Val Gin Gly Ala Glu His Pro Asn Pro 

245 250 255 

Gly Val Arg Tyr Pro Gly Thr Thr Arg Val Ala Tyr Leu Pro Asp Cys 

260 265 270 

Pro Glu Gly Asn Lys Val Leu Thr Leu Phe Arg Lys Ala Phe Asp Gin 

275 280 285 

Arg Leu Thr Phe Thr He Gly Thr Ser Met Thr Thr Gly Arg Pro Asn 

290 295 300 

Val He Thr Trp Asn Asp He His His Lys Thr Ser Cys Thr Gly Gly 
305 310 315 320 

Pro Gin Leu Phe Gly Tyr Pro Asp Pro Thr Tyr Leu Thr Arg Val Gin 

325 330 335 

Glu Glu Leu Arg Ala Lys Gly He Thr Asp Asp 
340 345 
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<210> 2133 

<211> 143 

<212> PRT 

<213> Homo sapiens 

<400> 2133 

Met Gly Leu Cys Glu Arg Pro Asn Leu Arg Leu He Gly Val Pro Glu 

15 10 15 

Asn Asp Arg Glu Asn Gly Thr Lys Leu Glu Asn Thr Pro Gin Asp He 

20 25 30 

He Lys Glu Asn Phe Pro Asn Leu Ala Lys Gin Ala Asn He Gin He 

35 40 45 

Gin Asp He Gin Arg Met Pro Gin Arg Tyr Ser Ser Arg Arg Ala Asn 

50 55 60 

Pro Arg His He He Gly Arg Phe Thr Lys Val Glu Met Lys Glu Lys 
65 70 75 80 

Met Leu Ser Ala Ala Arg Glu Lys Gly Arg Val Thr His Lys Gly Lys 

85 90 95 

Pro He Arg Leu Thr Ala Asp Leu Ser Ala Glu Thr Leu Gin Ala Arg 

100 105 110 

Arg Glu Trp Gly Pro He Phe Asn He Leu Lys Glu Lys Asn Phe Gin 

115 120 125 

Pro Arg He Ser Tyr Pro Ala Lys Leu Ser Phe He Ser Glu Glu 
130 135 140 
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tbfiE^ 2 004-3059661 



2003-102207 



^--J: 810/ 



<211> 644 
<212> PRT 

<213> Homo sapiens 
<400> 2134 

Met Gly Asn Tyr Leu Pro Ala Phe Gly Pro Arg Pro Pro Gly Arg Arg 

15 10 15 

Glu Ala Leu Leu Ser Pro Asp Cys Pro Leu Leu Arg Leu His Pro Thr 

20 25 30 

Gly Lys Leu Gly Gin Ala Ser Cys Gin Ala Asp Glu Phe Arg Cys Asp 

35 40 45 

Asn Gly Lys Cys Leu Pro Gly Pro Trp Gin Cys Asn Thr Val Asp Glu 

50 55 60 

Cys Gly Asp Gly Ser Asp Glu Gly Asn Cys Ser Ala Pro Ala Ser Glu 
65 70 75 80 

Pro Pro Gly Ser Leu Cys Pro Gly Gly Thr Phe Pro Cys Ser Gly Ala 

85 90 95 

Arg Ser Thr Arg Cys Leu Pro Val Glu Arg Arg Cys Asp Gly Leu Gin 

100 105 110 

Asp Cys Gly Asp Gly Ser Asp Glu Ala Gly Cys Pro Asp Leu Ala Cys 

115 120 125 

Gly Arg Arg Leu Gly Ser Phe Tyr Gly Ser Phe Ala Ser Pro Asp Leu 

130 135 140 

Phe Gly Ala Ala Arg Gly Pro Ser Asp Leu His Cys Thr Trp Leu Val 
145 150 155 160 

Asp Thr Gin Asp Ser Arg Arg Val Leu Leu Gin Leu Glu Leu Arg Leu 

165 170 175 

Gly Tyr Asp Asp Tyr Val Gin Val Tyr Glu Gly Leu Gly Glu Arg Gly 
180 . 185 190 
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Asp Arg Leu Leu Gin Thr Leu Ser Tyr Arg Ser Asn His Arg Pro Val 

195 200 205 

Ser Leu Glu Ala Ala Gin Gly Arg Leu Thr Val Ala Tyr His Ala Arg 

210 215 220 

Ala Arg Ser Ala Gly His Gly Phe Asn Ala Thr Tyr Gin Val Lys Gly 
225 230 235 240 

Tyr Cys Leu Pro Trp Glu Gin Pro Cys Gly Ser Ser Ser Asp Ser Asp 

245 250 255 

Gly Gly Ser Leu Gly Asp Gin Gly Cys Phe Ser Glu Pro Gin Arg Cys 

260 265 270 

Asp Gly Trp Trp His Cys Ala Ser Gly Arg Asp Glu Gin Gly Cys Pro 

275 280 285 

Ala Cys Pro Pro Asp Gin Tyr Pro Cys Glu Gly Gly Gly Gly Leu Cys 

290 295 300 

Tyr Thr Pro Ala Asp Arg Cys Asn Asn Gin Lys Ser Cys Pro Asp Gly 
305 310 315 320 

Ala Asp Glu Lys Asn Cys Phe Ser Cys Gin Pro Gly Thr Phe His Cys 

325 330 335 

Gly Thr Asn Leu Cys He Phe Glu Thr Trp Arg Cys Asp Gly Gin Glu 

340 345 350 

Asp Cys Gin Asp Gly Ser Asp Glu His Gly Cys Leu Ala Ala Val Pro 

355 360 365 

Arg Lys Val He Thr Ala Ala Leu He Gly Ser Leu Val Cys Gly Leu 

370 375 380 

Leu Leu Val He Ala Leu Gly Cys Ala Phe Lys Leu Tyr Ser Leu Arg 
385 390 395 400 

Thr Gin Glu Tyr Arg Ala Phe Glu Thr Gin Met Thr Arg Leu Glu Ala 

405 410 415 

Glu Phe Val Arg Arg Glu Ala Pro Pro Ser Tyr Gly Gin Leu He Ala 
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420 425 430 

Gin Gly Leu He Pro Pro Val Glu Asp Phe Pro Val Tyr Ser Ala Ser 

435 440 445 

Gin Ala Ser Val Leu Gin Asn Leu Arg Thr Ala Met Arg Arg Gin Met 

450 455 460 

Arg Arg His Ala Ser Arg Arg Gly Pro Ser Arg Arg Arg Leu Gly Arg 
465 470 475 480 

Leu Trp Asn Arg Leu Phe His Arg Pro Arg Ala Pro Arg Gly Gin He 

485 490 495 

Pro Leu Leu Thr Ala Ala Arg Pro Ser Gin Thr Val Leu Gly Asp Gly 

500 505 510 

Phe Leu Gin Pro Ala Pro Gly Ala Ala Pro Asp Pro Pro Ala Pro Leu 

515 520 525 

Met Asp Thr Gly Ser Thr Arg Ala Ala Gly Asp Arg Pro Pro Ser Ala 

530 535 540 

Pro Gly Arg Ala Pro Glu Val Gly Pro Ser Gly Pro Pro Leu Pro Ser 
545 550 555 560 

Gly Leu Arg Asp Pro Glu Cys Arg Pro Val Asp Lys Asp Arg Lys Val 

565 570 575 

Cys Arg Glu Pro Leu Val Asp Gly Pro Ala Pro Ala Asp Ala Pro Arg 

580 585 590 

Glu Pro Cys Ser Ala Gin Asp Pro His Pro Gin Val Ser Thr Ala Ser 

595 600 605 

Ser Thr Leu Gly Pro His Ser Pro Glu Pro Leu Gly Val Cys Arg Asn 

610 615 620 

Pro Pro Pro Pro Cys Ser Pro Met Leu Glu Ala Ser Asp Asp Glu Ala 
625 630 635 640 

Leu Leu Val Cys 
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<210> 2135 

<211> 204 

<212> PRT 

<213> Homo sapiens 

<400> 2135 

Met Gin Thr Pro Pro His Asp Ser Asn He Asn He Cys Asn Ser Val 
0 15 10 15 

Thr Val Lys Phe Ser Pro Trp Ser Thr Tyr Ser Ser He Arg Tyr Phe 

20 25 30 

Leu Leu Leu Leu Phe Cys Phe Phe Phe Phe Phe Leu Arg Trp Ser Leu 

35 40 45 

Thr Leu Ser Pro Arg Leu Glu Cys Lys Gly Thr He Ser Ala His Cys 

50 55 60 

Arg Leu His Leu Pro Gly Ser Ser Asp Pro Pro Ala Ser Ala Ser Gin 
65 70 75 80 

Val Ala Gly Ala His His Tyr Trp Cys Pro Pro Gin Cys Pro Ala Asn 
• 85 90 95 

Phe Cys Thr Phe Ser Arg Asn Arg Val Ser Val Gly Gin Val Gly Leu 

100 105 110 

Glu Leu Leu Thr Ser Cys Asp Ala Pro Ala Leu Ala Ser Gin Ser Ala 

115 120 125 

Gly He Thr Gly Val Ser His Arg Thr Gin Pro Ser He Arg Tyr Phe 

130 135 140 

Val Leu Phe Cys Phe Val Phe Val Phe Phe Glu Met Glu Phe Cys Ser 
145 150 155 160 

Cys Cys Pro Gly Trp Ser Ala Met Ala Thr Gin Pro Pro Leu Pro Val 
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165 170 175 

Phe Lys Gin Phe Ser Cys Leu Ser Leu Leu Ser Ser Trp Asp Tyr Arg 

180 185 190 

Arg Leu Pro Pro Arg Leu Ala Asp Phe Leu Tyr Phe 
195 200 



<210> 2136 

<211> 819 

<212> PRT 

<213> Homo sapiens 

<400> 2136 

Met Asn Ala Thr Leu Gin Cys Leu Ser Asn Thr Glu Leu Phe Ala Glu 

1 5 10 15 

Tyr Leu Ala Leu Gly Gin Tyr Arg Ala Gly Arg Pro Glu Pro Ser Pro 

20 25 30 

Asp Pro Glu Gin Pro Ala Gly Arg Gly Ala Gin Gly Gin Gly Glu Val 

35 40 45 

Thr Glu Gin Leu Ala His Leu Val Arg Ala Leu Trp Thr Leu Glu Tyr 

50 55 60 

Thr Pro Gin His Ser Arg Asp Phe Lys Thr He Val Ser Lys Asn Ala 
65 70 75 80 

Leu Gin Tyr Arg Gly Asn Ser Gin His Asp Ala Gin Glu Phe Leu Leu 

85 90 95 

Trp Leu Leu Asp Arg Val His Glu Asp Leu Asn His Ser Val Lys Gin 

100 105 110 

Ser Gly Gin Pro Pro Leu Lys Pro Pro Ser Glu Thr Asp Met Met Pro 
115 120 125 
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Glu Gly Pro Ser Phe Pro Val Cys Ser Thr Phe Val Gin Glu Leu Phe 

130 135 140 

Gin Ala Gin Tyr Arg Ser Ser Leu Thr Cys Pro His Cys Gin Lys Gin 
145 150 155 160 

Ser Asn Thr Phe Asp Pro Phe Leu Cys He Ser Leu Pro He Pro Leu 

165 170 175 

Pro His Thr Arg Pro Leu Tyr Val Thr Val Val Tyr Gin Gly Lys Cys 

180 185 190 

Ser His Cys Met Arg He Gly Val Ala Val Pro Leu Ser Gly Thr Val 

195 200 205 

Ala Arg Leu Arg Glu Ala Val Ser Met Glu Thr Lys He Pro Thr Asp 

210 215 220 

Gin He Val Leu Thr Glu Met Tyr Tyr Asp Gly Phe His Arg Ser Phe 
225 230 235 240 

Cys Asp Thr Asp Asp Leu Glu Thr Val His Glu Ser Asp Cys He Phe 

245 250 255 

Ala Phe Glu Thr Pro Glu He Phe Arg Pro Glu Gly He Leu Ser Gin 

260 265 270 

Arg Gly He His Leu Asn Asn Asn Leu Asn His Leu Lys Phe Gly Leu 

275 280 285 

Asp Tyr His Arg Leu Ser Ser Pro Thr Gin Thr Ala Ala Lys Gin Gly 

290 295 300 

Lys Met Asp Ser Pro Thr Ser Arg Ala Gly Ser Asp Lys He Val Leu 
305 310 315 320 

Leu Val Cys Asn Arg Ala Cys Thr Gly Gin Gin Gly Lys Arg Phe Gly 

325 330 335 

Leu Pro Phe Val Leu His Leu Glu Lys Thr He Ala Trp Asp Leu Leu 

340 345 350 

Gin Lys Glu He Leu Glu Lys Met Lys Tyr Phe Leu Arg Pro Thr Val 
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355 360 365 

Cys He Gin Val Cys Pro Phe Ser Leu Arg Val Val Ser Val Val Gly 

370 375 380 

He Thr Tyr Leu Leu Pro Gin Glu Glu Gin Pro Leu Cys His Pro Thr 
385 390 395 400 

Val Glu Arg Ala Leu Lys Ser Cys Gly Pro Gly Gly Thr Ala His Val 

405 410 415 

Lys Leu Val Val Glu Trp Asp Lys Glu Thr Arg Asp Phe Leu Phe Val 

420 425 430 

Asn Thr Glu Asp Glu Tyr He Pro Asp Ala Glu Ser Val Arg Leu Gin 

435 440 445 

Arg Glu Arg His His Gin Pro Gin Thr Cys Thr Leu Ser Gin Cys Phe 

450 455 460 

Gin Leu Tyr Thr Lys Glu Glu Arg Leu Ala Pro Asp Asp Ala Trp Arg 
465 470 475 480 

Cys Pro His Cys Lys His Leu Gin Gin Gly Ser He Thr Leu Ser Leu 

485 490 495 

Trp Thr Leu Pro Asp Val Leu He He His Leu Lys Arg Phe Arg Gin 

500 505 510 

Glu Gly Asp Arg Arg Met Lys Leu Gin Asn Met Val Lys Phe Pro Leu 

515 520 525 

Thr Gly Leu Asp Met Thr Pro His Val Val Lys Arg Ser Gin Ser Ser 

530 535 540 

Trp Ser Leu Pro Ser His Trp Ser Pro Trp Arg Arg Pro Tyr Gly Leu 
545 550 555 560 

Gly Arg Asp Pro Glu Asp Tyr He Tyr Asp Leu Tyr Ala Val Cys Asn 

565 570 575 

His His Gly Thr Met Gin Gly Gly His Tyr Thr Ala Tyr Cys Lys Asn 
580 585 590 
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Ser Val Asp Gly Leu Trp Tyr Cys Phe Asp Asp Ser Asp Val Gin Gin 

595 600 605 

Leu Ser Glu Asp Glu Val Cys Thr Gin Thr Ala Tyr He Leu Phe Tyr 

610 615 620 

Gin Arg Arg Thr Ala He Pro Ser Trp Ser Ala Asn Ser Ser Val Ala 
625 630 635 640 

Gly Ser Thr Ser Ser Ser Leu Cys Glu His Trp Val Ser Arg Leu Pro 

645 650 655 

Gly Ser Lys Pro Ala Ser Val Thr Ser Ala Ala Ser Ser Arg Arg Thr 

660 665 670 

Ser Leu Ala Ser Leu Ser Glu Ser Val Glu Met Thr Gly Glu Arg Ser 

675 680 685 

Glu Asp Asp Gly Gly Phe Ser Thr Arg Pro Phe Val Arg Ser Val Gin 

690 695 700 

Arg Gin Ser Leu Ser Ser Arg Ser Ser Val Thr Ser Pro Leu Ala Val 
705 710 715 720 

Asn Glu Asn Cys Met Arg Pro Ser Trp Ser Leu Ser Ala Lys Leu Gin 

725 730 735 

Met Arg Ser Asn Ser Pro Ser Arg Phe Ser Gly Asp Ser Pro He His 

740 745 750 

Ser Ser Ala Ser Thr Leu Glu Lys He Gly Glu Ala Ala Asp Asp Lys 

755 760 765 

Val Ser He Ser Cys Phe Gly Ser Leu Arg Asn Leu Ser Ser Ser Tyr 

770 775 780 

Gin Glu Pro Ser Asp Ser His Ser Arg Arg Glu His Lys Ala Val Gly 
785 790 795 800 

Arg Ala Leu Trp Leu Ser Trp Lys Ala Cys Ser Lys Thr Asn Arg Thr 
805 810 815 

Pro Ala Asp 
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<210> 2137 
<211> 187 
<212> PRT 

<213> Homo sapiens 
<400> 2137 

Q Met Val Met His Ser Glu Asp Glu Pro Tyr Lys Cys Lys Phe Cys Gly 
15 10 15 

Lys Ala Phe Asp Asn Leu His Leu Tyr Leu Thr His Glu Arg Thr His 

20 25 30 

Thr Gly Glu Lys Pro Tyr Glu Cys Asn Lys Cys Gly Lys Ala Phe Ser 

35 40 45 

Cys Ser Ser Ser lie Arg Lys His Ala Arg He His Thr Gly Glu Lys 

50 55 60 

Pro Tyr He Cys Lys Gin Cys Gly Lys Ala Phe Arg Tyr Ser Ser Ser 
65 70 75 80 

^ He Arg Asn His Glu Asn Thr His Thr Gly Glu Lys Pro Cys Glu Cys 

85 90 95 

Lys Gin Cys Gly Lys Ala Phe Ser Tyr Ser Ser Tyr Phe Arg He His 

100 105 110 

Glu Arg He His Thr Gly Glu Gin Val Tyr Lys Cys Lys Glu Cys Gly 

115 120 125 

Lys Thr Phe Thr Tyr Pro Ser Ala Phe His Lys His Lys Ser Thr His 

130 135 140 

Thr Ser Gin Lys Leu Tyr Glu Cys Lys Glu Cys Gly Lys Ala Phe Asp 
145 150 155 160 
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Cys Phe Ser Ser Phe His Ser His Glu Gly Val His Thr Gly Glu Lys 

165 170 175 

Pro Tyr Glu Cys Arg Thr Trp Lys Ser Leu Gin 

180 185 



<210> 2138 
<211> 130 
<212> PRT 

<213> Homo sapiens 
<400> 2138 

Met Arg Glu Lys Glu Arg Glu Lys Ser Val Gly Glu Tyr Leu Asp Cys 

15 10 15 

Lys Ser Ser Leu Pro Gin Lys Ser Glu Gin Gin Glu Asn Thr Leu Thr 

20 25 30 

His Thr His Thr His Thr His Thr Gin Asn Lys Gin Thr Lys Thr Asn 

35 40 45 

Met Gly Lys Thr Ser Gly Cys Thr Cys Thr Gin He Ser Arg Gin Gly 

50 55 60 

Pro Ala Glu Lys Pro He Val Leu Cys He He Ser Lys Leu Pro Gly 
65 70 75 80 

Lys Ser Phe Phe Pro Phe Ser Gly He Tyr Thr Val Gly Ser Thr Glu 

85 90 95 

Thr Gly Thr Gly Arg Arg Gly Thr Tyr Leu Lys Gin Thr His Ser Tyr 

100 105 110 

He Asn Lys Arg Ser Gly Ala Leu Cys Leu Pro Lys Asp He Pro Thr 
115 120 125 

Ala Ala 
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130 



<210> 2139 

<211> 463 

<212> PRT 

<213> Homo sapiens 

<400> 2139 

Met Arg Ala Leu Ala Leu Asp Leu Gly Ser Pro Ala Ala Leu Arg Glu 

15 10 15 

Trp Gly Arg Cys Gin Ala Arg Cys Gin Glu Leu Glu Arg Arg He Gin 

20 25 30 

Gin His Leu Gly Glu Glu Ala Ser Pro Arg Gly Tyr Arg Arg Arg Arg 

35 40 45 

Ala Asp Gly Ala Ser Ser Gly Gly Ala Gin Trp Gly Pro Arg Ser Pro 

50 55 60 

Ser Pro Ser Leu Ser Ser Leu Leu Leu Pro Ser Ser Pro Gly Pro Arg 
65 70 75 80 

Pro Ala Pro Ser His Cys Ser Leu Ala Pro Cys Gly Glu Asp Tyr Glu 

85 90 95 

Glu Glu Gly Pro Glu Leu Ala Pro Glu Ala Glu Gly Arg Pro Pro Arg 

100 105 110 

Ala Val Leu He Arg Gly Leu Glu Val Thr Ser Thr Glu Val Val Asp 

115 120 125 

Arg Thr Cys Ser Pro Arg Glu His Val Leu Leu Gly Arg Ala Arg Gly 

130 135 140 

Pro Asp Gly Pro Trp Gly Val Gly Thr Pro Arg Met Glu Arg Lys Arg 
145 150 155 160 
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Ser He Ser Ala Gin Gin Arg Leu Val Ser Glu Leu He Ala Cys Glu 

165 170 175 

Gin Asp Tyr Val Ala Thr Leu Ser Glu Pro Val Pro Pro Pro Gly Pro 

180 185 190 

Glu Leu Thr Pro Glu Leu Arg Gly Thr Trp Ala Ala Ala Leu Ser Ala 

195 200 205 

Arg Glu Arg Leu Arg Ser Phe His Arg Thr His Phe Leu Arg Glu Leu 

210 215 220 

Gin Gly Cys Ala Thr His Pro Leu Arg He Gly Ala Cys Phe Leu Arg 
225 230 235 240 

His Gly Asp Gin Phe Ser Leu Tyr Ala Gin Tyr Val Lys His Arg His 

245 250 255 

Lys Leu Glu Asn Gly Leu Ala Ala Leu Ser Pro Ser Ser Lys Gly Ser 

260 265 270 

Met Glu Ala Gly Pro Tyr Leu Pro Arg Ala Leu Gin Gin Pro Leu Glu 

275 280 285 

Gin Leu Thr Arg Tyr Gly Arg Leu Leu Glu Glu Leu Leu Arg Glu Ala 

290 295 300 

Gly Pro Glu Leu Ser Ser Glu Cys Arg Ala Leu Gly Ala Ala Val Gin 
305 310 315 320 

Leu Leu Arg Glu Gin Glu Ala Arg Gly Arg Asp Leu Leu Ala Val Glu 

325 330 335 

Ala Val Arg Gly Cys Glu He Asp Leu Lys Glu Gin Gly Gin Leu Leu 

340 345 350 

His Arg Asp Pro Phe Thr Val He Cys Gly Arg Lys Lys Cys Leu Arg 

355 360 365 

His Val Phe Leu Phe Glu His Leu Leu Leu Phe Ser Lys Leu Lys Gly 

370 375 380 

Pro Glu Gly Gly Ser Glu Met Phe Val Tyr Lys Gin Ala Phe Lys Thr 
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385 390 395 400 

Ala Asp Met Gly Leu Thr Glu Asn lie Gly Asp Ser Gly Leu Cys Phe 

405 410 415 

Glu Leu Trp Phe Arg Arg Arg Arg Ala Arg Glu Ala Tyr Thr Leu Gin 

420 425 430 

Ala Thr Ser Pro Glu He Lys Leu Lys Trp Thr Ser Ser He Ala Gin 

435 440 445 

Leu Leu Trp Arg Gin Ala Ala His Asn Lys Gly Thr Gly Gin Ser 
450 455 460 



<210> 2140 

<211> 119 

<212> PRT 

<213> Homo sapiens 

<400> 2140 

Met Gly Ala Gly Pro Arg Val Gly Gly Gly Ala Arg Ser Gly Tyr He 

15 10 15 

Cys Leu Val Pro Lys Cys Arg Asp Glu Ala Gin Pro Ser Pro Pro Phe 

20 25 30 

Gly Ala Pro His Trp Trp Leu Arg Val Arg Gly Asp Asp Arg Asp Pro 

35 40 45 

Pro Glu Val Tyr Ser Trp Gly Leu Glu Gly Cys Gly Arg Gly Leu Gly 

50 55 60 

Gly His Trp Gly Leu Ala Arg Val Gly Pro Met Arg Gly Gin Ser Leu 
65 70 75 80 

Ala Cys Ala Leu Thr Ser Leu Leu Cys Val Thr Trp Glu Thr Asn Gly 
85 90 95 
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Cys Pro Tyr Ser Thr Ala Ser Met Pro His Ala Lys His Arg Pro Cys 

100 105 110 

Ser Arg Asp Leu Gly Phe Glu 
115 



<210> 2141 

<211> 716 

<212> PRT 

<213> Homo sapiens 

<400> 2141 

Met Met Ser He Arg Gin Arg Arg Glu lie Arg Ala Thr Glu Val Ser 

15 10 15 

Glu Asp Phe Pro Ala Gin Glu Glu Asn Val Lys Leu Glu Asn Lys Leu 

20 25 30 

Pro Ser Gly Cys Thr Ser Arg Arg Leu Trp Lys He Leu Ser Leu Thr 

35 40 45 

He Gly Gly Thr He Ala Leu Cys He Gly Leu Leu Thr Ser Val Tyr 

50 55 60 

Leu Ala Thr Leu His Glu Asn Asp Leu Trp Phe Ser Asn He Lys Glu 
65 70 75 80 

Val Glu Arg Glu He Ser Phe Arg Thr Glu Cys Gly Leu Tyr Tyr Ser 

85 90 95 

Tyr Tyr Lys Gin Met Leu Gin Ala Pro Thr Leu Val Gin Gly Phe His 

100 105 110 

Gly Leu He Tyr Asp Asn Lys Thr Glu Ser Met Lys Thr He Asn Leu 

115 120 125 

Leu Gin Arg Met Asn He Tyr Gin Glu Val Phe Leu Ser He Leu Tyr 
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130 135 140 

Arg Val Leu Pro He Gin Lys Tyr Leu Glu Pro Val Tyr Phe Tyr He 
145 150 155 160 

Tyr Thr Leu Phe Gly Leu Gin Ala He Tyr Val Thr Ala Leu Tyr He 

165 170 175 

Thr Ser Trp Leu Leu Ser Gly Thr Trp Leu Ser Gly Leu Leu Ala Ala 

180 185 190 

Phe Trp Tyr Val Thr Asn Arg He Asp Thr Thr Arg Val Glu Phe Thr 

195 200 205 

He Pro Leu Arg Glu Asn Trp Ala Leu Pro Phe Phe Ala He Gin He 

210 215 220 

Ala Ala He Thr Tyr Phe Leu Arg Pro Asn Leu Gin Pro Leu Ser Glu 
225 230 235 240 

Arg Leu Thr Leu Leu Ala He Phe He Ser Thr Phe Leu Phe Ser Leu 

245 250 255 

Thr Trp Gin Phe Asn Gin Phe Met Met Leu Met Gin Ala Leu Val Leu 

260 265 270 

Phe Thr Leu Asp Ser Leu Asp Met Leu Pro Ala Val Lys Ala Thr Trp 

275 280 285 

Leu Tyr Gly He Gin He Thr Ser Leu Leu Leu Val Cys He Leu Gin 

290 295 300 

Phe Phe Asn Ser Met He Leu Gly Ser Leu Leu He Ser Phe Asn Leu 
305 310 315 320 

Ser Val Phe He Ala Arg Lys Leu Gin Lys Asn Leu Lys Thr Gly Ser 

325 330 335 

Phe Leu Asn Arg Leu Gly Lys Leu Leu Leu His Leu Phe Met Val Leu 

340 345 350 

Cys Leu Thr Leu Phe Leu Asn Asn He He Lys Lys He Leu Asn Leu 
355 360 365 
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Lys Ser Asp Glu His He Phe Lys Phe Leu Lys Ala Lys Phe Gly Leu 

370 375 380 

Gly Ala Thr Arg Asp Phe Asp Ala Asn Leu Tyr Leu Cys Glu Glu Ala 
385 390 395 400 

Phe Gly Leu Leu Pro Phe Asn Thr Phe Gly Arg Leu Ser Asp Thr Leu 

405 410 415 

Leu Phe Tyr Ala Tyr He Phe Val Leu Ser He Thr Val He Val Ala 

420 425 430 

Phe Val Val Ala Phe His Asn Leu Ser Asp Ser Thr Asn Gin Gin Ser 

435 440 445 

Val Gly Lys Met Glu Lys Gly Thr Val Asp Leu Lys Pro Glu Thr Ala 

450 455 460 

Tyr Asn Leu He His Thr He Leu Phe Gly Phe Leu Ala Leu Ser Thr 
465 470 475 480 

Met Gly Met Lys Tyr Leu Trp Thr Ser His Met Cys Val Phe Ala Ser 

485 490 495 

Phe Gly Leu Cys Ser Pro Glu He Trp Glu Leu Leu Leu Lys Ser Val 

500 505 510 

His Leu Tyr Asn Pro Lys Arg He Cys He Met Arg Tyr Ser Val Pro 

515 520 525 

He Leu He Leu Leu Tyr Leu Cys Tyr Lys Phe Trp Pro Gly Met Met 

530 535 540 

Asp Glu Leu Ser Glu Leu Arg Glu Phe Tyr Asp Pro Asp Thr Val Glu 
545 550 555 560 

Leu Met Asn Trp He Asn Ser Asn Thr Pro Arg Lys Ala Val Phe Ala 

565 570 575 

Gly Ser Met Gin Leu Leu Ala Gly Val Lys Leu Cys Thr Gly Arg Thr 

580 585 590 

Leu Thr Asn His Pro His Tyr Glu Asp Ser Ser Leu Arg Glu Arg Thr 
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595 600 605 

Arg Ala Val Tyr Gin lie Tyr Ala Lys Arg Ala Pro Glu Glu Val His 

610 615 620 

Ala Leu Leu Arg Ser Phe Gly Thr Asp Tyr Val He Leu Glu Asp Ser 
625 630 635 640 

He Cys Tyr Glu Arg Arg His Arg Arg Gly Cys Arg Leu Arg Asp Leu 

645 650 655 

Leu Asp He Ala Asn Gly His Met Met Asp Gly Pro Gly Glu Asn Asp 

660 665 670 

Pro Asp Leu Lys Pro Ala Asp His Pro Arg Phe Cys Glu Glu He Lys 

675 680 685 

Arg Asn Leu Pro Pro Tyr Val Ala Tyr Phe Thr Arg Val Phe Gin Asn 

690 695 700 

Lys Thr Phe His Val Tyr Lys Leu Ser Arg Asn Lys 
705 710 715 



<210> 2142 
<211> 1006 
<212> PRT 

<213> Homo sapiens 



<400> 2142 

Met Phe Ala Asn Val Met Asn Lys 

1 5 
Ser Val Met Lys Thr Cys Pro Leu 
20 

His Lys Ala Lys Val Ala Leu Val 
35 40 



Met His Thr He Ser Val Pro Tyr 

10 15 
Ser Trp Val Gin Arg Val His Ala 

25 30 
Lys Cys Arg Asp Leu His Trp Ala 
45 
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Met Met Ala His Arg Asp Gin Arg Asp Val Ser Leu Ser Ser Leu Arg 

50 55 60 

Met Leu He Val Thr Asp Gly Ala Asn Pro Trp Ser Val Ser Ser Cys 
65 70 75 80 

Asp Ala Phe Leu Ser Leu Phe Gin Ser His Gly Leu Lys Pro Glu Ala 

85 90 95 

He Cys Pro Cys Ala Thr Ser Ala Glu Ala Met Thr Val Ala He Arg 

100 105 110 

Arg Pro Gly Val Pro Gly Ala Pro Leu Pro Gly Arg Ala He Leu Ser 

115 120 125 

Met Asn Gly Leu Ser Tyr Gly Val He Arg Val Asn Thr Glu Asp Lys 

130 135 140 

Asn Ser Ala Leu Thr Val Gin Asp Val Gly His Val Met Pro Gly Gly 
145 150 155 160 

Met Met Cys He Val Lys Pro Asp Gly Pro Pro Gin Leu Cys Lys Thr 

165 170 175 

Asp Glu He Gly Glu He Cys Val Ser Ser Arg Thr Gly Gly Met Met 

180 185 190 

Tyr Phe Gly Leu Ala Gly Val Thr Lys Asn Thr Phe Glu Val He Pro 

195 200 205 

Val Asn Ser Ala Gly Ser Pro Val Gly Asp Val Pro Phe He Arg Ser 

210 215 220 

Gly Leu Leu Gly Phe Val Gly Pro Gly Ser Leu Val Phe Val Val Gly 
225 230 235 240 

Lys Met Asp Gly Leu Leu Met Val Ser Gly Arg Arg His Asn Ala Asp 

245 250 255 

Asp He Val Ala Thr Gly Leu Ala Val Glu Ser He Lys Thr Val Tyr 

260 265 270 

Arg Gly Arg He Ala Val Phe Ser Val Ser Val Phe Tyr Asp Glu Arg 
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275 280 285 

He Val Val Val Ala Glu Gin Arg Pro Asp Ala Ser Glu Glu Asp Ser 

290 295 300 

Phe Gin Trp Met Ser Arg Val Leu Gin Ala He Asp Ser He His Gin 
305 310 315 320 

Val Gly Val Tyr Cys Leu Ala Leu Val Pro Ala Asn Thr Leu Pro Lys 

325 330 335 

Thr Pro Leu Gly Gly He His He Ser Gin Thr Lys Gin Leu Phe Leu 

340 345 350 

Glu Gly Ser Leu His Pro Cys Asn He Leu Met Cys Pro His Thr Cys 

355 360 365 

Val Thr Asn Leu Pro Lys Pro Arg Gin Lys Gin Pro Gly Val Gly Pro 

370 375 380 

Ala Pro Val Met Val Gly Asn Leu Val Ala Gly Lys Arg He Ala Gin 
385 390 395 400 

Ala Ala Gly Arg Asp Leu Gly Gin He Glu Glu Asn Asp Leu Val Arg 

405 410 415 

Lys His Gin Phe Leu Ala Glu He Leu Gin Trp Arg Ala Gin Ala Thr 

420 425 430 

Pro Asp His Val Leu Leu Met Leu Leu Asn Ala Lys Gly Thr Thr Val 

435 440 445 

Cys Thr Ala Ser Cys Leu Gin Leu His Lys Arg Ala Glu Arg He Ala 

450 455 460 

Ser Val Leu Gly Asp Lys Gly His Leu Asn Ala Gly Asp Asn Val Val 
465 470 475 480 

Leu Leu Tyr Pro Pro Gly He Glu Leu He Ala Ala Phe Tyr Gly Cys 

485 490 495 

Leu Tyr Ala Gly Cys He Pro Val Thr Val Arg Pro Pro His Ala Gin 
500 505 510 
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Asn Leu Thr Ala Thr Leu Pro Thr Val Arg Met He Val Asp Val Ser 

515 520 525 

Lys Ala Ala Cys He Leu Thr Ser Gin Thr Leu Met Arg Leu Leu Arg 

530 535 540 

Ser Arg Glu Ala Ala Ala Ala Val Asp Val Lys Thr Trp Pro Thr He 
545 550 555 560 

He Asp Thr Asp Asp Leu Pro Arg Lys Arg Leu Pro Gin Leu Tyr Lys 

565 570 575 

Pro Pro Thr Pro Glu Met Leu Ala Tyr Leu Asp Phe Ser Val Ser Thr 

580 585 590 

Thr Gly Met Leu Thr Gly Val Lys Met Ser His Ser Ala Val Asn Ala 

595 600 605 

Leu Cys Arg Ala He Lys Leu Gin Cys Glu Leu Tyr Ser Ser Arg Gin 

610 615 620 

He Ala He Cys Leu Asp Pro Tyr Cys Gly Leu Gly Phe Ala Leu Trp 
625 630 635 640 

Cys Leu Cys Ser Val Tyr Ser Gly His Gin Ser Val Leu He Pro Pro 

645 650 655 

Met Glu Leu Glu Asn Asn Leu Phe Leu Trp Leu Ser Thr Val Asn Gin 

660 665 670 

Tyr Lys He Arg Asp Thr Phe Cys Ser Tyr Ser Val Met Glu Leu Cys 

675 680 685 

Thr Lys Gly Leu Gly Asn Gin Val Glu Val Leu Lys Thr Arg Gly He 

690 695 700 

Asn Leu Ser Cys Val Arg Thr Cys Val Val Val Ala Glu Glu Arg Pro 
705 710 715 720 

Arg Val Ala Leu Gin Gin Ser Phe Ser Lys Leu Phe Lys Asp He Gly 

725 730 735 

Leu Ser Pro Arg Ala Val Ser Thr Thr Phe Gly Ser Arg Val Asn Val 
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740 745 750 

Ala He Cys Leu Gin Gly Thr Ser Gly Pro Asp Pro Thr Thr Val Tyr 

755 760 765 

Val Asp Leu Lys Ser Leu Arg His Asp Arg Val Arg Leu Val Glu Arg 

770 775 780 

Gly Ala Pro Gin Ser Leu Leu Leu Ser Glu Ser Gly Lys He Leu Pro 
785 790 795 800 

Gly Val Lys Val Val He Val Asn Pro Glu Thr Lys Gly Pro Val Gly 

805 810 815 

Asp Ser His Leu Gly Glu He Trp Val Asn Ser Pro His Thr Ala Ser 

820 825 830 

Gly Tyr Tyr Thr He Tyr Asp Ser Glu Thr Leu Gin Ala Asp His Phe 

835 840 845 

Asn Thr Arg Leu Ser Phe Gly Asp Ala Ala Gin Thr Leu Trp Ala Arg 

850 855 860 

Thr Gly Tyr Leu Gly Phe Val Arg Arg Thr Glu Leu Thr Ala Ala Thr 
865 870 875 880 

Gly Glu Arg His Asp Ala Leu Tyr Val Val Gly Ala Leu Asp Glu Thr 

885 890 895 

Leu Glu Leu Arg Gly Leu Arg Tyr His Pro He Asp He Glu Thr Ser 

900 905 910 

Val Ser Arg He His Arg Ser He Ala Glu Cys Ala Val Phe Thr Trp 

915 920 925 

Thr Asn Leu Leu Val Val Val Val Glu Leu Cys Gly Ser Glu Gin Glu 

930 935 940 

Ala Leu Asp Leu Val Pro Leu Val Thr Asn Val Val Leu Glu Glu His 
945 950 955 960 

Tyr Leu He Val Gly Val Val Val Val Val Asp Pro Gly Val He Pro 
965 970 975 
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He Asn Ser Arg Gly Glu Lys Gin Arg Met His Leu Arg Asp Ser Phe 

980 985 990 

Leu Ala Asp Gin Leu Asp Pro He Tyr Val Ala Tyr Asn Met 
995 1000 1005 



<210> 2143 
<211> 129 
<212> PRT 
£ <213> Homo sapiens 

<400> 2143 

Met Ala Cys Pro Ser Pro Val Ser Arg Arg Leu Ala Arg Ser Thr Leu 

15 10 15 

Leu Leu He Pro Leu Phe Gly Val His Tyr He Met Phe Ala Phe Phe 

20 25 30 

Pro Asp Asn Phe Lys Pro Glu Val Lys Met Val Phe Glu Leu Val Val 

35 40 45 

Gly Ser Phe Gin Gly Phe Val Val Ala He Leu Tyr Cys Phe Leu Asn 
• 50 55 60 

Gly Glu Val Gin Ala Glu Leu Arg Arg Lys Trp Arg Arg Trp His Leu 
65 70 75 80 

Gin Gly Val Leu Gly Trp Asn Pro Lys Tyr Arg His Pro Ser Gly Gly 

85 90 95 

Ser Asn Gly Ala Thr Cys Ser Thr Gin Val Ser Met Leu Thr Arg Val 

100 105 110 

Ser Pro Gly Ala Arg Arg Ser Ser Ser Phe Gin Ala Glu Val Ser Leu 
115 120 125 

Val 
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<210> 2144 
<211> 112 
<212> PRT 

<213> Homo sapiens 
<400> 2144 

Met Tyr Gin lie Phe Lys Lys Leu Arg Trp Ser Leu Thr Leu Ser Pro 

15 10 15 

Arg Leu Glu Cys Ser Asp Ala He Leu Thr His Cys Asn Leu Cys Leu 

20 25 30 

Leu Gly Ser Ser Asn Ser Pro Ala Ser Ala Ser Ser Val Ala Gly He 

35 40 45 

Thr Gly Met Cys His His Ala Trp He He Phe Ala Phe Leu Val Glu 

50 55 60 

Thr Gly Phe Cys Arg Val Gly Gin Ala Gly Leu Glu Leu Leu Thr Leu 
65 70 75 80 

Gly Asp Leu Pro Ala Ser Ala Ser Gin Asn Ala Gly He He Gly Val 

85 90 95 

Ser His Arg Thr Trp Pro Ala Pro His Phe Leu Tyr Pro Val Tyr His 
100 105 110 



<210> 2145 

<211> 145 

<212> PRT 

<213> Homo sapiens 
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<400> 2145 

Met Lys Phe Asn Pro Phe Val Thr Ser Asp Arg Ser Lys Asn Arg Lys 

1 5 10 15 

Arg His Phe Asn Ala Pro Ser His Val Arg Arg Lys He Met Ser Ser 

20 25 30 

Pro Leu Ser Lys Glu Leu Arg Gin Lys Tyr Asn Val Arg Ser Met Pro 

35 40 45 

He Arg Lys Asp Asp Glu Val Gin Val Val Arg Gly His Tyr Lys Gly 

50 55 60 

Gin Gin He Gly Lys Val Val Gin Val Tyr Arg Lys Lys Tyr Val He 
65 70 75 80 

Tyr He Glu Arg Val Gin Arg Glu Lys Ala Asn Gly Thr Thr Val His 

85 90 95 

Val Gly He His Pro Ser Lys Val Val He Thr Arg Leu Lys Leu Asp 

100 105 110 

Lys Asp Arg Lys Lys He Leu Glu Arg Lys Ala Lys Ser Arg Gin Val 

115 120 125 

Gly Lys Glu Lys Gly Lys Tyr Lys Glu Glu Leu He Glu Lys Met Gin 
130 135 140 

Glu 
145 



<210> 2146 
<211> 134 
<212> PRT 

<213> Homo sapiens 
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<400> 2146 

Met Leu Thr He Ala He Val Leu Trp Val Leu Phe Leu Arg Arg Ser 

15 10 15 

Leu Thr Leu Leu Pro Arg Leu Glu Cys Gly Gly Val He Ser Val His 

20 25 30 

Cys Asn Leu Arg Pro His Gly Ser Ser Asp Ser Pro Ala Ser Ala Ser 

35 40 45 

Leu Val Ala Gly He Ala Gly Ala Cys Arg His Ala Trp Leu He Phe 

50 55 60 

Phe Val Phe Leu Val Glu Thr Gly Phe Arg Arg Val Gly His Ala Gly 
65 70 75 80 

Phe Glu Leu Leu Thr Ser Gly Asp Leu Pro Ala Ser Ala Ser Gin Ser 

85 90 95 

Ala Gly He Ala Gly Val Ser His Arg Ala Arg Pro Arg Gly Leu Leu 

100 105 110 

Leu Ser Ala Gly He Ser Asp Arg Ser Gly Gin Gin Arg Val Arg Leu 

115 120 125 

Tyr Asn Lys Leu Lys Lys 
130 



<210> 2147 

<211> 754 

<212> PRT 

<213> Homo sapiens 



<400> 2147 

Met Asn Phe Glu Ala Val Leu His Tyr Lys His Gin Asn Gin Ala Arg 
15 10 15 
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Asp Glu Lys Lys Lys Leu Arg His Ala Ser Gly Ala Asn He Thr Asn 

20 25 30 

Ala Thr Thr Ala Ala Thr Thr Ala Ala Thr Ala Thr Thr Thr Ala Ser 

35 40 45 

Thr Glu Gly Ser Asn Ser Glu Ser Glu Ala Glu Ser Thr Glu Asn Ser 

50 55 60 

Pro Thr Pro Ser Pro Leu Gin Lys Lys Val Thr Glu Asp Leu Ser Lys 
65 70 75 80 

Thr Leu Leu Met Tyr Thr Val Pro Ala Val Gin Gly Phe Phe Arg Ser 

85 90 95 

He Ser Leu Ser Arg Gly Asn Asn Leu Gin Asp Thr Leu Arg Val Leu 

100 105 110 

Thr Leu Trp Phe Asp Tyr Gly His Trp Pro Asp Val Asn Glu Ala Leu 

115 120 125 

Val Glu Gly Val Lys Ala He Gin He Asp Thr Trp Leu Gin Val He 

130 135 140 

Pro Gin Leu He Ala Arg He Asp Thr Pro Arg Pro Leu Val Gly Arg 
145 150 155 160 

Leu He His Gin Leu Leu Thr Asp He Gly Arg Tyr His Pro Gin Ala 

165 170 175 

Leu He Tyr Pro Leu Thr Val Ala Ser Lys Ser Thr Thr Thr Ala Arg 

180 185 190 

His Asn Ala Ala Asn Lys He Leu Lys Asn Met Cys Glu His Ser Asn 

195 200 205 

Thr Leu Val Gin Gin Ala Met Met Val Ser Glu Glu Leu He Arg Val 

210 215 220 

Ala He Leu Trp His Glu Met Trp His Glu Gly Leu Glu Glu Ala Ser 
225 230 235 240 

Arg Leu Tyr Phe Gly Glu Arg Asn Val Lys Gly Met Phe Glu Val Leu 
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245 250 255 

Glu Pro Leu His Ala Met Met Glu Arg Gly Pro Gin Thr Leu Lys Glu 

260 265 270 

Thr Ser Phe Asn Gin Ala Tyr Gly Arg Asp Leu Met Glu Ala Gin Glu 

275 280 285 

Trp Cys Arg Lys Tyr Met Lys Ser Gly Asn Val Lys Asp Leu Thr Gin 

290 295 300 

Ala Trp Asp Leu Tyr Tyr His Val Phe Arg Arg He Ser Lys Gin Leu 
305 310 315 320 

Pro Gin Leu Thr Ser Leu Glu Leu Gin Tyr Val Ser Pro Lys Leu Leu 

325 330 335 

Met Cys Arg Asp Leu Glu Leu Ala Val Pro Gly Thr Tyr Asp Pro Asn 

340 345 350 

Gin Pro He He Arg He Gin Ser He Ala Pro Ser Leu Gin Val He 

355 360 365 

Thr Ser Lys Gin Arg Pro Arg Lys Leu Thr Leu Met Gly Ser Asn Gly 

370 375 380 

His Glu Phe Val Phe Leu Leu Lys Gly His Glu Asp Leu Arg Gin Asp 
385 390 395 400 

Glu Arg Val Met Gin Leu Phe Gly Leu Val Asn Thr Leu Leu Ala Asn 

405 410 415 

Asp Pro Thr Ser Leu Arg Lys Asn Leu Ser He Gin Arg Tyr Ala Val 

420 425 430 

He Pro Leu Ser Thr Asn Ser Gly Leu He Gly Trp Val Pro His Cys 

435 440 445 

Asp Thr Leu His Ala Leu He Arg Asp Tyr Arg Glu Lys Lys Lys He 

450 455 460 

Leu Leu Asn He Glu His Arg He Met Leu Arg Met Ala Pro Asp Tyr 
465 470 475 480 
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Asp His Leu Thr Leu Met Gin Lys Val Glu Val Phe Glu His Ala Val 

485 490 495 

Asn Asn Thr Ala Gly Asp Asp Leu Ala Lys Leu Leu Trp Leu Lys Ser 

500 505 510 

Pro Ser Ser Glu Val Trp Phe Asp Arg Arg Thr Asn Tyr Thr Arg Ser 

515 520 525 

Leu Ala Val Met Ser Met Val Gly Tyr He Leu Gly Leu Gly Asp Arg 

530 535 540 

His Pro Ser Asn Leu Met Leu Asp Arg Leu Ser Gly Lys He Leu His 
545 550 555 560 

He Asp Phe Gly Asp Cys Phe Glu Val Ala Met Thr Arg Glu Lys Phe 

565 570 575 

Pro Glu Lys He Pro Phe Arg Leu Thr Arg Met Leu Thr Asn Ala Met 

580 585 590 

Glu Val Thr Gly Leu Asp Gly Asn Tyr Arg He Thr Cys His Thr Val 

595 600 605 

Met Glu Val Leu Arg Glu His Lys Asp Ser Val Met Ala Val Leu Glu 

610 615 620 

Ala Phe Val Tyr Asp Pro Leu Leu Asn Trp Arg Leu Met Asp Thr Asn 
625 630 635 640 

Thr Lys Gly Asn Lys Arg Ser Arg Thr Arg Thr Asp Ser Tyr Ser Ala 

645 650 655 

Gly Gin Ser Val Glu He Leu Asp Gly Val Glu Leu Gly Glu Pro Ala 

660 665 670 

His Arg Lys Thr Gly Thr Thr Val Pro Glu Ser He His Ser Phe He 

675 680 685 

Gly Asp Gly Leu Val Lys Pro Glu Ala Leu Asn Lys Lys Ala He Gin 

690 695 700 

He He Asn Arg Val Arg Asp Lys Leu Thr Gly Arg Asp Phe Ser His 
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705 710 715 720 

Asp Asp Thr Leu Asp Val Pro Thr Gin Val Glu Leu Leu lie Lys Gin 

725 730 735 

Ala Thr Ser His Glu Asn Leu Cys Gin Cys Tyr He Gly Trp Cys Pro 
740 745 750 

Phe Trp 



0 <210> 2148 
<211> 114 
<212> PRT 
<213> Homo sapiens 

<400> 2148 

Met Gin Ala Gin Asn Arg Asp Ser Asp He Gly His Pro Ala Ala Glu 

15 10 15 

Leu Pro Val Cys Gin Pro Ser Phe Leu His Cys Ser Lys Ala Val Ser 
20 25 30 

• Gly Leu His Val Gly Asn Arg Phe Thr Pro Gly Ala Asn Phe Leu He 
35 40 45 

Leu He Phe Ser Ser Asn Ser Thr Lys Ser Pro Asn Phe Thr He Glu 

50 55 60 

Lys Leu Leu Leu He Met His Leu Asn Leu Leu Asn Lys Phe Ser Gin 
65 70 75 80 

Ser Trp Ser Leu Ser Asp He Ala Ser Glu Arg Glu Ala Ala Leu Ser 

85 90 95 

Gly Leu Gly Gin Asn Cys His Met Asp Glu He Leu Ser Val Lys Lys 
100 105 110 
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Trp Pro 



<210> 2149 

<211> 225 

<212> PRT 

<213> Homo sapiens 

0 <400> 2149 

Met Met Arg Gly Thr Cys Asp Leu Ala Asp Gly Gly Lys Gin Cys Pro 

15 10 15 

Pro Leu Cys Arg Trp Pro His Pro Thr Cys Trp Arg Pro Lys Gin Asn 

20 25 30 

Gin Gin Val Arg Gly Asn Ser His Ser Leu Pro Ala Phe Lys Trp Gly 

35 40 45 

His Arg Ser Ser Pro Pro Phe Arg Leu Arg Val Gly Leu Lys Phe Thr 

50 55 60 

Pro Leu Ala Leu Leu Gly Leu Arg Pro Leu Thr His Ser Gly Thr His 
• 65 70 75 80 

Ala He Ser Ser Pro Gly Ser Gin Val Leu Asp Ser His Trp Asn Ser 

85 90 95 

His His Gly Phe Ser Trp Asp Ser Gly Pro Arg Pro His Trp Asn Ser 

100 105 110 

His His Gin Leu Ser Trp Val Ser Gly His Arg Leu Thr Leu Glu Leu 

115 120 125 

Thr Pro Ser Ala Leu Leu Gly Leu Arg Pro Ser Asn Gin Thr Gly Thr 

130 135 140 

His Thr He Ser Ser Pro Gly Ser Gin Thr Phe Lys Ser Asn Trp Asn 
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145 150 155 160 

Ser His His Trp Leu Ser Trp Val Ser Gly Pro Arg Leu Thr Leu Glu 

165 170 175 

Leu Thr Ser Ser Ala Leu Leu Gly Pro Gin Leu Ala Asn Cys Arg Pro 

180 185 190 

Leu Asp Ser Ser Thr Cys lie Ala Ala Gly Ala Asn Ser Leu Gin Cys 

195 200 205 

Val Ser Ser Tyr Val Ser He Cys Asp Trp Phe Cys Ser Ser Gly Ala 
210 215 220 

His 
225 



<210> 2150 
<211> 205 
<212> PRT 

<213> Homo sapiens 
<400> 2150 

Met His Leu Gin Met Arg Glu Asp Met Ala Lys Tyr Arg Arg Met Ser 

15 10 15 

Gly Val Arg Pro Gin Ser Phe Arg Asp Leu Glu Thr Pro Pro His Trp 

20 25 30 

Ala Ala Tyr Asp Thr Gly Leu Glu Leu Leu Gly Arg Gin Glu Ala Gly 

35 40 45 

Leu Ala Leu Pro Arg Leu Glu Glu Ala Leu Gin Gly Ser Leu Ala Gin 

50 55 60 

Met Glu Ser Cys Arg Ala Asp Cys Glu Gly Pro Glu Glu Gin Gin Gly 
65 70 75 80 
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Ala Glu Glu Glu Glu Asp Gly Ala Ala Ser Gin Gly Gly Leu Tyr Glu 

85 90 95 

Ala He Ala Gly His Trp He Gin Val Leu Gin Cys Arg Gin Arg Cys 

100 105 110 

Val Gly Glu Thr Ala Thr Arg Pro Gly Arg Ser Phe Pro Val Pro Asp 

115 120 125 

Phe Leu Pro Asn Gin Leu Arg Arg Leu His Glu Ala His Ala Gin Val 

130 135 140 

Ser Leu Ser Gly Leu His Gly Asn His His Phe Thr Arg Thr Leu He 
145 150 155 160 

Cys Pro Pro Leu Ala Pro Val Thr Ser Ser Gly Asp Gly Leu Pro Ser 

165 170 175 

Ala Leu Leu Leu Leu Thr Phe Leu Tyr Phe Pro Pro Ser Cys Ser Ser 

180 185 190 

Leu Asn Ser Pro Ala Lys Trp Ala He Cys Pro Arg Leu 
195 200 205 



<210> 2151 
• <211> 167 
<212> PRT 
<213> Homo sapiens 

<400> 2151 

Met Phe Asp Phe Ser Phe Pro Thr Pro Ala Ser Ala Gly Thr Arg Met 

1 5 10 15 

Gly Pro Ala Ser Cys Gly Gly Arg Ser Leu His Leu Pro Gin Leu Arg 

20 25 30 

Phe Ser Arg Val Asp Ala Thr Ala Val Thr Asp Val Pro Phe Gin Arg 
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35 40 45 

Met His Ala Pro His Arg Ala Pro Glu Val Phe Cys Ser Arg Ser Ser 

50 55 60 

Arg Gly Ala Gly Arg Gly His Pro Thr Pro Thr Pro Arg Val Arg Trp 
65 70 75 80 

Ala Leu Ala Gly Asn Gin Pro Arg Cys Cys Ala Gin Leu Leu Ser Gly 

85 90 95 

Arg Arg Gly Ser Gly Ala Gin Leu Arg Ala Gly Trp Val Arg Gly Pro 

100 105 110 

Ala Val Gly Asn Leu Phe He Leu Leu Leu Gly Lys Glu Asp Gly Glu 

115 120 125 

Glu Glu Gly Thr Val Leu Ser Tyr Ser Ser Met Val His He Ser Asn 

130 135 140 

He Thr Gly He Val Gly Thr Thr Val Ser Lys Thr Lys Pro Ala Leu 
145 150 155 160 

Val Leu Met Glu Leu Thr Phe 
165 



<210> 2152 

<211> 104 

<212> PRT 

<213> Homo sapiens 

<400> 2152 

Met Arg Pro Gly Pro Gly Phe Glu Gly Pro Gly Ser Trp Asp Leu Gly 

15 10 15 

Val Ala Gly Leu Arg Ser Pro Glu Gly Leu Gly Asp Pro Gly Val Trp 
20 25 30 
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Gly Ser Trp Val Ala Ala Ser Pro Ala Lys Glu Glu Glu Ala Ala Arg 

35 40 45 

Ala Gly Arg Ala Gin Pro Leu Gly Val Glu Gin Met Thr Pro Leu Pro 

50 55 60 

Arg Pro Arg Ala Trp Asp Leu He Pro Gly Arg Gly Glu Glu Ala Leu 
65 70 75 80 

Ala Ala Ser Leu Gin Pro Cys Phe Leu Val Leu Val Lys Ser Gin Asn 

85 90 95 

Gly Arg Arg Arg Glu Ser Leu He 
100 



<210> 2153 

<211> 114 

<212> PRT 

<213> Homo sapiens 

<400> 2153 

Met Phe Thr Ser Lys Ser Asn Ser Val Ser Pro Ser Pro Ser Leu Glu 
• 1 5 10 15 

Gin Ala Asp Ser Asp Ala Leu Asp lie Ser Thr Lys Val Gin Leu Tyr 

20 25 30 

Gly Val Leu Trp Lys Arg Pro Phe Gly Arg Pro Ser Ala Lys Trp Ser 

35 40 45 

Arg Arg Phe Phe He He Lys Glu Ser Phe Leu Leu Tyr Tyr Ser Glu 

50 55 60 

Ser Glu Lys Lys Ser Phe Glu Thr Asn Lys Tyr Phe Asn He His Pro 
65 70 75 80 

Lys Val Arg Arg Pro Leu Pro Gly Pro Gin Gin Gly Arg Ala Gin Cys 
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85 90 95 

Gly His Gin Ser Leu His Leu Val Arg Gly Gly Asp Cys Ala Leu Ala 
100 105 110 

Leu Ala 



<210> 2154 
<211> 122 
<212> PRT 

<213> Homo sapiens 
<400> 2154 

Met Ser Arg His Ala Ala Met Gly Leu Arg Pro Glu Ser Ala Gly Cys 

15 10 15 

Leu Cys Leu Ala Leu Pro Leu Pro Asp Arg Ala Leu Ser Phe Gin Lys 

20 25 30 

Gin Lys Lys Gly Gin Pro Gin Arg Val Ala Glu Arg Gin Gin Ser Pro 

35 40 45 

Pro Gly Gin Gly Gin Leu Gly Val Pro Pro Ser Pro Leu Arg Arg Gly 

50 55 60 

Ala Thr Arg Ala Leu Val Thr Ser Gly His Ser Pro Ala Pro Ser Pro 
65 70 75 80 

Cys Gly Ala Ala Gly Thr Gly Gly Ser Leu Leu Arg Ala Gly Gly Thr 

85 90 95 

Ala Lys Glu Ala Pro Asp Ser Leu Phe Phe Phe Phe Glu Thr Glu Ser 

100 105 110 

Leu Cys His Pro Gly Trp Ser Ala Val Ala 
115 120 
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<210> 2155 

<211> 140 

<212> PRT 

<213> Homo sapiens 

<400> 2155 

Met Ala Ala Thr Gly Phe Ser Ala Pro Asn Gly Ser Cys His Gly Thr 

1 5 10 15 

Ser Arg Thr Val Asn Ser Asp Ala Pro Met Ser Pro Glu Leu Pro Lys 

20 25 30 

Pro His Leu Pro Asp Gin Leu Val He Val Asn Glu Thr Glu Ala Asp 

35 40 45 

Ser Lys Pro Ser Lys Asn Val Ala Arg Ser Ala Ala Val Glu Thr Ala 

50 55 60 

Ser Leu Ser Pro Ser Leu Val Pro Ala Arg Gin Pro Thr He Ser Leu 
65 70 75 80 

Leu Cys Glu Asp Thr Ala Asp Thr Leu Ser Val Glu Ser Leu Thr Leu 

85 90 95 

Val Pro Pro Val Asp Pro His Ser Leu Arg Ser Leu Thr Gly Met Pro 

100 105 110 

Pro Leu Ser Thr Pro Ala Ala Ala Cys Thr Glu Pro Val Gly Glu Glu 

115 120 125 

Ala Ala Cys Ala Glu Pro Val Gly Thr Ala Glu Asp 
130 135 140 



<210> 2156 
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<211> 149 
<212> PRT 
<213> Homo sapiens 

<400> 2156 

Met Leu Val Val Ser He Phe He He He Lys He Phe Pro Cys Ser 

15 10 15 

Leu Phe Pro Ala Ser Lys Phe Pro Lys Pro Tyr He Gly Thr Pro Phe 

20 25 30 

Val Lys Gin He Lys Ala Lys Gly Leu Trp Leu Lys Ser Trp Gly Arg 

35 40 45 

Asp Pro Gly Met Thr Ser Ser Met Trp Phe Pro He His Thr Ser Gin 

50 55 60 

Gly Pro Leu Arg Asn Pro Gly Ala Leu Pro Lys Gin Phe Glu Pro Leu 
65 70 75 80 

Val Trp Thr Leu Gly Asn Thr Gly Trp Gin Val Pro Phe Val Cys Leu 

85 90 95 

Ser Thr Cys Ser Pro Trp Leu Pro Asp Ser Pro Pro Ser Val Ser Gly 

100 105 110 

Ser His Ser Val Thr Ser Gin Leu Ser Arg Glu Cys Phe Gly Ala Thr 

115 120 125 

Val Pro Val Ala Gly Ser Thr His Ser His Ser Ser Phe Phe Phe Ala 

130 135 140 

Asn Arg He Gin Leu 
145 



<210> 2157 
<211> 399 
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<212> PRT 

<213> Homo sapiens 
<400> 2157 

Met Ser Arg Arg Asp Ser Glu Ser Thr Arg His Asp Ser Glu Thr Glu 

15 10 15 

Asp Met Leu Trp Asp Asp Leu Leu His Gly Pro Glu Cys Arg Ser Ser 

20 25 30 

Val Thr Ser Asp Ser Glu Gly Ala His Val Asn Thr Leu His Ser Gly 

35 40 45 

Thr Lys Arg Asp Pro Lys Glu Asp Val Phe Gin Gin Asn His Leu Phe 

50 55 60 

Trp Leu Gin Asn Ser Ser Pro Ser Ser Asp Arg Val Ser Ala He lie 
65 70 75 80 

Trp Glu Gly Asn Glu Cys Lys Lys Met Asp Met Ser Val Leu Glu lie 

85 90 95 

Ser Gly He He Met Ser Arg Val Asn Ala Tyr Gin Gin Gly Val Gly 

100 105 110 

Tyr Gin Met Leu Gly Asn Val Val Thr He Gly Leu Ala Phe Phe Pro 

115 120 125 

Phe Leu His Arg Leu Phe Arg Glu Lys Ser Leu Asp Gin Leu Lys Ser 

130 135 140 

He Ser Ala Glu Glu He Leu Thr Leu Phe Cys Gly Ala Pro Pro Val 
145 150 155 160 

Thr Pro He He Val Leu Ser He He Asn Phe Phe Glu Arg Leu Cys 

165 170 175 

Leu Thr Trp Met Phe Phe Phe Met Met Cys Val Ala Glu Arg Thr Tyr 

180 185 190 

Lys Gin Arg Phe Leu Phe Ala Lys Leu Phe Ser His He Thr Ser Ala 
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195 200 205 

Arg Lys Ala Arg Lys Tyr Glu lie Pro His Phe Arg Leu Lys Lys Val 

210 215 220 

Glu Asn He Lys He Trp Leu Ser Leu Arg Ser Tyr Leu Lys Arg Arg 
225 230 235 240 

Gly Pro Gin Arg Ser Val Asp Val Val Val Ser Ser Val Phe Leu Leu 

245 250 255 

Thr Leu Ser He Ala Phe He Cys Cys Ala Gin Val Leu Gin Gly His 

260 265 270 

Lys Thr Phe Leu Asn Asp Ala Tyr Asn Trp Glu Phe Leu He Trp Glu 

275 280 285 

Thr Ala Leu Leu Leu Phe Leu Leu Arg Leu Ala Ser Leu Gly Ser Lys 

290 295 300 

Thr Asn Lys Lys Tyr Ser Asn Val Ser He Leu Leu Thr Glu Gin He 
305 310 315 320 

Asn Leu Tyr Leu Lys Met Glu Lys Lys Pro Asn Lys Lys Glu Gin Leu 

325 330 335 

Thr Leu Val Asn Asn Val Leu Lys Leu Ser Thr Lys Leu Leu Lys Glu 

340 345 350 

Leu Asp Thr Pro Phe Arg Leu Tyr Gly Leu Thr Met Asn Pro Leu He 

355 360 365 

Tyr Asn He Thr Arg Val Val He Leu Ser Ala Val Ser Gly Val He 

370 375 380 

Ser Asp Leu Leu Gly Phe Asn He Arg Leu Trp Lys He Lys Ser 
385 390 395 



<210> 2158 
<211> 129 
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<212> PRT 

<213> Homo sapiens 

<400> 2158 

Met Ser Pro Val Phe Leu He Ser Lys Asn Ser Glu Leu Pro Val Arg 

15 10 15 

Ala Gin Glu Leu Ser Glu Leu Pro Thr Thr Leu Pro Thr Pro His Ser 

20 25 30 

Val Ala Ser Pro Leu. Ser Ser Leu Arg Arg Arg Ser Glu Ser Trp Ser 

35 40 45 

Leu Cys Phe His Cys Asn Leu Ser Gin Gly Lys Ser Ser Pro Gly Tyr 

50 55 60 

Leu Trp Asp Ala Leu Ala Ala Cys Glu Ala Gin Met Ala Ser Gly Thr 
65 70 75 80 

Arg He Leu Thr His Ser Ala Val His Phe Ser Lys Leu Glu Phe Ala 

85 90 95 

He Gly Phe Phe Arg Cys Pro Thr He He Tyr His Tyr Leu Ser Tyr 

100 105 110 

Ser Leu Ser Ser Pro Asn Pro Lys Glu Arg He Leu He Val Phe He 
115 120 125 

Asn 



<210> 2159 

<211> 952 

<212> PRT 

<213> Homo sapiens 
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<400> 2159 

Met Ala Met Glu Pro Gly Ala Leu Trp Thr Phe Leu Gly His Leu Trp 

15 10 15 

Leu Leu Ala Gly Pro Thr Cys Glu Glu Asp Val Asp Glu Cys Leu Ser 

20 25 30 

Asp Pro Cys Leu His Gly Gly Thr Cys Ser Asp Thr Val Ala Gly Tyr 

35 40 45 

He Cys Arg Cys Pro Glu Thr Trp Gly Gly Arg Asp Cys Ser Val Gin 

50 55 60 

Leu Thr Gly Cys Gin Gly His Thr Cys Pro Leu Ala Ala Thr Cys He 
65 70 75 80 

Pro He Phe Glu Ser Gly Val His Ser Tyr Val Cys His Cys Pro Pro 

85 90 95 

Gly Ala His Gly Pro Phe Cys Gly Gin Asn Thr Thr Phe Ser Val Met 

100 105 110 

Ala Gly Ser Pro He Gin Ala Ser Val Pro Ala Gly Gly Pro Leu Gly 

115 120 125 

Leu Ala Leu Arg Phe Arg Thr Thr Leu Pro Ala Gly Thr Leu Ala Thr 

130 135 140 

Arg Asn Asp Thr Lys Glu Ser Leu Glu Leu Ala Leu Val Ala Ala Thr 
145 150 155 160 

Leu Gin Ala Thr Leu Trp Ser Tyr Ser Thr Thr Val Leu Val Leu Arg 

165 170 175 

Leu Pro Asp Leu Ala Leu Asn Asp Gly His Trp His Gin Val Glu Val 

180 185 190 

Val Leu His Leu Ala Thr Leu Glu Leu Arg Leu Trp His Glu Gly Cys 

195 200 205 

Pro Ala Arg Leu Cys Val Ala Ser Gly Pro Val Ala Leu Ala Ser Thr 
210 215 220 
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Ala Ser Ala Thr Pro Leu Pro Ala Gly He Ser Ser Ala Gin Leu Gly 
225 230 235 240 

Asp Ala Thr Phe Ala Gly Cys Leu Gin Asp Val Arg Val Asp Gly His 

245 250 255 

Leu Leu Leu Pro Glu Asp Leu Gly Glu Asn Val Leu Leu Gly Cys Glu 

260 265 270 

Arg Arg Glu Gin Cys Arg Pro Leu Pro Cys Val His Gly Gly Ser Cys 

275 280 285 

Val Asp Leu Trp Thr His Phe Arg Cys Asp Cys Ala Arg Pro His Arg 

290 295 300 

Gly Pro Thr Cys Ala Asp Glu He Pro Ala Ala Thr Phe Gly Leu Gly 
305 310 315 320 

Gly Ala Pro Ser Ser Ala Ser Phe Leu Leu Gin Glu Leu Pro Gly Pro 

325 330 335 

Asn Leu Thr Val Ser Phe Leu Leu Arg Thr Arg Glu Ser Ala Gly Leu 

340 345 350 

Leu Leu Gin Phe Ala Asn Asp Ser Ala Ala Gly Leu Thr Val Phe Leu 

355 360 365 

Ser Glu Gly Arg He Arg Ala Glu Ala Pro Gly Ser Pro Ala Val Val 

370 375 380 

Leu Pro Gly Arg Trp Asp Asp Gly Leu Arg His Leu Val Met Leu Ser 
385 390 395 400 

Phe Gly Pro Asp Gin Leu Gin Asp Leu Gly Gin His Val His Val Gly 

405 410 415 

Gly Arg Leu Leu Ala Ala Asp Ser Gin Pro Trp Gly Gly Pro Phe Arg 

420 425 430 

Gly Cys Leu Gin Asp Leu Arg Leu Asp Gly Cys His Leu Pro Phe Phe 

435 440 445 

Pro Leu Pro Leu Asp Asn Ser Ser Gin Pro Ser Glu Leu Gly Gly Arg 
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450 455 460 

Gin Ser Trp Asn Leu Thr Ala Gly Cys Val Ser Glu Asp Met Cys Ser 
465 470 475 480 

Pro Asp Pro Cys Phe Asn Gly Gly Thr Cys Leu Val Thr Trp Asn Asp 

485 490 495 

Phe His Cys Thr Cys Pro Ala Asn Phe Thr Gly Pro Thr Cys Ala Gin 

500 505 510 

Gin Leu Trp Cys Pro Gly Gin Pro Cys Leu Pro Pro Ala Thr Cys Glu 

515 520 525 

Glu Val Pro Asp Gly Phe Val Cys Val Ala Glu Ala Thr Phe Arg Glu 

530 535 540 

Gly Pro Pro Ala Ala Phe Ser Gly His Asn Ala Ser Ser Gly Arg Leu 
545 550 555 560 

Leu Gly Gly Leu Ser Leu Ala Phe Arg Thr Arg Asp Ser Glu Ala Trp 

565 570 575 

Leu Leu Arg Ala Ala Ala Gly Ala Leu Glu Gly Val Trp Leu Ala Val 

580 585 590 

Arg Asn Gly Ser Leu Ala Gly Gly Val Arg Gly Gly His Gly Leu Pro 

595 600 605 

Gly Ala Val Leu Pro He Pro Gly Pro Arg Val Ala Asp Gly Ala Trp 

610 615 620 

His Arg Val Arg Leu Ala Met Glu Arg Pro Ala Ala Ala Thr Ser Arg 
625 630 635 640 

Trp Leu Leu Trp Leu Asp Gly Ala Ala Thr Pro Val Ala Leu Arg Gly 

645 650 655 

Leu Ala Ser Asp Leu Gly Phe Leu Gin Gly Pro Gly Ala Val Arg He 

660 665 670 

Leu Leu Ala Glu Asn Phe Thr Gly Cys Leu Gly Arg Val Ala Leu Gly 
675 680 685 
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Gly Leu Pro Leu Pro Leu Ala Arg Pro Arg Pro Gly Ala Ala Pro Gly 

690 695 700 

Ala Arg Glu His Phe Ala Ser Trp Pro Gly Thr Pro Ala Pro He Leu 
705 710 715 720 

Gly Cys Arg Gly Ala Pro Val Cys Ala Pro Ser Pro Cys Leu His Asp 

725 730 735 

Gly Ala Cys Arg Asp Leu Phe Asp Ala Phe Ala Cys Ala Cys Gly Pro 

740 745 750 

Gly Trp Glu Gly Pro Arg Cys Glu Ala His Val Asp Pro Cys His Ser 

755 760 765 

Ala Pro Cys Ala Arg Gly Arg Cys His Thr His Pro Asp Gly Arg Phe 

770 775 780 

Glu Cys Arg Cys Pro Pro Gly Phe Gly Gly Pro Arg Cys Arg Leu Pro 
785 790 795 800 

Val Pro Ser Lys Glu Cys Ser Leu Asn Val Thr Cys Leu Asp Gly Ser 

805 810 815 

Pro Cys Glu Gly Arg Ser Pro Ala Ala Asn Cys Ser Cys Leu Glu Gly 

820 825 830 

Leu Ala Gly Gin Arg Cys Gin Val Pro Thr Leu Pro Cys Glu Ala Asn 

835 840 845 

Pro Cys Leu Asn Gly Gly Thr Cys Arg Ala Ala Gly Gly Val Ser Glu 

850 855 860 

Cys He Cys Asn Ala Arg Phe Ser Gly Gin Phe Cys Glu Val Ala Lys 
865 870 875 880 

Gly Leu Pro Leu Pro Leu Pro Phe Pro Leu Leu Glu Val Ala Val Pro 

885 890 895 

Ala Ala Cys Ala Cys Leu Leu Leu Leu Leu Gly Leu Leu Ser Gly He 

900 905 910 

Leu Ala Ala Arg Lys Arg Arg Gin Ser Glu Gly Thr Tyr Ser Pro Ser 
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915 920 925 

Gin Gin Glu Val Ala Gly Ala Arg Leu Glu Met Asp Ser Val Leu Lys 

930 935 940 

Val Pro Pro Glu Glu Arg Leu He 
945 950 



<210> 2160 

<211> 749 

0 <212> PRT 

<213> Homo sapiens 

<400> 2160 

Met Gin Arg Pro Ser Val Ser Arg Ala Glu Asn Tyr Gin Leu Leu Trp 

15 10 15 

Asp Thr He Ala Ser Leu Lys Gin Cys Glu Gin Ala Met Gin His Ala 

20 25 30 

Phe He Pro Val Asn Gly Thr Glu lie Glu Tyr Glu Phe Glu Glu lie 
35 40 45 

• Thr Leu Glu Arg Gly Asn Ser Gly Leu Gly Phe Ser He Ala Gly Gly 
50 55 60 

Thr Asp Asn Pro His He Gly Asp Asp Pro Gly He Phe He Thr Lys 
65 70 75 80 

He He Pro Gly Gly Ala Ala Ala Glu Asp Gly Arg Leu Arg Val Asn 

85 90 95 

Asp Cys He Leu Arg Val Asn Glu Val Asp Val Ser Glu Val Ser His 

100 105 110 

Ser Lys Ala Val Glu Ala Leu Lys Glu Ala Gly Ser He Val Arg Leu 
115 120 125 
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Tyr Val Arg Arg Arg Arg Pro He Leu Glu Thr Val Val Glu He Lys 

130 135 140 

Leu Phe Lys Gly Pro Lys Gly Leu Gly Phe Ser He Ala Gly Gly Val 
145 150 155 160 

Gly Asn Gin His He Pro Gly Asp Asn Ser He Tyr Val Thr Lys He 

165 170 175 

He Asp Gly Gly Ala Ala Gin Lys Asp Gly Arg Leu Gin Val Gly Asp 

180 185 190 

Arg Leu Leu Met Val Asn Asn Tyr Ser Leu Glu Glu Val Thr His Glu 

195 200 205 

Glu Ala Val Ala He Leu Lys Asn Thr Ser Glu Val Val Tyr Leu Lys 

210 215 220 

Val Gly Lys Pro Thr Thr He Tyr Met Thr Asp Pro Tyr Gly Pro Pro 
225 230 235 240 

Asp He Thr His Ser Tyr Ser Pro Pro Met Glu Asn His Leu Leu Ser 

245 250 255 

Gly Asn Asn Gly Thr Leu Glu Tyr Lys Thr Ser Leu Pro Pro He Ser 

260 265 270 

Pro Gly Arg Tyr Ser Pro He Pro Lys His Met Leu Val Asp Asp Asp 

275 280 285 

Tyr Thr Ser His Ser Gin His Ser Thr Ala Thr Arg Gin Pro Ser Met 

290 295 300 

Thr Leu Gin Arg Ala Val Ser Leu Glu Gly Glu Pro Arg Lys Val Val 
305 310 315 320 

Leu His Lys Gly Ser Thr Gly Leu Gly Phe Asn He Val Gly Gly Glu 

325 330 335 

Asp Gly Glu Gly He Phe Val Ser Phe He Leu Ala Gly Gly Pro Ala 

340 345 350 

Asp Leu Ser Gly Glu Leu Gin Arg Gly Asp Gin He Leu Ser Val Asn 
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355 360 365 

Gly He Asp Leu Arg Gly Ala Ser His Glu Gin Ala Ala Ala Ala Leu 

370 375 380 

Lys Gly Ala Gly Gin Thr Val Thr He He Ala Gin Tyr Gin Pro Glu 
385 390 395 400 

Asp Tyr Ala Arg Phe Glu Ala Lys He His Asp Leu Arg Glu Gin Met 

405 410 415 

Met Asn His Ser Met Ser Ser Gly Ser Gly Ser Leu Arg Thr Asn Gin 

420 425 430 

Lys Arg Ser Leu Tyr Val Arg Ala Met Phe Asp Tyr Asp Lys Ser Lys 

435 440 445 

Asp Ser Gly Leu Pro Ser Gin Gly Leu Ser Phe Lys Tyr Gly Asp He 

450 455 460 

Leu His Val He Asn Ala Ser Asp Asp Glu Trp Trp Gin Ala Arg Arg 
465 470 475 480 

Val Met Leu Glu Gly Asp Ser Glu Glu Met Gly Val He Pro Ser Lys 

485 490 495 

Arg Arg Val Glu Arg Lys Glu Arg Ala Arg Leu Lys Thr Val Lys Phe 

500 505 510 

Asn Ala Lys Pro Gly Val He Asp Ser Lys Gly Asp He Pro Gly Leu 

515 520 525 

Gly Asp Asp Gly Tyr Gly Thr Lys Thr Leu Arg Gly Gin Glu Asp Leu 

530 535 540 

He Leu Ser Tyr Glu Pro Val Thr Arg Gin Glu He Asn Tyr Thr Arg 
545 550 555 560 

Pro Val He He Leu Gly Pro Met Lys Asp Arg He Asn Asp Asp Leu 

565 570 575 

He Ser Glu Phe Pro Asp Lys Phe Gly Ser Cys Val Pro His Thr Thr 
580 585 590 
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Arg Pro Lys Arg Asp Tyr Glu Val Asp Gly Arg Asp Tyr His Phe Val 

595 600 605 

He Ser Arg Glu Gin Met Glu Lys Asp He Gin Glu His Lys Phe He 

610 615 620 

Glu Ala Gly Gin Tyr Asn Asp Asn Leu Tyr Gly Thr Ser Val Gin Ser 
625 630 635 640 

Val Arg Phe Val Ala Glu Arg Gly Lys His Cys He Leu Asp Val Ser 

645 650 655 

Gly Asn Ala He Lys Arg Leu Gin Val Ala Gin Leu Tyr Pro He Ala 

660 665 670 

He Phe He Lys Pro Arg Ser Leu Glu Pro Leu Met Glu Met Asn Lys 

675 680 685 

Arg Leu Thr Glu Glu Gin Ala Lys Lys Thr Tyr Asp Arg Ala He Lys 

690 695 700 

Leu Glu Gin Glu Phe Gly Glu Tyr Phe Thr Ala He Val Gin Gly Asp 
705 710 715 720 

Thr Leu Glu Asp He Tyr Asn Gin Cys Lys Leu Val He Glu Glu Gin 

725 730 735 

Ser Gly Pro Phe He Trp He Pro Ser Lys Glu Lys Leu 
740 745 



<210> 2161 
<211> 304 
<212> PRT 

<213> Homo sapiens 



<400> 2161 

Met Gin Glu Trp Val 



Val Leu Glu He Tyr Ser Pro Leu He Ser Gin 
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15 10 15 

Gin Asp Phe He Gin He Arg Leu Arg Glu Asp Leu Lys Pro Trp Glu 

20 25 30 

Lys Ser Pro He Leu Lys He Ser Ala Pro Gin Pro He Pro Ser Asn 

35 40 45 

Arg He Asp Thr Thr Ser Ser Ala Ser Trp Val Ala Gly Ser Phe Ser 

50 55 60 

Pro Val Ser Pro Pro Val Val Asp Leu Arg Thr He Met Glu He Glu 
65 70 75 80 

Glu Ser Arg Gin Lys Cys Gly Ala Thr Pro Lys Ser His Leu Gly Lys 

85 90 95 

Thr Val Ser His Gly Val Lys Leu Ser Gin Lys Gin Arg Lys Met He 

100 105 110 

Ala Leu Thr Thr Lys Glu Asn Asn Ser Gly Met Asn Ser Met Glu Thr 

115 120 125 

Val Leu Phe Thr Pro Ser Lys Ala Pro Lys Pro Val Asn Ala Trp Ala 

130 135 140 

Ser Ser Leu His Ser Val Ser Ser Lys Ser Phe Arg Asp Phe Leu Leu 
145 150 155 160 

Glu Glu Lys Lys Ser Val Thr Ser His Ser Ser Gly Asp His Val Lys 

165 170 175 

Lys Val Ser Phe Lys Gly He Glu Asn Ser Gin Ala Pro Lys He Val 

180 185 190 

Arg Cys Ser Thr His Gly Thr Pro Gly Pro Glu Gly Asn His He Ser 

195 200 205 

Asp Leu Pro Leu Leu Asp Ser Pro Asn Pro Trp Leu Ser Ser Ser Val 

210 215 220 

Thr Ala Pro Ser Met Val Ala Pro Val Thr Phe Ala Ser He Val Glu 
225 230 235 240 
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Glu Glu Leu Gin Gin Glu Ala Ala Leu He Arg Ser Arg Glu Lys Pro 

245 250 255 

Leu Ala Leu lie Gin He Glu Glu His Ala He Gin Asp Leu Leu Val 

260 265 270 

Phe Tyr Glu Ala Phe Gly Asn Pro Glu Glu Phe Val He Val Glu Arg 

275 280 285 

Thr Pro Gin Gly Pro Leu Ala Val Pro Met Trp Asn Lys His Gly Cys 
290 295 300 



<210> 2162 
<211> 177 
<212> PRT 

<213> Homo sapiens 



<400> 2162 

Met Ala Val Cys He Ala Val He Ala Lys Glu Asn Tyr Pro Leu Tyr 

15 10 15 

He Arg Ser Thr Pro Thr Glu Asn Glu Leu Lys Phe His Tyr Met Val 
• 20 25 30 

His Thr Ser Leu Asp Val Val Asp Glu Lys He Ser Ala Met Gly Lys 

35 40 45 

Ala Leu Val Asp Gin Arg Glu Leu Tyr Leu Gly Leu Leu Tyr Pro Thr 

50 55 60 

Glu Asp Tyr Lys Val Tyr Gly Tyr Val Thr Asn Ser Lys Val Lys Phe 
65 70 75 80 

Val Met Val Val Asp Ser Ser Asn Thr Ala Leu Arg Asp Asn Glu He 

85 90 95 

Arg Ser Met Phe Arg Lys Leu His Asn Ser Tyr Thr Asp Val Met Cys 
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100 105 110 

Asn Pro Phe Tyr Asn Pro Gly Asp Arg He Gin Ser Arg Trp Ala Leu 

115 120 125 

Leu Ser Val Ser Ala Ser Ser Pro Gly Gly Pro Tyr Phe Leu Cys Leu 

130 135 140 

His Pro Val Gin Val Gly Leu Thr Phe Cys Val Leu Pro Pro Ser Phe 
145 150 155 160 

Cys Arg Thr Cys Leu Ala He Leu Val Ala Lys Met Gin Pro Phe Gly 
165 170 175 

Lys 



<210> 2163 

<211> 170 

<212> PRT 

<213> Homo sapiens 

<400> 2163 

^ Met Pro Leu His Ser Ser Leu Ala Thr Glu Arg Asp Ser He Ser Lys 

15 10 15 

Lys Gin Lys He Glu Met Ala Ser Arg Cys Val Ala Trp Val Gly Leu 

20 25 30 

Glu Leu Leu Ser Ser Asn Asp Pro Leu Thr Ser Ala Ser Glu Ser Ala 

35 40 45 

Gly He He Gly Val Ser His Gly Ala Arg Pro Pro Arg Gly Val Leu 

50 55 60 

Ser Pro Pro Gly He Ala Val Trp Cys Glu Val Gly Ser Gly Leu Val 
65 70 75 80 
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Ser His Leu Gly Cys Glu Pro Ala Cys Leu Ala Ser Trp Ser Gin Ala 

85 90 95 

Ser Cys Asp Leu Asp Leu Gly Pro Pro Ser Ser Phe Val Leu Ser Leu 

100 105 110 

Ser Leu Arg Leu Gly Gly His Pro Leu Ser Pro Glu Trp Ser Trp Arg 

115 120 125 

Val Arg Ser Leu Val Arg Pro Cys Thr Val Gly Gly Thr Leu Ser Pro 

130 135 140 

Glu Arg Ser Trp Arg Val Arg Ser Leu Val Arg Leu Cys Thr Trp Ala 
145 150 155 160 

Ala Pro Cys Leu Gin Asn Gly Pro Gly Val 
165 170 



<210> 2164 
<211> 146 
<212> PRT 

<213> Homo sapiens 

• <400> 2164 

Met His Phe Leu Gly Leu Pro He He Lys Tyr Pro Lys Leu Gly Gly 

15 10 15 

Arg Lys Gin His Thr Tyr Ser Leu Pro Val Leu Glu Thr Gly Ser Leu 

20 25 30 

Gin Ser Arg Cys Arg Gin Asp Cys Cys Leu Phe Glu Val Pro Leu Gly 

35 40 45 

Arg Thr Leu Leu Ser Pro Pro Asp Arg Pro Gly Ser Trp Trp Pro Leu 

50 55 60 

Ala Ser He Ser Pro Ser Ser Leu Pro Pro Phe Ser Cys Gly Leu Leu 
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65 70 75 80 

Cys Leu Cys Leu Ser Arg Thr Pro Val Val Leu Asp Gin Gly Pro Thr 

85 90 95 

Leu Leu Gin Leu Ser Ser Ser Phe Phe Phe Phe Phe Phe Phe Trp Arg 

100 105 110 

Arg Ser Leu Ala Leu Ser Pro Arg Leu Glu Phe Ser Gly Thr He Ser 

115 120 125 

Ala His Cys Lys Leu Cys Leu Pro Gly Ser His His Ser Pro Ala Ser 

130 135 140 

Ala Ser 
145 



<210> 2165 

<211> 179 

<212> PRT 

<213> Homo sapiens 

<400> 2165 

Met Gly Lys Tyr Leu Ser Phe Leu Phe Met Ser Val Ser Arg Ser Ala 

15 10 15 

Lys His Cys Phe Phe Ser Leu Ser Leu Leu Ala Ser Val Asn Lys Lys 

20 25 30 

Glu Met Leu Asn Phe Ser Ser He His Glu Asn Lys Glu He Ser Val 

35 40 45 

Ser Pro Gin Val Arg Gly Pro Phe Gly Gly Gin Met Val Lys Thr Arg 

50 55 60 

Ala Cys Met Gly Leu Ser Met Ala Trp Gly Ser Cys Cys Ser Pro Gly 
65 70 75 80 
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Gly Cys Leu Pro Arg Gin Gly Lys Leu Arg Ser Pro Leu Glu Leu Gin 

85 90 95 

Gly His Gin Ala His Gly Pro Leu Ser Asp Ser Ser Leu Ser Val Cys 

100 105 110 

Lys Arg Gly Thr Cys His Gin Leu lie Pro Cys Ser Ser Ser Gin Ala 

115 120 125 

Ser Thr Pro Lys Glu Glu Glu Val Leu Arg Gin Gly Pro Gly Leu Thr 

130 135 140 

Ser Gly Glu Ala Gly Gly Trp Pro Leu Ser Ala Ser Phe Leu Gin His 
145 150 155 160 

Arg Ser Ser Ala Thr His Arg His Pro Ala Gin Trp Pro Glu Arg Ser 
165 170 175 

Pro Arg Val 



<210> 2166 
<211> 756 
<212> PRT 
<213> Homo sapiens 

<400> 2166 

Met Glu Glu Glu Leu Lys Cys Pro Val Cys Gly Ser Leu Phe Arg Glu 

15 10 15 

Pro He He Leu Pro Arg Ser His Asn Val Cys Leu Pro Cys Ala Arg 

20 25 30 

Thr He Ala Val Gin Thr Pro Asp Gly Glu Gin His Leu Pro Gin Pro 

35 40 45 

Leu Leu Leu Ser Arg Gly Ser Gly Leu Gin Ala Gly Ala Ala Ala Ala 
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50 55 60 

Ala Ser Leu Glu His Asp Ala Ala Ala Gly Pro Ala Cys Gly Gly Ala 
65 70 75 80 

Gly Gly Ser Ala Ala Gly Gly Leu Gly Gly Gly Ala Gly Gly Gly Gly 

85 90 95 

Asp His Ala Asp Lys Leu Ser Leu Tyr Ser Glu Thr Asp Ser Gly Tyr 

100 105 110 

Gly Ser Tyr Thr Pro Ser Leu Lys Ser Pro Asn Gly Val Arg Val Leu 

115 120 125 

Pro Met Val Pro Ala Pro Pro Gly Ser Ser Ala Ala Ala Ala Arg Gly 

130 135 140 

Ala Ala Cys Ser Ser Leu Ser Ser Ser Ser Ser Ser He Thr Cys Pro 
145 150 155 160 

Gin Cys His Arg Ser Ala Ser Leu Asp His Arg Gly Leu Arg Gly Phe 

165 170 175 

Gin Arg Asn Arg Leu Leu Glu Ala He Val Gin Arg Tyr Gin Gin Gly 

180 185 190 

Arg Gly Ala Val Pro Gly Thr Ser Ala Ala Ala Ala Val Ala He Cys 

195 200 205 

Gin Leu Cys Asp Arg Thr Pro Pro Glu Pro Ala Ala Thr Leu Cys Glu 

210 215 220 

Gin Cys Asp Val Leu Tyr Cys Ser Ala Cys Gin Leu Lys Cys His Pro 
225 230 235 240 

Ser Arg Gly Pro Phe Ala Lys His Arg Leu Val Gin Pro Pro Pro Pro 

245 250 255 

Pro Pro Pro Pro Ala Glu Ala Ala Ser Gly Pro Thr Gly Thr Ala Gin 

260 265 270 

Gly Ala Pro Ser Gly Gly Gly Gly Cys Lys Ser Pro Gly Gly Ala Gly 
275 280 285 
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Ala Gly Ala Thr Gly Gly Ser Thr Ala Arg Lys Phe Pro Thr Cys Pro 

290 295 300 

Glu His Glu Met Glu Asn Tyr Ser Met Tyr Cys Val Ser Cys Arg Thr 
305 310 315 320 

Pro Val Cys Tyr Leu Cys Leu Glu Glu Gly Arg His Ala Lys His Glu 

325 330 335 

Val Lys Pro Leu Gly Ala Met Trp Lys Gin His Lys Ala Gin Leu Ser 

340 345 350 

Gin Ala Leu Asn Gly Val Ser Asp Lys Ala Lys Glu Ala Lys Glu Phe 

355 360 365 

Leu Val Gin Leu Lys Asn He Leu Gin Gin He Gin Glu Asn Gly Leu 

370 375 380 

Asp Tyr Glu Ala Cys Leu Val Ala Gin Cys Asp Ala Leu Val Asp Ala 
385 390 395 400 

Leu Thr Arg Gin Lys Ala Lys Leu Leu Thr Lys Val Thr Lys Glu Arg 

405 410 415 

Glu His Lys Leu Lys Met Val Trp Asp Gin He Asn His Cys Thr Leu 

420 425 430 

Lys Leu Arg Gin Ser Thr Gly Leu Met Glu Tyr Cys Leu Glu Val He 

435 440 445 

Lys Glu Asn Asp Pro Ser Gly Phe Leu Gin He Ser Asp Ala Leu He 

450 455 460 

Lys Arg Val Gin Val Ser Gin Glu Gin Trp Val Lys Gly Ala Leu Glu 
465 470 475 480 

Pro Lys Val Ser Ala Glu Phe Asp Leu Thr Leu Asp Ser Glu Pro Leu 

485 490 495 

Leu Gin Ala He His Gin Leu Asp Phe He Gin Met Lys Cys Arg Val 

500 505 510 

Pro Pro Val Pro Leu Leu Gin Leu Glu Lys Cys Cys Thr Arg Asn Asn 
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515 520 525 

Ser Val Thr Leu Ala Trp Arg Met Pro Pro Phe Thr His Ser Pro Val 

530 535 540 

Asp Gly Tyr He Leu Glu Leu Asp Asp Gly Ala Gly Gly Gin Phe Arg 
545 550 555 560 

Glu Val Tyr Val Gly Lys Glu Thr Leu Cys Thr He Asp Gly Leu His 

565 570 575 

Phe Asn Ser Thr Tyr Asn Ala Arg Val Lys Ala Phe Asn Ser Ser Gly 

580 585 590 

Val Gly Pro Tyr Ser Lys Thr Val Val Leu Gin Thr Ser Asp Val Ala 

595 600 605 

Trp Phe Thr Phe Asp Pro Asn Ser Gly His Arg Asp He He Leu Ser 

610 615 620 

Asn Asp Asn Gin Thr Ala Thr Cys Ser Ser Tyr Asp Asp Arg Val Val 
625 630 635 640 

Leu Gly Thr Ala Ala Phe Ser Lys Gly Val His Tyr Trp Glu Leu His 

645 . 650 655 

Val Asp Arg Tyr Asp Asn His Pro Asp Pro Ala Phe Gly Val Ala Arg 

660 665 670 

Ala Ser Val Val Lys Asp Val Met Leu Gly Lys Asp Asp Lys Ala Trp 

675 680 685 

Ala Met Tyr Val Asp Asn Asn Arg Ser Trp Phe Met His Cys Asn Ser 

690 695 700 

His Thr Asn Arg Thr Glu Gly Gly Val Cys Lys Gly Ala Thr Val Gly 
705 710 715 720 

Val Leu Leu Asp Leu Asn Lys His Thr Leu Thr Phe Phe He Asn Gly 

725 730 735 

Gin Gin Gin Gly Pro Thr Ala Phe Arg His Gin Val Gin Pro Ser Val 
740 745 750 
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<210> 2167 
<211> 1246 
<212> PRT 
<213> Homo sapiens 



<400> 2167 

Met Val Pro Ala Gly Asp Gin Asp Arg Ala Pro His Arg Gly Lys Pro 

15 10 15 

Ala Gin Ala Gly Ala Arg Thr Ser Arg Ala Ser Arg Ala Leu Arg Ser 

20 25 30 

Trp Arg Arg Ser Gin Ala Ala Arg Ala Thr Val Thr His Pro Arg Gly 

35 40 45 

Gly His Asp Arg Gly Ser His Gly Gly Tyr Arg Glu Gly His Arg Gly 

50 55 60 

Cys Arg Arg Asp Pro Gin Trp Ala Ser Ala Gly Pro Pro Pro Leu Ser 
65 70 75 80 

Phe Thr Glu Glu Val Lys Phe Glu Leu Arg Ala Leu Lys Asp Trp Asp 

85 90 95 

Phe Lys Met Ser Val Pro Asp Tyr Met Gin Cys Ala Glu Asp His Gin 

100 105 110 

Thr Leu Leu Val Val Val Gin Pro Val Gly He Val Ser Glu Glu Asn 

115 120 125 

Phe Phe Arg He Tyr Lys Arg He Cys Ser Val Ser Gin He Ser Val 

130 135 140 

Arg Asp Ser Gin Arg Val Leu Tyr He Arg Tyr Arg His His Tyr Pro 
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145 150 155 160 

Pro Glu Asn Asn Glu Trp Gly Asp Phe Gin Thr His Arg Lys Val Val 

165 170 175 

Gly Leu He Thr He Thr Asp Cys Phe Ser Ala Lys Asp Trp Pro Gin 

180 185 190 

Thr Phe Glu Lys Phe His Val Gin Lys Glu He Tyr Gly Ser Thr Leu 

195 200 205 

Tyr Asp Ser Arg Leu Phe Val Phe Gly Leu Gin Gly Glu He Val Glu 

210 215 220 

Gin Pro Arg Thr Asp Val Ala Phe Tyr Pro Asn Tyr Glu Asp Cys Gin 
225 230 235 240 

Thr Val Glu Lys Arg He Glu Asp Phe He Glu Ser Leu Phe He Val 

245 250 255 

Leu Glu Ser Lys Arg Leu Asp Arg Ala Thr Asp Lys Ser Gly Asp Lys 

260 265 270 

He Pro Leu Leu Cys Val Pro Phe Glu Lys Lys Asp Phe Val Gly Leu 

275 280 285 

Asp Thr Asp Ser Arg His Tyr Lys Lys Arg Cys Gin Gly Arg Met Arg 

290 295 300 

Lys His Val Gly Asp Leu Cys Leu Gin Ala Gly Met Leu Gin Asp Ser 
305 310 315 320 

Leu Val His Tyr His Met Ser Val Glu Leu Leu Arg Ser Val Asn Asp 

325 330 335 

Phe Leu Trp Leu Gly Ala Ala Leu Glu Gly Leu Cys Ser Ala Ser Val 

340 345 350 

He Tyr His Tyr Pro Gly Gly Thr Gly Gly Lys Ser Gly Ala Arg Arg 

355 360 365 

Phe Gin Gly Ser Thr Leu Pro Ala Glu Ala Ala Asn Arg His Arg Pro 
370 375 380 
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Gly Ala Gin Glu Val Leu lie Asp Pro Gly Ala Leu Thr Thr Asn Gly 
385 390 395 400 

lie Asn Pro Asp Thr Ser Thr Glu He Gly Arg Ala Lys Asn Cys Leu 

405 410 415 

Ser Pro Glu Asp He He Asp Lys Tyr Lys Glu Ala He Ser Tyr Tyr 

420 425 430 

Ser Lys Tyr Lys Asn Ala Gly Val He Glu Leu Glu Ala Cys He Lys 

435 440 445 

Ala Val Arg Val Leu Ala He Gin Lys Arg Ser Met Glu Ala Ser Glu 

450 455 460 

Phe Leu Gin Asn Ala Val Tyr He Asn Leu Arg Gin Leu Ser Glu Glu 
465 470 475 480 

Glu Lys He Gin Arg Tyr Ser He Leu Ser Glu Leu Tyr Glu Leu He 

485 490 495 

Gly Phe His Arg Lys Ser Ala Phe Phe Lys Arg Val Ala Ala Met Gin 

500 505 510 

Cys Val Ala Pro Ser He Ala Glu Pro Gly Trp Arg Ala Cys Tyr Lys 

515 520 525 

Leu Leu Leu Glu Thr Leu Pro Gly Tyr Ser Leu Ser Leu Asp Pro Lys 

530 535 540 

Asp Phe Ser Arg Gly Thr His Arg Gly Trp Ala Ala Val Gin Met Arg 
545 550 555 560 

Leu Leu His Glu Leu Val Tyr Ala Ser Arg Arg Met Gly Asn Pro Ala 

565 570 575 

Leu Ser Val Arg His Leu Ser Phe Leu Leu Gin Thr Met Leu Asp Phe 

580 585 590 

Leu Ser Asp Gin Glu Lys Lys Asp Val Ala Gin Ser Leu Glu Asn Tyr 

595 600 605 

Thr Ser Lys Cys Pro Gly Thr Met Glu Pro He Ala Leu Pro Gly Gly 
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610 615 620 

Leu Thr Leu Pro Pro Val Pro Phe Thr Lys Leu Pro Val Val Arg His 
625 630 635 640 

Val Lys Leu Leu Asn Leu Pro Ala Ser Leu Arg Pro His Lys Met Lys 

645 650 655 

Ser Leu Leu Gly Gin Asn Val Ser Thr Lys Ser Pro Phe He Tyr Ser 

660 665 670 

Pro lie He Ala His Asn Arg Gly Glu Glu Arg Asn Lys Lys He Asp 

675 680 685 

Phe Gin Trp Val Gin Gly Asp Val Cys Glu Val Gin Leu Met Val Tyr 

690 695 700 

Asn Pro Met Pro Phe Glu Leu Arg Val Glu Asn Met Gly Leu Leu Thr 
705 710 715 720 

Ser Gly Val Glu Phe Glu Ser Leu Pro Ala Ala Leu Ser Leu Pro Ala 

725 730 735 

Glu Ser Gly Leu Tyr Pro Val Thr Leu Val Gly Val Pro Gin Thr Thr 

740 745 750 

Gly Thr He Thr Val Asn Gly Tyr His Thr Thr Val Phe Gly Val Phe 

755 760 765 

Ser Asp Cys Leu Leu Asp Asn Leu Pro Gly He Lys Thr Ser Gly Ser 

770 775 780 

Thr Val Glu Val He Pro Ala Leu Pro Arg Leu Gin He Ser Thr Ser 
785 790 795 800 

Leu Pro Arg Ser Ala His Ser Leu Gin Pro Ser Ser Gly Asp Glu He 

805 810 815 

Ser Thr Asn Val Ser Val Gin Leu Tyr Asn Gly Glu Ser Gin Gin Leu 

820 825 830 

He He Lys Leu Glu Asn He Gly Met Glu Pro Leu Glu Lys Leu Glu 
835 840 845 
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Val Thr Ser Lys Val Leu Thr Thr Lys Glu Lys Leu Tyr Gly Asp Phe 

850 855 860 

Leu Ser Trp Lys Leu Glu Glu Thr Leu Ala Gin Phe Pro Leu Gin Pro 
865 870 875 880 

Gly Lys Val Ala Thr Phe Thr He Asn He Lys Val Lys Leu Asp Phe 

885 890 895 

Ser Cys Gin Glu Asn Leu Leu Gin Asp Leu Ser Asp Asp Gly He Ser 

900 905 910 

Val Ser Gly Phe Pro Leu Ser Ser Pro Phe Arg Gin Val Val Arg Pro 

915 920 925 

Arg Val Glu Gly Lys Pro Val Asn Pro Pro Glu Ser Asn Lys Ala Gly 

930 935 940 

Asp Tyr Ser His Val Lys Thr Leu Glu Ala Val Leu Asn Phe Lys Tyr 
945 950 955 960 

Ser Gly Gly Pro Gly His Thr Glu Gly Tyr Tyr Arg Asn Leu Ser Leu 

965 970 975 

Gly Leu His Val Glu Val Glu Pro Ser Val Phe Phe Thr Arg Val Ser 

980 985 990 

Thr Leu Pro Ala Thr Ser Thr Arg Gin Cys His Leu Leu Leu Asp Val 

995 1000 1005 

Phe Asn Ser Thr Glu His Glu Leu Thr Val Ser Thr Arg Ser Ser Glu 

1010 1015 1020 

Ala Leu He Leu His Ala Gly Glu Cys Gin Arg Met Ala He Gin Val 
1025 1030 1035 1040 

Asp Lys Phe Asn Phe Glu Ser Phe Pro Glu Ser Pro Gly Glu Lys Gly 

1045 1050 1055 

Gin Phe Ala Asn Pro Lys Gin Leu Glu Glu Glu Arg Arg Glu Ala Arg 

1060 1065 1070 

Gly Leu Glu He His Ser Lys Leu Gly He Cys Trp Arg He Pro Ser 
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1075 1080 1085 

Leu Lys Arg Ser Gly Glu Ala Ser Val Glu Gly Leu Leu Asn Gin Leu 

1090 1095 1100 

Val Leu Glu His Leu Gin Leu Ala Pro Leu Gin Trp Asp Val Leu Val 
1105 1110 1115 1120 

Asp Gly Gin Pro Cys Asp Arg Glu Ala Val Ala Ala Cys Gin Val Gly 

1125 1130 1135 

Asp Pro Val Arg Leu Glu Val Arg Leu Thr Asn Arg Ser Pro Arg Ser 

1140 1145 1150 

Val Gly Pro Phe Ala Leu Thr Val Val Pro Phe Gin Asp His Gin Asn 

1155 1160 1165 

Gly Val His Asn Tyr Asp Leu His Asp Thr Val Ser Phe Val Gly Ser 

1170 1175 1180 

Ser Thr Phe Tyr Leu Asp Ala Val Gin Pro Ser Gly Gin Ser Ala Cys 
1185 1190 1195 1200 

Leu Gly Ala Leu Leu Phe Leu Tyr Thr Gly Asp Phe Phe Leu His He 

1205 1210 1215 

Arg Phe His Glu Asp Ser Thr Ser Lys Glu Leu Pro Pro Ser Trp Phe 

1220 1225 1230 

Cys Leu Pro Ser Val His Val Cys Ala Leu Glu Ala Gin Ala 
1235 1240 1245 



<210> 2168 

<211> 110 

<212> PRT 

<213> Homo sapiens 

<400> 2168 
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Met Trp Ala Val Trp Arg Leu Val Pro Glu Asp Lys Ser Lys Gly Val 

15 10 15 

Ala Ser Ser Leu Gly His Gly Asn His Trp Leu Lys Tyr Pro He Lys 

20 25 30 

Gin Glu Glu Pro Lys Ser Ser Lys Phe Arg Asp Trp Gin Met Asp Asn 

35 40 45 

Leu His Asn Ser Gly Arg Ala Val Trp Asp Glu Ser Leu Cys Thr Arg 

50 55 60 

Met Leu Ala Ser Pro Ser Pro Asn Thr Val Leu Tyr Ala Gin Glu Thr 
65 70 75 80 

Glu Lys Thr Arg Ser Thr He Arg Arg Trp Gly Ser Gin Gin Gly Asn 

85 90 95 

Thr Gly Ala Gin Asp He Ser Leu Gly Ser Leu Phe Pro Ser 
100 105 110 



<210> 2169 
<211> 120 
<212> PRT 

<213> Homo sapiens 
<400> 2169 

Met Leu Pro Leu Phe Leu Lys Asp He Phe Ala Leu Tyr Glu He Leu 

15 10 15 

Gly Ser Pro Phe Tyr Phe He Leu Phe Leu Arg Pro Ser Leu Thr Leu 

20 25 30 

Ser Pro Arg Leu Glu Cys Ser Gly Thr He Leu Ala His Cys Asn Leu 

35 40 45 

His Leu Leu Gly Ser Ser Asp Ser Cys Val Ser Ala Ser Gin Val Ala 
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50 55 60 

Gly He Thr Gly Met His His His Ala Trp Leu He Phe Val Phe Leu 
65 70 75 80 

Val Glu Met Gly Leu His His He Ser Glu Ala Gly Leu Lys Leu Leu 

85 90 95 

Thr Ser Ser Asp Leu Pro Thr Ser Ala Ser Gin Ser Ala Gly He Thr 

100 105 110 

Gly Val Ser Tyr Trp Arg Pro Ala 
115 120 



<210> 2170 

<211> 125 

<212> PRT 

<213> Homo sapiens 



<400> 2170 

Met Leu Ala Val Ala Val Ala Ser Ser Arg Thr Leu Glu Val Leu Asp 
15 10 15 

# Leu Glu Gly Thr Gly Leu Thr Asn Gin Ser Ala Gin Thr Leu Leu Asp 

20 25 30 

Met Val Glu Asn Tyr Pro Thr Ala Leu Arg Ser Leu Val Leu Ala Glu 

35 40 45 

Asn Ser He Ser Pro Glu Leu Gin Gin Gin He Cys Asp Leu Leu Ser 

50 55 60 

Glu Gly Glu Glu Glu Glu Glu Val Ala Gly Gly Ala Gly Asp Thr Gin 
65 70 75 80 

Glu Trp Glu Arg Gly Arg Glu Pro Ala Ala His Gin Arg Gly Ser Ser 
85 90 95 
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Ser Trp Met Cys Pro Ser Asp Pro Ser Ser Gin Met Val Leu Met Thr 

100 105 110 

Ser Gly Leu Gly Asp Ser Leu Leu Ala Glu Thr Glu Met 
115 120 125 



<210> 2171 
<211> 164 
<212> PRT 
^ <213> Homo sapiens 

<400> 2171 

Met Ser Pro Ser Gly Asn Ala Gly Gly Ser Gly Glu Val Ser Cys Lys 

15 10 15 

Cys Ala Ser Thr Gin His Gin Glu Gly Met His Leu Cys Trp Gin Arg 

20 25 30 

Arg Met Gly Val Ser Asp Ser Thr Ala Gly Ser Thr Cys Ser Val Pro 

35 40 45 

Gin Val Arg Asp Leu Pro Gly Gin Ala Glu His Leu Gly Ala Gin Val 
• 50 55 60 

His Ser Leu Glu Gin Asp Leu Gly Val Gly Asp Leu Gin Val Gin Ala 
65 70 75 80 

Gly His Leu Glu Ala Gin He Asn Ser Gin Glu Gin Asp Leu Ala Thr 

85 90 95 

Ala Val Ser Pro Ala Leu Ser Pro Ser Ser Trp Arg Asp Thr Pro He 

100 105 110 

Gin Ser Asp Ala Glu Glu Glu Val Pro Pro Leu Leu Asp His Pro Val 

115 120 125 

He His Gin Lys Val Glu His Glu Gin Pro Met Gly Pro Gin Ala Arg 
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130 135 140 

Ser Gin Asp Pro Ser Gin Trp Trp His He Pro Leu He Val Leu He 
145 150 155 160 

Pro Pro Leu He 



<210> 2172 
<211> 189 
0 <212> PRT 

<213> Homo sapiens 

<400> 2172 

Met Cys Ala Lys Arg Leu Arg Gly Pro Phe Arg He Phe Leu Pro Leu 

15 10 15 

Arg Lys Tyr Ser Phe Phe Pro Ser Gin Val Ala Gin Pro Phe Ala Ser 

20 25 30 

Ala Ala Val Ala Gin Ala Leu Leu Ser Ser Pro Gly Thr Asn Leu Gin 
35 40 45 

• Gin Thr Leu Val Gly Gly Leu Arg Leu Arg His Gly Ser Val Gly Gly 
50 55 60 

Ala Gin Trp Val Val Lys Ala Ala Cys Pro Trp Glu Pro Gin Asp Val 
65 70 75 80 

Ala Cys Cys Gly Gly Phe Thr Val Thr Ala Arg He Ala Ala Cys Val 

85 90 95 

Leu Leu Cys Leu Cys Glu His Met Tyr Thr Pro Ser Ala His Ala Arg 

100 105 110 

Met Thr Phe Gly Thr Glu His Leu Leu Leu Trp Pro Ala Gin Arg Arg 
115 120 125 
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Ala Asp Pro Arg Thr Ala Ala Pro He Arg Leu His Gin Gly Gin Leu 

130 135 140 

Asp Pro Ser Arg Asp Pro Glu Asn Leu Arg Ala Trp Ala Val Gly Ser 
145 150 155 160 

Cys Arg Ala Gly Val Glu Leu His Gly Ser Pro Val His Leu His Met 

165 170 175 

Arg Ala Gly Gin His He Ser Met Phe Ala Gly Val Ala 
180 185 



<210> 2173 
<211> 176 
<212> PRT 

<213> Homo sapiens 
<400> 2173 

Met Tyr Gly Asn Ser Pro Lys Cys Thr Tyr Ser Arg Ser He He His 

15 10 15 

Tyr Phe Arg Asp Ala Phe Ser Ser Val Ser Gly Tyr Arg Ser Val Gly 

20 25 30 

Met Ala Ser Ser Arg Leu Met Phe Leu Leu Ser Gin Ala Pro Ser Leu 

35 40 45 

Thr Phe Ser Phe Phe Cys Phe Cys Phe Phe Glu Thr Val Ser His Cys 

50 55 60 

Arg Pro Gly Trp Thr Ala Val Ala Arg Ser Leu Leu Thr Ala Pro Ser 
65 70 75 80 

Asp Cys Trp He Gin Val He Leu Leu Leu Ser Leu Pro Ser Asn Trp 

85 90 95 

Asp His Arg Cys Leu Pro Pro His Pro Ala Asn Phe Phe Val Phe Leu 
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100 105 110 

Val Glu Thr Gly Ser Cys His Val Ala Gin Ala Gly Leu Glu Leu Leu 

115 120 125 

Ala Ser Ser His Arg Leu Thr Ser Ala Ser Gin Ser Ala Gly lie Thr 

130 135 140 

Gly Met Ser His His Ala Gin Pro Phe Gin Pro Phe Leu Leu Leu Pro 
145 150 155 160 

Ser Gly Tyr His Asn Asn Phe Asp Glu Leu Leu Phe Lys Gly He Leu 
165 170 175 



<210> 2174 

<211> 101 

<212> PRT 

<213> Homo sapiens 



<400> 2174 

Met Trp Thr Arg Asp Ser Lys Arg Leu Ala Thr Thr Pro Arg His Pro 
15 10 15 

• Ala Glu Lys Trp Trp Val Gly lie Gin Thr Gin Val Trp Ala Met Ser 

20 25 30 

Trp Pro Ser Phe Leu His Cys Ser Ala Arg Thr Ser Glu Lys Gly Phe 

35 40 45 

Gin Tyr His He Ser Gin Glu Ser Ser Thr Asn Asp Arg Val Leu He 

50 55 60 

Cys Trp Gin Arg Leu Pro Ser Pro Arg His Leu His Ser Ser Phe Leu 
65 70 75 80 

Tyr Leu Leu Gin Ser Leu Ser Ser His Pro Leu Leu Pro Glu Ala Phe 
85 90 95 
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Pro Glu His Phe He 
100 



<210> 2175 
<211> 137 
<212> PRT 

<213> Homo sapiens 
<400> 2175 

Met Pro Gin Phe Gly Thr Leu Cys Phe Gly Glu Pro Leu Glu Arg Met 

15 10 15 

Val Pro Leu Arg Asn Ala Arg Gly Gly Leu Gin He Ser Gly Pro Leu 

20 25 30 

Arg Glu Glu Ser Trp Val Gly Lys Pro His Leu Phe Leu Ala Gly He 

35 40 45 

Pro Gly Arg Lys Cys Cys Pro Leu Leu Val Glu Arg Asn Met Val He 

50 55 60 

Val Ser Gin Pro Glu Ser Leu Gly Asp Ser Arg Glu Ala Ala Thr Arg 
65 70 75 80 

Ser Cys Ser Leu Ser Gin Arg Gly Trp Arg Arg Lys Gin Leu Val Trp 

85 90 95 

Asp Glu Gly Met Pro Arg Pro His His Val Ser Lys Gly Val Thr Gly 

100 105 110 

Met He Asn His Ser Ala Cys Glu Lys Pro Val Pro Pro Ser Leu Thr 

115 120 125 

Gly Thr Cys His Pro Cys He Ala Leu 
130 135 
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<210> 2176 

<211> 887 

<212> PRT 

<213> Homo sapiens 

<400> 2176 

Met Pro Ser Leu Pro Gin Glu Gly Val lie Gin Gly Pro Ser Pro Leu 

15 10 15 

Asp Leu Asn Thr Glu Leu Pro Tyr Gin Ser Thr Met Lys Arg Lys Val 

20 25 30 

Arg Lys Lys Lys Lys Lys Gly Thr He Thr Ala Asn Val Ala Gly Ala 

35 40 45 

Lys Phe Glu He Val Arg Leu Val lie Asp Glu Met Gly Phe Met Lys 

50 55 60 

Thr Pro Asp Glu Asp Glu Thr Ser Asn Leu He Trp Cys Asp Ser Ala 
65 70 75 80 

Val Gin Gin Glu Lys He Ser Glu Leu Gin Asn Tyr Gin Arg He Asn 

85 90 95 

His Phe Pro Gly Met Gly Glu He Cys Arg Lys Asp Phe Leu Ala Arg 

100 105 110 

Asn Met Thr Lys Met He Lys Ser Arg Pro Leu Asp Tyr Thr Phe Val 

115 120 125 

Pro Arg Thr Trp He Phe Pro Ala Glu Tyr Thr Gin Phe Gin Asn Tyr 

130 135 140 

Val Lys Glu Leu Lys Lys Lys Arg Lys Gin Lys Thr Phe He Val Lys 
145 150 155 160 

Pro Ala Asn Gly Ala Met Gly His Gly He Ser Leu He Arg Asn Gly 
165 170 175 
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Asp Lys Leu Pro Ser Gin Asp His Leu He Val Gin Glu Tyr He Glu 

180 185 190 

Lys Pro Phe Leu Met Glu Gly Tyr Lys Phe Asp Leu Arg He Tyr He 

195 200 205 

Leu Val Thr Ser Cys Asp Pro Leu Lys He Phe Leu Tyr His Asp Gly 

210 215 220 

Leu Val Arg Met Gly Thr Glu Lys Tyr He Pro Pro Asn Glu Ser Asn 
225 230 235 240 

Leu Thr Gin Leu Tyr Met His Leu Thr Asn Tyr Ser Val Asn Lys His 

245 250 255 

Asn Glu His Phe Glu Arg Asp Glu Thr Glu Asn Lys Gly Ser Lys Arg 

260 265 270 

Ser He Lys Trp Phe Thr Glu Phe Leu Gin Ala Asn Gin His Asp Val 

275 280 285 

Ala Lys Phe Trp Ser Asp He Ser Glu Leu Val Val Lys Thr Leu He 

290 295 300 

Val Ala Glu Pro His Val Leu His Ala Tyr Arg Met Cys Arg Pro Gly 
305 310 315 320 

Gin Pro Pro Gly Ser Glu Ser Val Cys Phe Glu Val Leu Gly Phe Asp 

325 330 335 

He Leu Leu Asp Arg Lys Leu Lys Pro Trp Leu Leu Glu He Asn Arg 

340 345 350 

Ala Pro Ser Phe Gly Thr Asp Gin Lys He Asp Tyr Asp Val Lys Arg 

355 360 365 

Gly Val Leu Leu Asn Ala Leu Lys Leu Leu Asn He Arg Thr Ser Asp 

370 375 380 

Lys Arg Arg Asn Leu Ala Lys Gin Lys Ala Glu Ala Gin Arg Arg Leu 
385 390 395 400 

Tyr Gly Gin Asn Ser He Lys Arg Leu Leu Pro Gly Ser Ser Asp Trp 
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405 410 415 

Glu Gin Gin Arg His Gin Leu Glu Arg Arg Lys Glu Glu Leu Lys Glu 

420 425 430 

Arg Leu Ala Gin Val Arg Lys Gin He Ser Arg Glu Glu His Glu Asn 

435 440 445 

Arg His Met Gly Asn Tyr Arg Arg lie Tyr Pro Pro Glu Asp Lys Ala 

450 455 460 

Leu Leu Glu Lys Tyr Glu Asn Leu Leu Ala Val Ala Phe Gin Thr Phe 
465 470 475 480 

Leu Ser Gly Arg Ala Ala Ser Phe Gin Arg Glu Leu Asn Asn Pro Leu 

485 490 495 

Lys Arg Met Lys Glu Glu Asp lie Leu Asp Leu Leu Glu Gin Cys Glu 

500 505 510 

He Asp Asp Glu Lys Leu Met Gly Lys Thr Thr Lys Thr Arg Gly Pro 

515 520 525 

Lys Pro Leu Cys Ser Met Pro Glu Ser Thr Glu He Met Lys Arg Pro 

530 535 540 

Lys Tyr Cys Ser Ser Asp Ser Ser Tyr Asp Ser Ser Ser Ser Ser Ser 
545 550 555 560 

Glu Ser Asp Glu Asn Glu Lys Glu Glu Tyr Gin Asn Lys Lys Arg Glu 

565 570 575 

Lys Gin Val Thr Tyr Asn Leu Lys Pro Ser Asn His Tyr Lys Leu He 

580 585 590 

Gin Gin Pro Ser Ser He Arg Arg Ser Val Ser Cys Pro Arg Ser He 

595 600 605 

Ser Ala Gin Ser Pro Ser Ser Gly Asp Thr Arg Pro Phe Ser Ala Gin 

610 615 620 

Gin Met He Ser Val Ser Arg Pro Thr Ser Ala Ser Arg Ser His Ser 
625 630 635 640 
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Leu Asn Arg Ala Ser Ser Tyr Met Arg His Leu Pro His Ser Asn Asp 

645 650 655 

Ala Cys Ser Thr Asn Ser Gin Val Ser Glu Ser Leu Arg Gin Leu Lys 

660 665 670 

Thr Lys Glu Gin Glu Asp Asp Leu Thr Ser Gin Thr Leu Phe Val Leu 

675 680 685 

Lys Asp Met Lys He Arg Phe Pro Gly Lys Ser Asp Ala Glu Ser Glu 

690 695 700 

Leu Leu He Glu Asp lie He Asp Asn Trp Lys Tyr His Lys Thr Lys 
705 710 715 720 

Val Ala Ser Tyr Trp Leu He Lys Leu Asp Ser Val Lys Gin Arg Lys 

725 730 735 

Val Leu Asp He Val Lys Thr Ser He Arg Thr Val Leu Pro Arg He 

740 745 750 

Trp Lys Val Pro Asp Val Glu Glu Val Asn Leu Tyr Arg He Phe Asn 

755 760 765 

Arg Val Phe Asn Arg Leu Leu Trp Ser Arg Gly Gin Gly Leu Trp Asn 

770 775 780 

Cys Phe Cys Asp Ser Gly Ser Ser Trp Glu Ser He Phe Asn Lys Ser 
785 790 795 800 

Pro Glu Val Val Thr Pro Leu Gin Leu Gin Cys Cys Gin Arg Leu Val 

805 810 815 

Glu Leu Cys Lys Gin Cys Leu Leu Val Val Tyr Lys Tyr Ala Thr Asp 

820 825 830 

Lys Arg Gly Ser Leu Ser Gly He Gly Pro Asp Trp Gly Asn Ser Arg 

835 840 845 

Tyr Leu Leu Pro Gly Ser Thr Gin Phe Phe Leu Arg Thr Pro Thr Tyr 

850 855 860 

Asn Leu Lys Tyr Asn Ser Pro Gly Met Thr Arg Ser Asn Val Leu Phe 
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865 870 
Thr Ser Arg Tyr Gly His Leu 
885 



875 



880 



<210> 2177 

<211> 188 

<212> PRT 

<213> Homo sapiens 

<400> 2177 

Met Thr Lys Thr His Met He He Ser He Asp Ala Glu Lys Ala Phe 

15 10 15 

Asp Glu He Gin His His Phe Met Leu Lys He Leu Asp Lys Leu Gly 

20 25 30 

He Asp Gly Thr Tyr Leu Lys He Val Arg Ala He Tyr Asp Lys Pro 

35 40 45 

Thr Ala Asn He He Leu Asn Gly His Lys Leu Glu Val Phe Pro Leu 

50 55 60 

Lys Thr Gly Thr Arg Gin Glu Cys Pro Leu Leu Pro Leu Leu Phe Asn 
65 70 75 80 

Thr Val Leu Glu Val Leu Ala Arg Ala He Thr Gin Glu Lys Glu He 

85 90 95 

Gin Gly He Gin He Gly Ser Glu Lys Val Lys Leu Ser Leu Phe Ala 

100 105 110 

Asp Gly Met He Val Tyr Leu Glu Asn Pro He Val Pro Ala Gin Ser 

115 120 125 

Leu Leu Lys Leu He Ser Asn Phe Ser Lys Val Ser Gly Tyr Lys He 
130 135 140 
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Asn Val Gin Lys Ser Gin Ala Phe Leu Tyr Thr Asn Asn Arg Gin Thr 
145 150 155 160 

Glu Gly Gin He Met Ser Glu Leu Pro Val Thr He Ala Thr Lys Arg 

165 170 175 

He Lys Tyr Leu Gly He Gin Leu Thr Arg Asp Val 
180 185 



<210> 2178 
<211> 339 
<212> PRT 
<213> Homo sapiens 

<400> 2178 

Met Thr Met Asn Gin Thr Glu His Asn Leu Thr Val Ser Gin He Pro 

15 10 15 

Ser Pro Gin Thr Trp His Val Phe Tyr Ala Asp Lys Tyr Thr Cys Gin 

20 25 30 

Asp Asp Lys Glu Asn Ser Gin Val Glu Asp He Pro Phe Glu Met Val 

35 40 45 

Leu Leu Asn Pro Asp Ala Glu Gly Asn Pro Phe Asp His Phe Ser Ala 

50 55 60 

Gly Glu Ser Gly Leu His Glu Phe Phe Phe Leu Leu Val Leu Val Tyr 
65 70 75 80 

Phe Val He Ala Cys He Tyr Ala Gin Ser Leu Trp Gin Ala He Lys 

85 90 95 

Lys Gly Gly Pro Met His Met He Leu Lys Val Leu Thr Thr Ala Leu 

100 105 110 

Leu Leu Gin Ala Gly Ser Ala Leu Ala Asn Tyr He His Phe Ser Ser 
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115 120 125 

Tyr Ser Lys Asp Gly He Gly Val Pro Phe Met Gly Ser Leu Ala Glu 

130 135 140 

Phe Phe Asp He Ala Ser Gin He Gin Met Leu Tyr Leu Leu Leu Ser 
145 150 155 160 

Leu Cys Met Gly Trp Thr He Val Arg Met Lys Lys Ser Gin Ser Arg 

165 170 175 

Pro Leu Gin Trp Asp Ser Thr Pro Ala Ser Thr Gly He Ala Val Phe 

180 185 190 

He Val Met Thr Gin Ser Val Leu Leu Leu Trp Glu Gin Phe Glu Asp 

195 200 205 

He Ser His His Ser Tyr His Ser His His Asn Leu Ala Gly He Leu 

210 215 220 

Leu He Val Leu Arg He Cys Leu Ala Leu Ser Leu Gly Cys Arg Leu 
225 230 235 240 

Tyr Gin He He Thr Val Glu Arg Ser Thr Leu Lys Arg Glu Phe Tyr 

245 250 255 

He Thr Phe Ala Lys Gly Cys He Leu Trp Phe Leu Cys His Pro Val 

260 265 270 

Leu Ala Cys He Ser Val He Phe Ser Asp Tyr Gin Arg Asp Lys Val 

275 280 285 

He Thr He Gly Val He Leu Cys Gin Ser Val Ser Met Val He Leu 

290 295 300 

Tyr Arg Leu Phe Leu Ser His Ser Leu Tyr Trp Glu Val Ser Ser Leu 
305 310 315 320 

Ser Ser Val Thr Leu Pro Leu Thr He Ser Ser Gly His Lys Ser Arg 
325 330 335 

Pro His Phe 
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<210> 2179 

<211> 195 

<212> PRT 

<213> Homo sapiens 

<400> 2179 

Met Ala Val Cys Leu Trp Val Ser Leu Ser Val Cys Gly Cys Leu Ser 

15 10 15 

Pro Ser Val Gly lie Ser Leu Cys Leu Trp Val Ser Leu Pro Ser Val 

20 25 30 

Gly Val His Leu Cys Leu Trp Val Ser Leu Phe Val Ser Val Ser Val 

35 40 45 

Cys Gly Cys Leu Cys Leu Trp Val Ser Leu Cys Glu Cys Pro Cys Glu 

50 55 60 

Cys Leu Cys Leu Trp Val Ser Leu Leu Val Cys Gly Tyr Leu Ser Leu 
65 70 75 80 

Ser Val Gly Val Ser Val Gly Phe Pro Thr Cys Gly Ser Cys Arg Ser 

85 90 95 

Val Thr Leu Gin Thr Phe Arg Pro Gin Pro Ala Ser Leu Gin Thr Ala 

100 105 110 

Val Ala Trp Gly Ser Arg His Ala Leu Gin Gly Gin Met Val Val lie 

115 120 125 

Ala Glu He Leu Asp Pro His Val Gly Glu Val Pro Val Glu Met Ser 

130 135 140 

Pro Gly Lys Leu Leu Pro Ala Thr Ser Gly Pro Glu Arg Leu Pro Gly 
145 150 155 160 

Leu His Asp Val Lys Val Gly His He Leu He Cys Gin Leu Arg Val 
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165 170 175 

Leu Gly Arg Trp Thr Phe Phe Leu Ala Thr Val Thr Pro Ser Leu Lys 
180 185 190 

Arg Ser Ser 
195 



<210> 2180 
<211> 556 
<212> PRT 

<213> Homo sapiens 
<400> 2180 

Met Pro Leu Val Pro Glu Ala Asp Ala Ala Gin Ala Gly Gly His Asp 

15 10 15 

Ala His Pro Ala Gly Arg Asp His Arg Gly His Arg Asp Ala His Arg 

20 25 30 

His Arg Arg Gin His Pro Gin His His Arg Arg Pro His Pro Pro Gly 

35 40 45 

Gin Leu Arg Arg Ala Gly Thr Thr Ala Leu Arg Ala Gly Ser Arg Val 

50 55 60 

Thr He Ala Asp Gly Gly Val Pro Gly Leu Gin Pro Glu Pro Tyr Leu 
65 70 75 80 

Ala Val Tyr Leu His Ser Glu Pro Arg Pro Asn Glu Arg Asn Cys Ser 

85 90 95 

Ala Ser Arg Arg He Arg Pro Glu Ser Leu Gin Gly Ala Asp His Arg 

100 105 110 

Pro Tyr Thr Phe Phe He Ser Pro Gly Thr Arg Asp Pro Val Gly Ser 
115 120 125 
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Tyr Arg Leu Asn Leu Ser Ser His Phe Arg Trp Ser Ala Leu Glu Val 

130 135 140 

Ser Val Gly Leu Tyr Thr Ser Leu Cys Gin Tyr Phe Ser Glu Glu Asp 
145 150 155 160 

Val Val Trp Arg Thr Glu Gly Leu Leu Pro Leu Glu Glu Thr Ser Pro 

165 170 175 

Arg Gin Ala Val Cys Leu Thr Arg His Leu Thr Ala Phe Gly Thr Ser 

180 185 190 

Leu Phe Met Pro Pro Ser His Val Arg Phe Val Phe Pro Glu Pro Thr 

195 200 205 

Ala Asp Val Asn Tyr He Val Met Leu Thr Cys Ala Val Cys Leu Val 

210 215 220 

Thr Tyr Met Val Met Ala Ala He Leu His Lys Leu Asp Gin Leu Asp 
225 230 235 240 

Ala Ser Arg Gly Cys Ala He Pro Phe Cys Gly Gin Arg Gly Arg Phe 

245 250 255 

Lys Tyr Glu He Leu Val Lys Thr Gly Trp Gly Arg Gly Ser Gly Thr 

260 265 270 

Thr Ala His Val Gly He Met Leu Tyr Gly Val Asp Ser Arg Ser Gly 

275 280 285 

His Arg His- Leu Asp Gly Asp Arg Ala Phe His Arg Asn Ser Leu Asp 

290 295 300 

He Phe Gin He Ala Thr Pro His Ser Leu Gly Ser Met Trp Lys He 
305 310 315 320 

Arg Val Trp His Asp Asn Lys Gly Leu Ser Pro Ala Trp Phe Leu Gin 

325 330 335 

His He He Val Arg Asp Leu Gin Thr Ala Arg Ser Thr Phe Phe Leu 

340 345 350 

Val Asn Asp Trp Leu Ser Val Glu Thr Glu Ala Asn Gly Gly Leu Val 
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355 360 365 

Glu Lys Glu Val Leu Ala Ala Ser His Ala Ala Leu Leu Arg Phe Arg 

370 375 380 

Arg Leu Leu Val Ala Glu Leu Gin Arg Gly Phe Phe Asp Lys His He 
385 390 395 400 

Trp Leu Ser He Trp Asp Arg Pro Pro Arg Ser Cys Phe Thr Arg He 

405 410 415 

Gin Arg Ala Thr Cys Cys Val Leu Leu He Cys Leu Phe Leu Gly Ala 

420 425 430 

Asn Ala Val Trp Tyr Gly Ala Val Gly Asp Ser Ala Tyr Ser Thr Gly 

435 440 445 

Arg Val Ser Arg Leu Asn Pro Leu Ser Val Asp Thr Val Ala Val Gly 

450 455 460 

Leu Val Ser Ser Val Val Val Tyr Pro Val Tyr Leu Ala He Leu Phe 
465 470 475 480 

Leu Phe Arg Met Ser Arg Ser Lys Val Ala Gly Ser Pro Ser Pro Thr 

485 490 495 

Pro Ala Gly Gin Gin Val Leu Asp Val Asp Ser Cys Leu Asp Ser Ser 

500 505 510 

Val Leu Asp Ser Ser Phe Leu Thr Phe Ser Gly Leu His Ala Glu Val 

515 520 525 

Arg Ala Leu Leu Gly Val Leu Pro Pro Trp Arg Ser Leu Asp Ser Arg 

530 535 540 

Pro Cys Ala Pro Leu Ser Arg Pro Leu Leu Asp Arg 
545 550 555 
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<211> 339 
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<212> PRT 

<213> Homo sapiens 

<400> 2181 

Met Asn Leu Tyr Glu Ser Phe Ala Gin Ala Thr Gin Leu Gly Asp Leu 

15 10 15 

His Thr Cys Leu Met Met Asp Met Lys Ala Cys Gin Glu Asp Asp Val 

20 25 30 

Arg Leu Leu Cys His Leu Thr Pro Ser He Tyr Thr Glu Phe Pro Asp 

35 40 45 

Glu Thr Leu Arg Ser Gly Glu Leu Leu Asn Met lie Val Ala Val He 

50 55 60 

Asp Ser Ala Gin Leu Gin Glu Leu Val Cys His Val Met Met Gly Asn 
65 70 75 80 

Leu Val Met Phe Arg Lys Asp Ser Val Leu Asn He Leu He Gin Ser 

85 90 95 

Leu Asp Trp Glu Thr Phe Glu Gin Tyr Cys Ala Trp Gin Leu Phe Leu 

100 105 110 

Ala His Asn He Pro Leu Glu Thr He He Pro He Leu Gin His Leu 

115 120 125 

Lys Tyr Lys Glu His Pro Glu Ala Leu Ser Cys Leu Leu Leu Gin Leu 

130 135 140 

Arg Arg Glu Lys Pro Ser Glu Glu Met Val Lys Met Val Leu Ser Arg 
145 150 155 160 

Pro Cys His Pro Asp Asp Gin Phe Thr Thr Ser He Leu Arg His Trp 

165 170 175 

Cys Met Lys His Asp Glu Leu Leu Ala Glu His He Lys Ser Leu Leu 

180 185 190 

He Lys Asn Asn Ser Leu Pro Arg Lys Arg Gin Ser Leu Arg Ser Ser 
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195 200 205 

Ser Ser Lys Leu Ala Gin Leu Thr Leu Glu Gin He Leu Glu His Leu 

210 215 220 

Asp Asn Leu Arg Leu Asn Leu Thr Asn Thr Lys Gin Asn Phe Phe Ser 
225 230 235 240 

Gin Thr Pro He Leu Gin Ala Leu Gin His Val Gin Ala Ser Cys Asp 

245 250 255 

Glu Ala His Lys Met Lys Phe Ser Asp Leu Phe Ser Leu Ala Glu Glu 

260 265 270 

Tyr Glu Asp Ser Ser Thr Lys Pro Pro Lys Ser Arg Arg Lys Ala Ala 

275 280 285 

Leu Ser Ser Pro Arg Ser Arg Lys Asn Ala Thr Gin Pro Pro Asn Ala 

290 295 300 

Glu Glu Glu Ser Gly Ser Ser Ser Ala Ser Glu Glu Glu Asp Thr Lys 
305 310 315 320 

Pro Lys Pro Thr Lys Arg Lys Arg Lys Gly Ser Ser Ala Val Gly Ser 
325 330 335 

Asp Ser Asp 



<210> 2182 
<211> 124 
<212> PRT 

<213> Homo sapiens 



<400> 2182 

Met Leu His Leu Glu Glu Thr Gly Glu Ala Gly Phe Thr Ser Leu Cys 
15 10 15 
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He Val Trp Leu His Cys Ser Phe Gly He Lys Lys Phe Phe Thr Ser 

20 25 30 

Leu Val Cys Pro Arg Thr Asn Pro Ser Leu Ser Cys Cys Ser Val He 

35 40 45 

Leu Gin Cys Trp Phe Arg Ser Leu Gin Ser Leu Glu Leu Pro Leu Ala 

50 55 60 

Phe Ala Pro Lys He Cys Ser Phe Thr Gin Gin He Phe Thr Lys Phe 
65 70 75 80 

Leu Leu Tyr Ala Gly Pro Cys Gly Glu Leu Lys Asp Glu Ser Asp Val 

85 90 95 

Gly Pro Val His Lys Cys Cys Gin Ser Ser Val Gly His Arg Ala Ser 

100 105 110 

Thr Arg Glu Leu Leu Leu Leu Cys Pro Arg He Ala 
115 120 



<210> 2183 

<211> 932 

<212> PRT 

<213> Homo sapiens 

<400> 2183 

Met Thr Asn Leu Lys Ser Thr Ala Pro His Phe Val Arg Cys He Asn 

15 10 15 

Pro Asn Val Asn Lys He Pro Gly He Leu Asp Pro Tyr Leu Val Leu 

20 25 30 

Gin Gin Leu Cys Cys Asn Gly Val Leu Glu Gly Thr Arg He Cys Arg 

35 40 45 

Glu Gly Phe Pro Asn Arg Leu Gin Tyr Ala Asp Phe Lys Gin Arg Tyr 
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50 55 60 

Cys lie Leu Asn Pro Arg Thr Phe Pro Lys Ser Lys Phe Val Ser Ser 
65 70 75 80 

Arg Lys Ala Ala Glu Glu Leu Leu Gly Ser Leu Glu lie Asp His Thr 

85 90 95 

Gin Tyr Arg Phe Gly He Thr Lys Val Phe Phe Lys Ala Gly Phe Leu 

100 105 110 

Gly Gin Leu Glu Ala lie Arg Asp Glu Arg Leu Ser Lys Val Phe Thr 

115 120 125 

Leu Phe Gin Ala Arg Ala Gin Gly Lys Leu Met Arg lie Lys Phe Gin 

130 135 140 

Lys He Leu Glu Glu Arg Asp Ala Leu He Leu He Gin Trp Asn He 
145 150 155 160 

Arg Ala Phe Met Ala Val Lys Asn Trp Pro Trp Met Arg Leu Phe Phe 

165 170 175 

Lys He Lys Pro Leu Val Lys Ser Ser Glu Val Gly Glu Glu Val Ala 

180 185 190 

Gly Leu Lys Glu Glu Cys Ala Gin Leu Gin Lys Ala Leu Glu Lys Ser 

195 200 205 

Glu Phe Gin Arg Glu Glu Leu Lys Ala Lys Gin Val Ser Leu Thr Gin 

210 215 220 

Glu Lys Asn Asp Leu He Leu Gin Leu Gin Ala Glu Gin Glu Thr Leu 
225 230 235 240 

Ala Asn Val Glu Glu Gin Cys Glu Trp Leu He Lys Ser Lys He Gin 

245 250 255 

Leu Glu Ala Arg Val Thr Glu Leu Ser Glu Arg Val Glu Glu Glu Glu 

260 265 270 

Glu He Asn Ser Glu Leu Thr Ala Arg Gly Arg Lys Leu Glu Asp Glu 
275 280 285 
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Cys Phe Glu Leu Lys Lys Glu He Asp Asp Leu Glu Thr Met Leu Val 

290 295 300 

Lys Ser Glu Lys Glu Lys Arg Thr Thr Glu His Lys Val Lys Asn Leu 
305 310 315 320 

Thr Glu Glu Val Glu Phe Leu Asn Glu Asp lie Ser Lys Leu Asn Arg 

325 330 335 

Ala Ala Lys Val Val Gin Glu Ala His Gin Gin Thr Leu Asp Asp Leu 

340 345 350 

His Met Glu Glu Glu Lys Leu Ser Ser Leu Ser Lys Ala Asn Leu Lys 

355 360 365 

Leu Glu Gin Gin Val Asp Glu Leu Glu Gly Ala Leu Glu Gin Glu Arg 

370 375 380 

Lys Ala Arg Met Asn Cys Glu Arg Glu Leu His Lys Leu Glu Gly Asn 
385 390 395 400 

Leu Lys Leu Asn Arg Glu Ser Met Glu Asn Leu Glu Ser Ser Gin Arg 

405 410 415 

His Leu Ala Glu Glu Leu Arg Lys Lys Glu Leu Glu Leu Ser Gin Met 

420 425 430 

Asn Ser Lys Val Glu Asn Glu Lys Gly Leu Val Ala Gin Leu Gin Lys 

435 440 445 

Thr Val Lys Glu Leu Gin Ala Gin He Lys Asp Leu Lys Glu Lys Leu 

450 455 460 

Glu Ala Glu Arg Thr Thr Arg Ala Lys Met Glu Arg Glu Arg Ala Asp 
465 470 475 480 

Leu Thr Gin Asp Leu Ala Asp Leu Asn Glu Arg Leu Glu Glu Val Gly 

485 490 495 

Gly Ser Ser Leu Ala Gin Leu Glu He Thr Lys Lys Gin Glu Thr Lys 

500 505 510 

Phe Gin Lys Leu His Arg Asp Met Glu Glu Ala Thr Leu His Phe Glu 
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515 520 525 

Thr Thr Ser Ala Ser Leu Lys Lys Arg His Ala Asp Ser Leu Ala Glu 

530 535 540 

Leu Glu Gly Gin Val Glu Asn Leu Gin Gin Val Lys Gin Lys Leu Glu 
545 550 555 560 

Lys Asp Lys Ser Asp Leu Gin Leu Glu Val Asp Asp Leu Leu Thr Arg 

565 570 575 

Val Glu Gin Met Thr Arg Ala Lys Ala Asn Ala Glu Lys Leu Cys Thr 

580 585 590 

Leu Tyr Glu Glu Arg Leu His Glu Ala Thr Ala Lys Leu Asp Lys Val 

595 600 605 

Thr Gin Leu Ala Asn Asp Leu Ala Ala Gin Lys Thr Lys Leu Trp Ser 

610 615 620 

Glu Ser Gly Glu Phe Leu Arg Arg Leu Glu Glu Lys Glu Ala Leu He 
625 630 635 640 

Asn Gin Leu Ser Arg Glu Lys' Ser Asn Phe Thr Arg Gin He Glu Asp 

645 650 655 

Leu Arg Gly Gin Leu Glu Lys Glu Thr Lys Ser Gin Ser Ala Leu Ala 

660 665 670 

His Ala Leu Gin Lys Ala Gin Arg Asp Cys Asp Leu Leu Arg Glu Gin 

675 680 685 

Tyr Glu Glu Glu Gin Glu Val Lys Ala Glu Leu His Arg Thr Leu Ser 

690 695 700 

Lys Val Asn Ala Glu Met Val Gin Trp Arg Met Lys Tyr Glu Asn Asn 
705 710 715 720 

Val He Gin Arg Thr Glu Asp Leu Glu Asp Ala Lys Lys Glu Leu Ala 

725 730 735 

He Arg Leu Gin Glu Ala Ala Glu Ala Met Gly Val Ala Asn Ala Arg 
740 745 750 
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Asn Ala Ser Leu Glu Arg Ala Arg His Gin Leu Gin Leu Glu Leu Gly 

755 760 765 

Asp Ala Leu Ser Asp Leu Gly Lys Val Arg Ser Ala Ala Ala Arg Leu 

770 775 780 

Asp Gin Lys Gin Leu Gin Ser Gly Lys Ala Leu Ala Asp Trp Lys Gin 
785 790 795 800 

Lys His Glu Glu Ser Gin Ala Leu Leu Asp Ala Ser Gin Lys Glu Val 

805 810 815 

Gin Ala Leu Ser Thr Glu Leu Leu Lys Leu Lys Asn Thr Tyr Glu Glu 

820 825 830 

Ser He Val Gly Gin Glu Thr Leu Arg Arg Glu Asn Lys Asn Leu Gin 

835 840 845 

Glu Glu He Ser Asn Leu Thr Asn Gin Val Arg Glu Gly Thr Lys Asn 

850 855 860 

Leu Thr Glu Met Glu Lys Val Lys Lys Leu He Glu Glu Glu Lys Thr 
865 870 875 880 

Glu Val Gin Val Thr Leu Glu Glu Thr Glu Gly Ala Leu Glu Arg Asn 

885 890 895 

Glu Ser Lys He Leu His Phe Gin Leu Glu Leu Leu Glu Ala Lys Ala 

900 905 910 

Glu Leu Glu Arg Lys Leu Ser Glu Lys Asp Glu Glu He Glu Asn Phe 

915 920 925 

Arg Tyr Leu Arg 
930 



<210> 2184 
<211> 108 
<212> PRT 
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<213> Homo sapiens 
<400> 2184 

Met Gin Ser He Ser Leu Thr Glu Glu Gly His Ser Arg Met Arg Asn 

15 10 15 

Val Trp Arg His Ser Pro Glu Asp Arg Asn Ser Pro Gly Leu Ser Val 

20 25 30 

Ala Arg Gly Gin Ala Trp Gin Gin Lys Ser Asn Val Arg Leu Leu Ala 

35 40 45 

Lys Ala Arg His Arg Lys Gly Val Pro Trp Ser Ala Leu Leu Gly Val 

50 55 60 

Pro Leu Lys Asp Val Pro Gin Arg Gly Val Trp Ser Asn Met Arg Phe 
65 70 75 80 

Lys Lys Ser Ser Leu Cys Leu Asn Arg Trp Asn Tyr Glu Arg Pro Arg 

85 90 95 

Leu Lys Met Glu Val Lys Val Gly Gly Met Ala Phe 
100 105 



<210> 2185 
<211> 496 
<212> PRT 

<213> Homo sapiens 
<400> 2185 

Met Ala Glu Leu Gin Met Leu Leu Glu Glu Glu lie Pro Ser Gly Lys 

15 10 15 

Arg Ala Leu He Glu Ser Tyr Gin Asn Leu Thr Arg Val Ala Asp Tyr 
20 25 30 
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Cys Glu Asn Asn Tyr He Gin Arg His Gly Phe Ala Val Leu Leu Cys 

35 40 45 

Leu Leu Ser Asn Ser Trp Pro Gin Ala Thr Asp Lys Arg Lys Ala Leu 

50 55 60 

Glu Glu Thr Lys Ala Tyr Thr Thr Gin Ser Leu Ala Ser Val Ala Tyr 
65 70 75 80 

Gin He Asn Ala Leu Ala Asn Asn Val Leu Gin Leu Leu Asp He Gin 

85 90 95 

Ala Ser Gin Leu Arg Arg Met Glu Ser Ser He Asn His He Ser Gin 

100 105 110 

Thr Val Asp He His Lys Glu Lys Val Ala Arg Arg Glu He Gly He 

115 120 125 

Leu Thr Thr Asn Lys Asn Thr Ser Arg Thr His Lys He He Ala Pro 

130 135 140 

Ala Asn Met Glu Arg Pro Val Arg Tyr He Arg Lys Pro He Asp Tyr 
145 150 155 160 

Thr Val Leu Asp Asp Val Gly His Gly Val Lys Trp Leu Lys Ala Lys 

165 170 175 

His Gly Asn Asn Gin Pro Ala Arg Thr Gly Thr Leu Ser Arg Thr Asn 

180 185 190 

Pro Pro Thr Gin Lys Pro Pro Ser Pro Pro Met Ser Gly Arg Gly Thr 

195 200 205 

Leu Gly Arg Asn Thr Pro Tyr Lys Thr Leu Glu Pro Val Lys Pro Pro 

210 215 220 

Thr Val Pro Asn Asp Tyr Met Thr Ser Pro Ala Arg Leu Gly Ser Gin 
225 230 235 240 

His Ser Pro Gly Arg Thr Ala Ser Leu Asn Gin Arg Pro Arg Thr His 

245 250 255 

Ser Gly Ser Ser Gly Gly Ser Gly Ser Arg Glu Asn Ser Gly Ser Ser 
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260 265 270 

Ser He Gly He Pro He Ala Val Pro Thr Pro Ser Pro Pro Thr He 

275 280 285 

Gly Pro Glu Asn He Ser Val Pro Pro Pro Ser Gly Ala Pro Pro Ala 

290 295 300 

Pro Pro Leu Ala Pro Leu Leu Pro Val Ser Thr Val He Ala Ala Pro 
305 310 315 320 

Gly Ser Ala Pro Gly Ser Gin Tyr Gly Thr Met Thr Arg Gin He Ser 

325 330 335 

Arg His Asn Ser Thr Thr Ser Ser Thr Ser Ser Gly Gly Tyr Arg Arg 

340 345 350 

Thr Pro Ser Val Thr Ala Gin Phe Ser Ala Gin Pro His Val Asn Gly 

355 360 365 

Gly Pro Leu Tyr Ser Gin Asn Ser He Ala Asp Ser Pro Thr Pro Pro 

370 375 380 

Pro Pro Pro Pro Pro Asp Asp He Pro Met Phe Asp Asp Ser Pro Pro 
385 390 395 400 

Pro Pro Pro Pro Pro Pro Val Asp Tyr Glu Asp Glu Glu Ala Ala Val 

405 410 415 

Val Gin Tyr Asn Asp Pro Tyr Ala Gly Gly Asp Pro Ala Trp Ala Pro 

420 425 430 

Lys Asn Tyr He Glu Lys Val Val Ala He Tyr Asp Tyr Thr Lys Asp 

435 440 445 

Lys Asp Asp Glu Leu Ser Phe Met Glu Gly Ala He He Tyr Val He 

450 455 460 

Lys Lys Asn Asp Asp Gly Trp Tyr Glu Gly Val Cys Asn Arg Val Thr 
465 470 475 480 

Gly Leu Phe Pro Gly Asn Tyr Val Glu Ser He Met His Tyr Thr Asp 
485 490 495 
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<210> 2186 
<211> 969 
<212> PRT 

<213> Homo sapiens 
<400> 2186 

Met His Ser Ser Pro Ala Ser Ser Asn Tyr Gin Gin Thr Thr He Ser 
0 15 10 15 

His Ser Pro Ser Ser Arg Phe Val Pro Pro Gin Thr Ser Ser Gly Asn 

20 25 30 

Arg Phe Met Pro Gin Gin Asn Ser Pro Val Pro Ser Pro Tyr Ala Pro 

35 40 45 

Gin Ser Pro Ala Gly Tyr Met Pro Tyr Ser His Pro Ser Ser Tyr Thr 

50 55 60 

Thr His Pro Gin Met Gin Gin Ala Ser Val Ser Ser Pro He Val Ala 
65 70 75 80 

Gly Gly Leu Arg Asn lie His Asp Asn Lys Val Ser Gly Pro Leu Ser 
• 85 90 95 

Gly Asn Ser Ala Asn His His Ala Asp Asn Pro Arg His Gly Ser Ser 

100 105 110 

Glu Asp Tyr Leu His Met Val His Arg Leu Ser Ser Asp Asp Gly Asp 

115 120 125 

Ser Ser Thr Met Arg Asn Ala Ala Ser Phe Pro Leu Arg Ser Pro Gin 

130 135 140 

Pro Val Cys Ser Pro Ala Gly Ser Glu Gly Thr Pro Lys Gly Ser Arg 
145 150 155 160 

Pro Pro Leu He Leu Gin Ser Gin Ser Leu Pro Cys Ser Ser Pro Arg 
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165 170 175 

Asp Val Pro Pro Asp He Leu Leu Asp Phe Pro Glu Arg Lys Gin Lys 

180 185 190 

Lys Gin Lys Lys Met Lys Leu Gly Lys Asp Glu Lys Glu Gin Ser Glu 

195 200 205 

Lys Ala Ala Met Tyr Asp He He Ser Ser Pro Ser Lys Asp Ser Thr 

210 215 220 

Lys Leu Thr Leu Arg Leu Ser Arg Val Arg Ser Ser Asp Met Asp Gin 
225 230 235 240 

Gin Glu Asp Met He Ser Gly Val Glu Asn Ser Asn Val Ser Glu Asn 

245 250 255 

Asp He Pro Phe Asn Val Gin Tyr Pro Gly Gin Thr Ser Lys Thr Pro 

260 265 270 

He Thr Pro Gin Asp He Asn Arg Pro Leu Asn Ala Ala Gin Cys Leu 

275 280 285 

Ser Gin Gin Glu Gin Thr Ala Phe Leu Pro Ala Asn Gin Val Pro Val 

290 295 300 

Leu Gin Gin Asn Thr Ser Val Ala Ala Lys Gin Pro Gin Thr Ser Val 
305 310 315 320 

Val Gin Asn Gin Gin Gin He Ser Gin Gin Gly Pro He Tyr Asp Glu 

325 330 335 

Val Glu Leu Asp Ala Leu Ala Glu He Glu Arg He Glu Arg Glu Ser 

340 345 350 

Ala He Glu Arg Glu Arg Phe Ser Lys Glu Val Gin Asp Lys Asp Lys 

355 360 365 

Pro Leu Lys Lys Arg Lys Gin Asp Ser Tyr Pro Gin Glu Ala Gly Gly 

370 375 380 

Ala Thr Gly Gly Asn Arg Pro Ala Ser Gin Glu Thr Gly Ser Thr Gly 
385 390 395 400 
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Asn Gly Ser Arg Pro Ala Leu Met Val Ser He Asp Leu His Gin Ala 

405 410 415 

Gly Arg Val Asp Ser Gin Ala Ser He Thr Gin Asp Ser Asp Ser He 

420 425 430 

Lys Lys Pro Glu Glu He Lys Gin Cys Asn Asp Ala Pro Val Ser Val 

435 440 445 

Leu Gin Glu Asp He Val Gly Ser Leu Lys Ser Thr Pro Glu Asn His 

450 455 460 

Pro Glu Thr Pro Lys Lys Lys Ser Asp Pro Glu Leu Ser Lys Ser Glu 
465 470 475 480 

Met Lys Gin Ser Glu Ser Arg Leu Ala Glu Ser Lys Pro Asn Glu Asn 

485 490 495 

Arg Leu Val Glu Thr Lys Ser Ser Glu Asn Lys Leu Glu Thr Lys Val 

500 505 510 

Glu Thr Gin Thr Glu Glu Leu Lys Gin Asn Glu Ser Arg Thr Thr Glu 

515 520 525 

Cys Lys Gin Asn Glu Ser Thr He Val Glu Pro Lys Gin Asn Glu Asn 

530 535 540 

Arg Leu Ser Asp Thr Lys Pro Asn Asp Asn Lys Gin Asn Asn Gly Arg 
545 550 555 560 

Ser Glu Thr Thr Lys Ser Arg Pro Glu Thr Pro Lys Gin Lys Gly Glu 

565 570 575 

Ser Arg Pro Glu Thr Pro Lys Gin Lys Ser Asp Gly His Pro Glu Thr 

580 585 590 

Pro Lys Gin Lys Gly Asp Gly Arg Pro Glu Thr Pro Lys Gin Lys Gly 

595 600 605 

Glu Ser Arg Pro Glu Thr Pro Lys Gin Lys Asn Glu Gly Arg Pro Glu 

610 615 620 

Thr Pro Lys His Arg His Asp Asn Arg Arg Asp Ser Gly Lys Pro Ser 
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625 630 635 640 

Thr Glu Lys Lys Pro Glu Val Ser Lys His Lys Gin Asp Thr Lys Ser 

645 650 655 

Asp Ser Pro Arg Leu Lys Ser Glu Arg Ala Glu Ala Leu Lys Gin Arg 

660 665 670 

Pro Asp Gly Arg Ser Val Ser Glu Ser Leu Arg Arg Asp His Asp Asn 

675 680 685 

Lys Gin Lys Ser Asp Asp Arg Gly Glu Ser Glu Arg His Arg Gly Asp 

690 695 700 

Gin Ser Arg Val Arg Arg Pro Glu Thr Leu Arg Ser Ser Ser Arg Asn 
705 710 715 720 

Glu His Gly He Lys Ser Asp Ser Ser Lys Thr Asp Lys Leu Glu Arg 

725 730 735 

Lys His Arg His Glu Ser Gly Asp Ser Arg Glu Arg Pro Ser Ser Gly 

740 745 750 

Glu Gin Lys Ser Arg Pro Asp Ser Pro Arg Val Lys Gin Gly Asp Ser 

755 760 765 

Asn Lys Ser Arg Ser Asp Lys Leu Gly Phe Lys Ser Pro Thr Ser Lys 

770 775 780 

Asp Asp Lys Arg Thr Glu Gly Asn Lys Ser Lys Val Asp Thr Asn Lys 
785 790 795 800 

Ala His Pro Asp Asn Lys Ala Glu Phe Pro Ser Tyr Leu Leu Gly Gly 

805 810 815 

Arg Ser Gly Ala Leu Lys Asn Phe Val He Pro Lys He Lys Arg Asp 

820 825 830 

Lys Asp Gly Asn Val Thr Gin Glu Thr Lys Lys Met Glu Met Lys Gly 

835 840 845 

Glu Pro Lys Asp Lys Val Glu Lys He Gly Leu Val Glu Asp Leu Asn 
850 855 860 
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Lys Gly Ala Lys Pro Val Val Val Leu Gin Lys Leu Ser Leu Asp Asp 
865 870 875 880 

Val Gin Lys Leu lie Lys Asp Arg Glu Asp Lys Ser Arg Ser Ser Leu 

885 890 895 

Lys Pro He Lys Asn Lys Pro Ser Lys Ser Asn Lys Gly Ser He Asp 

900 905 910 

Gin Ser Val Leu Lys Glu Leu Pro Pro Glu Leu Leu Ala Glu He Glu 

915 920 925 

Ser Thr Met Pro Leu Cys Glu Arg Val Lys Met Asn Lys Arg Lys Arg 

930 935 940 

Ser Thr Val Asn Glu Lys Pro Lys Tyr Ala Glu He Ser Ser Asp Glu 
945 950 955 960 

Asp Asn Asp Ser Asp Glu Ala Phe Glu 
965 



<210> 2187 

<211> 106 

<212> PRT 

<213> Homo sapiens 

<400> 2187 

Met Arg Leu Asn Thr Glu Ser Ala Glu Ala Gin Ala Glu Pro Pro Phe 

15 10 15 

Phe Arg Glu Val Gly Glu Arg He Ser Glu Leu Gly Glu Lys Gly Ser 

20 25 30 

Phe Val Lys Tyr Ser Gin Lys Thr Val Phe Lys Phe Leu Ser Phe Cys 

35 40 45 

He Met Leu Asp He Ser Ser Asp His Lys Leu Asp Ser Asn He Asn 
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50 55 60 

Lys Gin Phe Cys Leu Tyr Phe Val Ser Gly Phe Ser Cys Gin Ala Leu 
65 70 75 80 

Trp Cys Val Gin Thr Thr Ser Glu Val Glu Ala Gly Gly Ser Leu Asp 

85 90 95 

Pro Arg Ser Leu Ser Ser Ala Trp Val Ala 
100 105 



0 <210> 2188 
<211> 246 
<212> PRT 

<213> Homo sapiens 
<400> 2188 

Met Asn Ser Phe Asp Asp Glu Asp Ala Gly Asp Ser Arg Arg Leu Lys 

15 10 15 

Gly Ala He Gin Arg Ser Thr Glu Thr Gly Leu Ala Val Glu Met Pro 
20 25 30 

• Ser Arg Thr Leu Arg Gin Ala Ser His Glu Ser He Glu Asp Ser Met 
35 40 45 

Asn Ser Tyr Gly Ser Glu Gly Asn Leu Asn Tyr Gly Gly Val Cys Leu 

50 55 60 

Ala Ser Asp Ala Gin Phe Ser Asp Phe Leu Gly Ser Met Gly Pro Ala 
65 70 75 80 

Gin Phe Val Gly Arg Gin Thr Leu Ala Thr Thr Pro Met Gly Asp Val 

85 90 95 

Glu He Gly Leu Gin Glu Arg Asn Gly Gin Leu Glu Val Asp He He 
100 105 110 
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Gin Ala Arg Gly Leu Thr Ala Lys Pro Gly Ser Lys Thr Leu Pro Ala 

115 120 125 

Ala Tyr He Lys Ala Tyr Leu Leu Glu Asn Gly He Cys lie Ala Lys 

130 135 140 

Lys Lys Thr Lys Val Ala Arg Lys Ser Leu Asp Pro Leu His Asn Gin 
145 150 155 160 

Val Leu Leu Phe Pro Glu Ser Pro Gin Gly Lys Val Leu Gin Val He 

165 170 175 

Val Trp Gly Asn Tyr Gly Arg Met Glu Arg Lys Gin Phe Met Gly Val 

180 185 190 

Ala Arg Val Leu Leu Glu Glu Leu Asp Leu Thr Thr Leu Ala Val Gly 

195 200 205 

Trp Tyr Lys Leu Phe Pro Thr Ser Ser Met Val Asp Pro Ala Thr Gly 

210 215 220 

Pro Leu Leu Arg Gin Ala Ser Gin Leu Ser Leu Glu Ser Thr Val Gly 
225 230 235 240 

Pro Cys Gly Glu Arg Ser 
245 



<210> 2189 

<211> 493 

<212> PRT 

<213> Homo sapiens 



<400> 2189 

Met Ala Leu Ser Ser Trp Ala Gin Gly Thr Ser Trp Ala Ala Lys Gly 

15 10 15 

Phe Ser Arg Ser Phe Ser Leu Ala Glu Phe Ser Leu Leu Lys Pro Arg 
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20 25 30 

Ala Gly Ser Cys Arg Thr Gin Glu Pro Arg Lys Pro Ala Asp Gly Gin 

35 40 45 

Pro Trp Leu Arg Cys Ser Pro Cys Thr Gly Gly Gin Arg lie Trp Val 

50 55 60 

His Gly Ala His Pro Ala Thr Ser Pro Pro He Arg Gin Lys Gly Lys 
65 70 75 80 

Leu Arg Pro Arg Gly Arg Glu Ser Phe Pro Gin Gly His Thr Ala Gin 

85 90 95 

Glu Ser Gin Leu Gly Ala Pro Pro Leu Thr Pro Cys Pro Val Leu Leu 

100 105 110 

Met Pro Pro Gly Arg Leu Ala Val Gly Val Ser Glu Gly Gly Val Ala 

115 120 125 

Met Gly Arg Trp Gin Gly Glu Ala Gin Pro Pro Leu Gin Thr Pro His 

130 135 140 

Ser Gin His Ser Phe Leu Thr Pro Arg Pro Leu Ala Ser His Pro Asp 
145 150 155 160 

Met Ser Thr Ser Leu Gin Glu Gly Gin Glu Asp Gly Pro Ala Gly Trp 

165 170 175 

Arg Ala Asn Leu Lys Pro Val Asp Arg Arg Ser Pro Ala Glu Arg Thr 

180 185 190 

Leu Lys Pro Lys Glu Pro Arg Ala Leu Ala Glu Pro Arg Ala Gly Glu 

195 200 205 

Ala Pro Arg Lys Val Ser Gly Ser Phe Ala Gly Ser Val His He Thr 

210 215 220 

Leu Thr Pro Val Arg Pro Asp Arg Thr Pro Arg Pro Ala Ser Pro Gly 
225 230 235 240 

Pro Ser Leu Pro Ala Arg Ser Pro Ser Pro Pro Arg Arg Arg Arg Leu 
245 250 255 
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Ala Val Pro Ala Ser Leu Asp Val Cys Asp Asn Trp Leu Arg Pro Glu 

260 265 270 

Pro Pro Gly Gin Glu Ala Arg Val Gin Ser Trp Lys Glu Glu Glu Lys 

275 280 285 

Lys Pro His Leu Gin Gly Lys Pro Gly Arg Pro Leu Ser Pro Ala Asn 

290 295 300 

Val Pro Ala Leu Pro Gly Glu Thr Val Thr Ser Pro Val Arg Leu His 
305 310 315 320 

Pro Asp Tyr Leu Ser Pro Glu Glu He Gin Arg Gin Leu Gin Asp He 

325 330 335 

Glu Arg Arg Leu Asp Ala Leu Glu Leu Arg Gly Val Glu Leu Glu Lys 

340 345 350 

Arg Leu Arg Ala Ala Glu Gly Asp Asp Ala Glu Asp Ser Leu Met Val 

355 360 365 

Asp Trp Phe Trp Leu He His Glu Lys Gin Leu Leu Leu Arg Gin Glu 

370 375 380 

Ser Glu Leu Met Tyr Lys Ser Lys Ala Gin Arg Leu Glu Glu Gin Gin 
385 390 395 400 

Leu Asp He Glu Gly Glu Leu Arg Arg Leu Met Ala Lys Pro Glu Ala 

405 410 415 

Leu Lys Ser Leu Gin Glu Arg Arg Arg Glu Gin Glu Leu Leu Glu Gin 

420 425 430 

Tyr Val Ser Thr Val Asn Asp Arg Ser Asp He Val Asp Ser Leu Asp 

435 440 445 

Glu Asp Arg Leu Arg Glu Gin Glu Glu Asp Gin Met Leu Arg Asp Met 

450 455 460 

He Glu Lys Leu Gly Leu Gin Arg Lys Lys Ser Lys Phe Arg Leu Ser 
465 470 475 480 

Lys He Trp Ser Pro Lys Ser Lys Ser Ser Pro Ser Gin 
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485 490 



<210> 2190 
<211> 195 
<212> PRT 

<213> Homo sapiens 
<400> 2190 

Met Pro Arg Pro Ala Pro Glu Ser Pro Gly Arg Lys Ser Cys Thr Leu 

15 10 15 

Gly Leu Gin Pro His Arg Gly Pro Ser Val Cys Pro Arg Ala Ser Pro 

20 25 30 

Leu Arg Ala Trp Pro Ala Leu Leu Pro Val Thr Pro Cys Ser Ser Gly 

35 40 45 

Leu Arg Thr Pro His Pro Pro Gin His Leu Arg Lys Pro Gin Lys Ala 

50 55 60 

Ala Lys Ser Arg Ser Pro Gin Pro Leu Ala Arg Pro Trp Leu Ala Ser 
65 70 75 80 

Gly Thr Phe Arg Pro Pro Ser Thr Gly Ser Val Leu Pro Pro Ala Pro 

85 90 95 

Arg Thr Val Gin Pro Glu Thr Pro Leu Pro Leu Ser Gin Pro Pro Gly 

100 105 110 

Pro Thr Ser Pro Pro Arg Pro Gin Lys Gly Arg Arg Ala Gin Ser Pro 

115 120 125 

Trp Gly Phe Pro Lys Ala Arg Val Pro Arg Pro Ser Arg Leu Leu Arg 

130 135 140 

Tyr Pro Met Ala Leu Pro Arg Lys Gly Leu His Pro Gin Ala Pro Asn 
145 150 155 160 
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Ser Cys Leu Val Arg Gin Arg Arg Pro Asn Leu Pro Ser Ser Arg Gly 

165 170 175 

Ser Pro Gly Val Gly Ala Gly Arg Val Pro Arg Trp Pro Pro Leu Pro 
180 185 190 

Ser Ser Pro 
195 



<210> 2191 
<211> 254 
<212> PRT 

<213> Homo sapiens 
<400> 2191 

Met Glu Ser Leu Asn Pro Ser Trp Leu Thr Pro Pro Thr Pro Pro Arg 

15 10 15 

Ala Leu Ser Leu Arg Pro Thr Leu Leu Asp Thr Arg Gly Pro Arg Arg 

20 25 30 

Pro Ser Val Pro Gin Leu Pro Val Pro Trp Arg Gin Pro Arg Ser His 

35 40 45 

Asp His Ala Gly Asp Ala Ser Pro Gin Ala Glu Ala Gly Phe Glu Ala 

50 55 60 

Ala Gly Ser Arg Pro Pro Thr Pro Cys Pro Leu Gly Gly Thr Cys Ala 
65 70 75 80 

Gly Gly Val Gly Val Ala Gly Phe Ala His Arg Pro Ala Pro Val Pro 

85 90 95 

Cys Cys Asp Ser His Glu Gly Arg Thr Trp Leu Ser Leu His Leu Pro 

100 105 110 

Trp Thr Val Pro Gly Leu Gly Arg Pro Gly Thr Ala Lys Gly Gin Ser 
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115 120 125 

Ala Gin Thr Ser Val Asp Thr Pro Ser Ala Cys Glu Pro Leu Gly Ala 

130 135 140 

Ala Arg Ala Arg Leu Glu Cys Arg Gly Gly Ala Arg Thr Ala Ala Ala 
145 150 155 160 

Pro Arg Cys Lys Gin Ala Cys Arg Tyr Lys Ser Trp Ser Pro Trp Ala 

165 170 175 

Ser Pro His Pro Ser Leu Thr His Leu Pro Glu Leu Ser Lys Glu Ala 

180 185 190 

Arg Gin Ser Arg He Gin His His Ala Ala Ser Thr Ser Ala Leu Ala 

195 200 205 

Gin Ala Ala Pro Pro He Arg Ala Cys Thr Pro Arg He Asp Ser Leu 

210 215 220 

Ser Thr Glu Asp Gin Asp Gly Gly Gly Leu Leu Leu Pro Asp Glu Glu 
225 230 235 240 

Asp Gly Leu Gly His Gly His Val Pro He Arg Gin Gly His 
245 250 



<210> 2192 
<211> 291 
<212> PRT 
<213> Homo sapiens 

<400> 2192 

Met Gly Ser Phe Gin Leu Glu Asp Phe Ala Ala Gly Trp He Gly Gly 

15 10 15 

Ala Ala Ser Val He Val Gly His Pro Leu Asp Thr Val Lys Thr Arg 
20 25 30 
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Leu Gin Ala Gly Val Gly Tyr Gly Asn Thr Leu Ser Cys He Arg Val 

35 40 45 

Val Tyr Arg Arg Glu Ser Met Phe Gly Phe Phe Lys Gly Met Ser Phe 

50 55 60 

Pro Leu Ala Ser He Ala Val Tyr Asn Ser Val Val Phe Gly Val Phe 
65 70 75 80 

Ser Asn Thr Gin Arg Phe Leu Ser Gin His Arg Cys Gly Glu Pro Glu 

85 90 95 

Ala Ser Pro Pro Arg Thr Leu Ser Asp Leu Leu Leu Ala Ser Met Val 

100 105 110 

Ala Gly Val Val Ser Val Gly Leu Gly Gly Pro Val Asp Leu He Lys 

115 120 125 

He Arg Leu Gin Met Gin Thr Gin Pro Phe Arg Asp Ala Asn Leu Gly 

130 135 140 

Leu Lys Ser Arg Ala Val Ala Pro Ala Glu Gin Pro Ala Tyr Gin Gly 
145 150 155 160 

Pro Val His Cys He Thr Thr He Val Arg Asn Glu Gly Leu Ala Gly 

165 170 175 

Leu Tyr Arg Gly Ala Ser Ala Met Leu Leu Arg Asp Val Pro Gly Tyr 

180 185 190 

Cys Leu Tyr Phe He Pro Tyr Val Phe Leu Ser Glu Trp He Thr Pro 

195 200 205 

Glu Ala Cys Thr Gly Pro Ser Pro Cys Ala Val Trp Leu Ala Gly Gly 

210 215 220 

Met Ala Gly Lys Gly Ser Ser Ser Trp Ser Arg Thr Pro Val Gin Ala 
225 230 235 240 

Thr Ala Val Gly Gin Leu Gly Asn Cys His Ala Leu Leu Ser Pro Gly 

245 250 255 

Gly Gly Gin Asp Thr Phe Arg Tyr Ser Pro Asn Asn Ser Leu Leu Gly 



HtifiE# 2004-3059661 



# m 2003-102207 



^-v: 914/ 



260 265 270 

Thr Tyr Ser Val Pro Gly Pro Leu Pro Pro Gin Ser His Pro Phe Pro 

275 280 285 

Met Gin Leu 
290 



<210> 2193 
<211> 100 
0 <212> PRT 

<213> Homo sapiens 

<400> 2193 

Met Leu Ser Ser Ala Ser Asp Leu Ser Asp Leu Leu Phe Ser Ser Ser 

15 10 15 

Ser Asp Leu He Glu Leu Leu Trp Trp Leu Cys Gin Trp Leu Ala Val 

20 25 30 

Ala He Ser Pro His Pro Ala He Gly Gly Leu Val Arg Trp His Leu 
35 40 45 

• Val Val Ala Ser Ser Pro Glu Gly Asp Gly Ala Gly His Arg His Leu 
50 55 60 

Ser Leu Ala Ala Gly Leu Arg Thr Gly Leu Leu Leu Gly Lys Leu Gin 
65 70 75 80 

Val Gin Pro Val Asp Cys Thr Cys Leu Arg Lys Ser Thr Thr Leu Leu 
85 90 95 

Pro Glu Asn Leu 
100 
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<210> 2194 

<211> 120 

<212> PRT 

<213> Homo sapiens 

<400> 2194 

Met Leu Ser lie Ser Ala Asp He Glu Thr Val Gly Glu Thr Leu Lys 

15 10 15 

Lys He He Pro Thr Leu Glu Glu Tyr His His Tyr Lys Gly Ser Asn 

20 25 30 

Phe Asp Cys Glu Leu Arg Leu Leu Thr His Gin Ser Leu Ala Gly Gly 

35 40 45 

He He Glu Val Lys Asp Ala Lys He Lys Glu Leu Gin Gly Asn Thr 

50 55 60 

Gin Thr Thr He Lys Leu Phe Arg Glu Cys Cys Pro His Ser Thr Asp 
65 70 75 80 

Gly Val Val Leu He Gly Glu Arg Leu Trp Ser Cys Arg Val His Lys 

85 90 95 

He He Leu Asp Leu He Ser Glu Ser Pro Thr Glu Asp Val His Arg 

100 105 110 

Leu He He Pro He Phe Met Met 
115 120 



<210> 2195 

<211> 106 

<212> PRT 

<213> Homo sapiens 
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<400> 2195 

Met Asn Phe Ser Lys Phe Thr Gin Leu Phe Gly His His Tyr Asn Leu 

15 10 15 

Val Leu Glu Gin Phe His Leu Ser Gin Val He Pro His Ala His Leu 

20 25 30 

Gin He He Cys He Pro Thr His Cys Cys Gly Gin Leu Gin Phe Tyr 

35 40 .45 

Thr Leu Leu Leu Glu He Cys Leu Phe Trp Thr Phe Arg He Ser Gly 

50 55 60 

He Leu Gin Phe Val Val Phe Cys He Trp Leu Leu Ser Leu Ser Met 
65 70 75 80 

Val Leu Arg Cys He Arg Val Val Ala Cys He Asn Met His Ser He 

85 90 95 

Cys He Cys Phe Phe Phe Phe Phe Ala Glu 
100 105 



<210> 2196 
<211> 235 
• <212> PRT 

<213> Homo sapiens 



<400> 2196 

Met Ala Arg Glu Lys His Gin Ala 

1 5 
Ser Leu Lys Val Asp Glu Leu Glu 
20 

Ser Val Leu Phe Leu Gly Pro Glu 
35 40 



Ser Gin Lys Glu Asn Lys Gin Leu 

10 15 
Arg Leu Glu Ala Leu Gly Pro He 

25 30 
Thr Phe Ser His Leu Ala Val Phe 
45 
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Cys Leu Val Cys Gly Ser Val Glu Gly Leu Glu Ala Leu Glu Gly Thr 

50 55 60 

Arg Gin Thr Ser Glu Glu Lys Leu Leu Pro Phe Gin Trp Lys Leu Glu 
65 70 75 80 

Ala Thr Ser Ala Gin Asn He Glu Phe Leu Gin Val He Ala Lys Arg 

85 90 95 

Glu Glu Ala He His Gin Ser Gin Leu Arg Leu Glu Glu Lys Thr Arg 

100 105 110 

Glu Cys Gly Thr Leu Ala Arg Gin Leu Glu Ser Ala He Glu Asp Ala 

115 120 125 

Arg Arg Gin Val Glu Gin Thr Lys Glu His Ala Leu Ser Lys Glu Arg 

130 135 140 

Ala Ala Gin Asn Lys He Leu Asp Leu Glu Thr Gin Leu Ser Arg Thr 
145 150 155 160 

Lys Thr Glu Leu Ser Gin Leu Arg Arg Ser Arg Asp Asp Ala Asp Arg 

165 170 175 

Arg Tyr Gin Ser Arg Leu Gin Asp Leu Lys Asp Arg Leu Glu Gin Ser 

180 185 190 

Glu Ser Thr Asn Arg Ser Met Gin Asn Tyr Val Gin Phe Leu Lys Ser 

195 200 205 

Ser Tyr Ala Asn Val Phe Gly Asp Gly Pro Tyr Ser Thr Phe Leu Thr 

210 215 220 

Ser Ser Pro He Arg Ser Arg Ser Pro Pro Ala 
225 230 235 



<210> 2197 
<211> 181 
<212> PRT 
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<213> Homo sapiens 
<400> 2197 

Met Thr Leu Pro Trp Pro Ser Pro Gly Pro Ser Leu He Leu Pro Cys 

15 10 15 

Pro Ser Met Pro Trp Pro Cys Pro His Pro Ala Leu Ala Leu His Trp 

20 25 30 

Ser Cys Pro Ala Leu Ala Leu Pro Trp Pro Trp Pro Cys Leu Leu Pro 

35 40 45 

Gly Leu Ala Phe Ala Leu Pro Trp Pro Asp Pro Arg Pro Thr Glu Ser 

50 55 60 

Met Lys Trp Pro Trp Thr Cys Leu Ala He Leu Cys Pro Gly Pro He 
65 70 75 80 

Leu Ser Pro Pro Cys Ser Gly Pro Ala Leu Ala Leu Ala Leu Leu Leu 

85 90 95 

Val Leu Pro Leu Leu Trp Pro Cys Ser Val Phe Gly Arg Ala Leu Cys 

100 105 110 

Tyr Pro Ser Pro Ala Leu Pro Trp Pro Trp Pro Tyr His Gly Leu Leu 

115 120 125 

Leu Pro Trp Pro Gly Pro Thr Leu Ala Phe Ser Thr Leu Ala Leu Pro 

130 135 140 

Phe Pro Gly Val Ala Leu Pro Trp Pro Cys Pro Ala Leu Ala Leu Ala 
145 150 155 160 

Leu Pro Tyr Pro Gly Pro Gly Ser Ala Leu Thr Leu Ala Leu Val Leu 

165 170 175 

Ser Cys Pro Trp Leu 
180 
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<210> 2198 
<211> 126 
<212> PRT 

<213> Homo sapiens 
<400> 2198 

Met Glu Phe Arg Phe Cys Cys Pro Gly Trp Ser Ala Met Val Arg Ser 

15 10 15 

Leu Leu He Ala Thr Ser Ala Ser Trp Val Gin Val He Leu Leu Pro 

20 25 30 

Gin Pro Leu Phe Gin Met Gly Ala Tyr Tyr Gly Ser Pro Ala Ser Ser 

35 40 45 

Pro Leu Leu Tyr Met Glu Gly Arg Pro He Phe Leu Trp Phe He Gly 

50 55 60 

Leu Gin Thr His Asn Lys Pro Asn Lys Gin Thr He Phe His Leu Tyr 
65 70 75 80 

Leu Met Glu Arg Leu His He Ser His Ser Thr Tyr He Leu Ser Trp 

85 90 95 

Met Gin Glu Met Gin Glu Pro Leu Arg Leu Ser His Leu Glu Cys Ser 

100 105 110 

Leu Glu Arg Asn Leu Gly Ser Asp Lys Cys Leu Thr Thr Ser 
115 120 125 



<210> 2199 
<211> 551 
<212> PRT 

<213> Homo sapiens 
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<400> 2199 

Met Ala Ala Pro Val Arg Leu Gly Arg Lys Arg Pro Leu Pro Ala Cys 

15 10 15 

Pro Asn Pro Leu Phe Val Arg Trp Leu Thr Glu Trp Arg Asp Glu Ala 

20 25 30 

Thr Arg Ser Arg His Arg Thr Arg Phe Val Phe Gin Lys Ala Leu Arg 

35 40 45 

Ser Leu Arg Arg Tyr Pro Leu Pro Leu Arg Ser Gly Lys Glu Ala Lys 

50 55 60 

He Leu Gin His Phe Gly Asp Gly Leu Cys Arg Met Leu Asp Glu Arg 
65 70 75 80 

Leu Gin Arg His Arg Thr Ser Gly Gly Asp His Ala Pro Asp Ser Pro 

85 90 95 

Ser Gly Glu Asn Ser Pro Ala Pro Gin Gly Arg Leu Ala Glu Val Gin 

100 105 110 

Asp Ser Ser Met Pro Val Pro Ala Gin Pro Lys Ala Gly Gly Ser Gly 

115 120 125 

Ser Tyr Trp Pro Ala Arg His Ser Gly Ala Arg Val He Leu Leu Val 

130 135 140 

Leu Tyr Arg Glu His Leu Asn Pro Asn Gly His His Phe Leu Thr Lys 
145 150 155 160 

Glu Glu Leu Leu Gin Arg Cys Ala Gin Lys Ser Pro Arg Val Ala Pro 

165 170 175 

Gly Ser Ala Pro Pro Trp Pro Ala Leu Arg Ser Leu Leu His Arg Asn 

180 185 190 

Leu Val Leu Arg Thr His Gin Pro Ala Arg Tyr Ser Leu Thr Pro Glu 

195 200 205 

Gly Leu Glu Leu Ala Gin Lys Leu Ala Glu Ser Glu Gly Leu Ser Leu 
210 215 220 
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Leu Asn Val Gly He Gly Pro Lys Glu Pro Pro Gly Glu Glu Thr Ala 
225 230 235 240 

Val Pro Gly Ala Ala Ser Ala Glu Leu Ala Ser Glu Ala Gly Val Gin 

245 250 255 

Gin Gin Pro Leu Glu Leu Arg Pro Gly Glu Tyr Arg Val Leu Leu Cys 

260 265 270 

Val Asp He Gly Glu Thr Arg Gly Gly Gly His Arg Pro Glu Leu Leu 

275 280 285 

Arg Glu Leu Gin Arg Leu His Val Thr His Thr Val Arg Lys Leu His 

290 295 300 

Val Gly Asp Phe Val Trp Val Ala Gin Glu Thr Asn Pro Arg Asp Pro 
305 310 315 320 

Ala Asn Pro Gly Glu Leu Val Leu Asp His He Val Glu Arg Lys Arg 

325 330 335 

Leu Asp Asp Leu Cys Ser Ser He He Asp Gly Arg Phe Arg Glu Gin 

340 345 350 

Lys Phe Arg Leu Lys Arg Cys Gly Leu Glu Arg Arg Val Tyr Leu Val 

355 360 365 

Glu Glu His Gly Ser Val His Asn Leu Ser Leu Pro Glu Ser Thr Leu 

370 375 380 

Leu Gin Ala Val Thr Asn Thr Gin Val He Asp Gly Phe Phe Val Lys 
385 390 395 400 

Arg Thr Ala Asp He Lys Glu Ser Ala Ala Tyr Leu Ala Leu Leu Thr 

405 410 415 

Arg Gly Leu Gin Arg Leu Tyr Gin Gly His Thr Leu Arg Ser Arg Pro 

420 425 430 

Trp Gly Thr Pro Gly Asn Pro Glu Ser Gly Ala Met Thr Ser Pro Asn 

435 440 445 

Pro Leu Cys Ser Leu Leu Thr Phe Ser Asp Phe Asn Ala Gly Ala He 
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450 455 460 

Lys Asn Lys Ala Gin Ser Val Arg Glu Val Phe Ala Arg Gin Leu Met 
465 470 475 480 

Gin Val Arg Gly Val Ser Gly Glu Lys Ala Ala Ala Leu Val Asp Arg 

485 490 495 

Tyr Ser Thr Pro Ala Ser Leu Leu Ala Ala Tyr Asp Ala Cys Ala Thr 

500 505 510 

Pro Lys Glu Gin Glu Thr Leu Leu Ser Thr He Lys Cys Gly Arg Leu 

515 520 525 

Gin Arg Asn Leu Gly Pro Ala Leu Ser Arg Thr Leu Ser Gin Leu Tyr 

530 535 540 

Cys Ser Tyr Gly Pro Leu Thr 
545 550 



<210> 2200 

<211> 696 

<212> PRT 

<213> Homo sapiens 

<400> 2200 

Met Ser Ala His Leu Ala Met He Asp Thr Leu Met Met Ala Tyr Thr 

1 5 10 15 

Val Glu Met Val Ser He Glu Lys Val He Ala Cys Ala Gin Gin Tyr 

20 25 30 

Ser Ala Phe Phe Gin Ala Thr Asp Leu Pro Tyr Asp He Glu Asp Ala 

35 40 45 

Val Met Tyr Trp He Asn Lys Val Asn Glu His Leu Lys Asp He Met 
50 55 60 
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Glu Gin Glu Gin Lys Leu Lys Glu His His Thr Val Glu Ala Pro Gly 
65 70 75 80 

Gly Gin Lys Ser Pro Ser Lys Trp Phe Trp Lys Leu Val Pro Ala Arg 

85 90 95 

Tyr Arg Lys Glu Gin Thr Leu Leu Lys Gin Leu Pro Cys lie Pro Leu 

100 105 110 

Val Glu Asn Leu Leu Lys Asp Gly Thr Asp Gly Cys Ala Leu Ala Ala 

115 120 125 

Leu He His Phe Tyr Cys Pro Asp Val Val Arg Leu Glu Asp lie Cys 

130 135 140 

Leu Lys Glu Thr Met Ser Leu Ala Asp Ser Leu Tyr Asn Leu Gin Leu 
145 150 155 160 

He Gin Glu Phe Cys Gin Glu Tyr Leu Asn Gin Cys Cys His Phe Thr 

165 170 175 

Leu Glu Asp Met Leu Tyr Ala Ala Ser Ser He Lys Ser Asn Tyr Leu 

180 185 190 

Val Phe Met Ala Glu Leu Phe Trp Trp Phe Glu Val Val Lys Pro Ser 

195 200 205 

Phe Val Gin Pro Arg Val Val Arg Pro Gin Gly Ala Glu Pro Val Lys 

210 215 220 

Asp Met Pro Ser He Pro Val Leu Asn Ala Ala Lys Arg Asn Val Leu 
225 230 235 240 

Asp Ser Ser Ser Asp Phe Pro Ser Ser Gly Glu Gly Ala Thr Phe Thr 

245 250 255 

Gin Ser His His His Leu Pro Ser Arg Tyr Ser Arg Pro Gin Ala His 

260 265 270 

Ser Ser Ala Ser Gly Gly He Arg Arg Ser Ser Ser Met Ser Tyr Val 

275 280 285 

Asp Gly Phe He Gly Thr Trp Pro Lys Glu Lys Arg Ser Ser Val His 
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290 295 300 

Gly Val Ser Phe Asp He Ser Phe Asp Lys Glu Asp Ser Val Gin Arg 
305 310 315 320 

Ser Thr Pro Asn Arg Gly He Thr Arg Ser He Ser Asn Glu Gly Leu 

325 330 335 

Thr Leu Asn Asn Ser His Val Ser Lys His He Arg Lys Asn Leu Ser 

340 345 350 

Phe Lys Pro He Asn Gly Glu Glu Glu Ala Glu Ser He Glu Glu Glu 

355 360 365 

Leu Asn He Asp Ser His Ser Asp Leu Lys Ser Cys Val Pro Leu Asn 

370 375 380 

Thr Asn Glu Leu Asn Ser Asn Glu Asn He His Tyr Lys Leu Pro Asn 
385 390 395 400 

Gly Ala Leu Gin Asn Arg He Leu Leu Asp Glu Phe Gly Asn Gin He 

405 410 415 

Glu Thr Pro Ser He Glu Glu Ala Leu Gin He He His Asp Thr Glu 

420 425 430 

Lys Ser Pro His Thr Pro Gin Pro Asp Gin He Ala Asn Gly Phe Phe 

435 440 445 

Leu His Ser Gin Glu Met Ser He Leu Asn Ser Asn He Lys Leu Asn 

450 455 460 

Gin Ser Ser Pro Asp Asn Val Thr Asp Thr Lys Gly Ala Leu Ser Pro 
465 470 475 480 

He Thr Asp Asn Thr Glu Val Asp Thr Gly He His Val Pro Ser Glu 

485 490 495 

Asp He Pro Glu Thr Met Asp Glu Asp Ser Ser Leu Arg Asp Tyr Thr 

500 505 510 

Val Ser Leu Asp Ser Asp Met Asp Asp Ala Ser Lys Phe Leu Gin Asp 
515 520 525 
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Tyr Asp He Arg Thr Gly Asn Thr Arg Glu Ala Leu Ser Pro Cys Pro 

530 535 540 

Ser Thr Val Ser Thr Lys Ser Gin Pro Gly Ser Ser Ala Ser Ser Ser 
545 550 555 560 

Ser Gly Val Lys Met Thr Ser Phe Ala Glu Gin Lys Phe Arg Lys Leu 

565 570 575 

Asn His Thr Asp Gly Lys Ser Ser Gly Ser Ser Ser Gin Lys Thr Thr 

580 585 590 

Pro Glu Gly Ser Glu Leu Asn He Pro His Val Val Ala Trp Ala Gin 

595 600 605 

He Pro Glu Glu Thr Gly Leu Pro Gin Gly Arg Asp Thr Thr Gin Leu 

610 615 620 

Leu Ala Ser Glu Met Val His Leu Arg Met Lys Leu Glu Glu Lys Arg 
625 630 635 640 

Arg Ala He Glu Ala Gin Lys Lys Lys Met Glu Ala Ala Phe Thr Lys 

645 650 655 

Gin Arg Gin Lys Met Gly Arg Thr Ala Phe Leu Thr Val Val Lys Lys 

660 665 670 

Lys Gly Asp Gly He Ser Pro Leu Arg Glu Glu Ala Ala Gly Ala Glu 

675 680 685 

Asp Glu Lys Val Tyr Thr Asp Arg 
690 695 



<210> 2201 

<211> 159 

<212> PRT 

<213> Homo sapiens 
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<400> 2201 

Met Leu Leu Phe Thr Leu Gly Lys Tyr Cys Leu Ser He Ser Ser Ala 

15 10 15 

He Glu Asn Leu Gly Gin Pro Val Leu Pro Thr Cys Leu His Asn Ser 

20 25 30 

Gin Val He Gin Phe Gly Phe Pro Thr Asn Leu Pro Ala Ser Ala Ser 

35 40 45 

Ser Cys Ser Lys Gly Glu Arg Leu Lys Gly Lys Leu Ser Gly Gin Thr 

50 55 60 

Pro Ala Leu Thr Gin Pro Trp Glu Glu Met Leu Leu Trp Pro Pro Arg 
65 70 75 80 

Thr Thr Gly Thr Leu Met Thr Glu Thr Ser Leu Thr Leu Asp Leu Leu 

85 90 95 

Ser Leu His Pro He Thr Ser He Val Val Val He Met Leu Leu Cys 

100 105 110 

Asn Val Leu He He Ala Gly Leu Leu His Trp Thr Val Ser Thr Leu 

115 120 125 

He Leu Leu Thr Ala Ser His Pro Ser Phe Pro Met Pro Asn Thr He 

130 135 140 

Asn Trp Met Ser Glu Phe Leu Lys He Val His Gly He His Val 
145 150 155 



<210> 2202 
<211> 524 
<212> PRT 
<213> Homo sapiens 

<400> 2202 
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Met Glu Asn Leu Glu Glu Glu Val Ser Gin Ala Glu Asn Ser Leu Leu 

15 10 15 

Gin Ala Ala Ala Ala Phe Pro Met Tyr Gly Arg Val His Cys He Thr 

20 25 30 

Gly Ala Leu Gin Lys Leu Ser Leu Asn Ser Leu Gin Leu Val Ser Glu 

35 40 45 

Trp Arg Pro Val Val Glu Lys Leu Leu Leu Met Ser Tyr Arg Leu Ser 

50 55 60 

Thr Val Val Ser Pro Val He Gin Ser Ser Ser Pro Glu Gly Leu He 
65 70 75 80 

Pro Met Asp Thr Asp Ser Glu Ser Ala Ser Arg Leu Gin Met He Leu 

85 90 95 

Asn Glu He Gin Pro Arg Asp Thr Asn Asp Tyr Phe Asn Gin Ala Lys 

100 105 110 

He Leu Lys Glu His Asp Ser Phe Asp Met Lys Asp Leu Asn Ala Ser 

115 120 125 

Val Val Asn He Asp Thr Ser Thr Glu He Lys Gly Lys Glu Val Lys 

130 135 140 

Thr Cys Asp Val Thr Ala Gin Met Val Leu Val Cys Cys Trp Arg Ser 
145 150 155 160 

Met Lys Glu Val Ala Leu Leu Leu Gly Met Leu Cys Gin Leu Leu Pro 

165 170 175 

Met Gin Pro Val Pro Glu Ser Ser Asp Gly Leu Leu Thr Val Glu Gin 

180 185 190 

Val Lys Glu He Gly Asp Tyr Phe Lys Gin His Leu Leu Gin Ser Arg 

195 200 205 

His Arg Gly Ala Phe Glu Leu Ala Tyr Thr Gly Phe Val Lys Leu Thr 

210 215 220 

Glu Val Leu Asn Arg Cys Pro Asn Val Ser Leu Gin Lys Leu Pro Glu 
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225 230 235 240 

Gin Trp Leu Trp Ser Val Leu Glu Glu He Lys Cys Ser Asp Pro Ser 

245 250 255 

Ser Lys Leu Cys Ala Thr Arg Arg Ser Ala Gly He Pro Phe Tyr He 

260 265 270 

Gin Ala Leu Leu Ala Ser Glu Pro Lys Lys Gly Arg Met Asp Leu Leu 

275 280 285 

Lys He Thr Met Lys Glu Leu He Ser Leu Ala Gly Pro Thr Asp Asp 

290 295 300 

He Gin Ser Thr Val Pro Gin Val His Ala Leu Asn He Leu Arg Ala 
305 310 315 320 

Leu Phe Arg Asp Thr Arg Leu Gly Glu Asn He He Pro Tyr Val Ala 

325 330 335 

Asp Gly Ala Lys Ala Ala He Leu Gly Phe Thr Ser Pro Val Trp Ala 

340 345 350 

Val Arg Asn Ser Ser Thr Leu Leu Phe Ser Ala Leu He Thr Arg He 

355 360 365 

Phe Gly Val Lys Arg Ala Lys Asp Glu His Ser Lys Thr Asn Arg Met 

370 375 380 

Thr Gly Arg Glu Phe Phe Ser Arg Phe Pro Glu Leu Tyr Pro Phe Leu 
385 390 395 400 

Leu Lys Gin Leu Glu Thr Val Ala Asn Thr Val Asp Arg Cys Gly His 

405 410 415 

Ser Pro Val Tyr His Ser Arg Glu Met Ala Ala Arg Ala Leu Val Pro 

420 425 430 

Phe Val Met He Asp His He Pro Asn Thr He Arg Ser Leu Leu Ser 

435 440 445 

Thr Leu Pro Ser Cys Thr Asp Gin Cys Phe Arg Gin Asn His He His 
450 455 460 
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Gly Thr Leu Leu Gin Val Phe His Leu Leu Gin Ala Tyr Ser Asp Ser 
465 470 475 480 

Lys His Gly Thr Asn Ser Asp Phe Gin His Glu Leu Thr Asp He Thr 

485 490 495 

Val Cys Thr Lys Ala Lys Leu Trp Leu Ala Lys Ser Phe Thr Thr Cys 

500 505 510 

Ala Ser Leu Lys He Lys Tyr Phe Cys Leu Phe Phe 
515 520 



<210> 2203 

<211> 118 

<212> PRT 

<213> Homo sapiens 

<400> 2203 

Met His Pro Tyr Asp Val Lys Leu Gly Leu He Ala Ser Cys Trp Trp 

15 10 15 

Gin Ser Ser Glu Asp Glu Asp Trp Leu Ser Tyr Trp Arg Ala Gly Pro 

20 25 30 

Trp Thr Arg His Leu Leu Leu Arg Pro Asp Glu Asn Gly Pro Gly Pro 

35 40 45 

Leu Ala Thr Arg Cys His Ser Gin Glu Arg Trp Ser Lys Ala Met Gin 

50 55 60 

Cys Gin Leu Arg Phe Glu Lys Gly Val Arg Ser Lys Cys Trp Lys Asp 
65 70 75 80 

Ser Pro Ser Leu Ser Ser Leu Pro Ser Thr Gin Leu Gin Ser Arg Ala 

85 90 95 

Glu Val Thr Thr His Pro Glu Ala Thr Val Glu Glu Thr Gin His Gin 
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100 

Ala Leu Ser Thr Leu Ser 
115 



105 



110 



<210> 2204 

<211> 158 

<212> PRT 

<213> Homo sapiens 

<400> 2204 

Met Met Gly Gin Gly Leu Leu Ser Phe Leu Gin Pro Lys Tyr Cys Pro 

15 10 15 

Ala Pro Glu Ala Pro He Pro Pro Gly Ala Gly He Thr Gin He Phe 

20 25 30 

Pro Lys Asp His Val Val Pro Ala Glu Trp Thr Thr Pro Ser Thr Leu 

35 40 45 

Ser Gin Arg Pro Arg Val Pro Trp Gly Arg Glu Thr Gly Lys Asp Gly 

50 55 60 

Ala Pro Arg Gly Ala Asp Lys Arg Leu Ser Pro Ser Gin Gly Leu Ala 
65 70 75 80 

Gin Asp Gly Asp Ser Pro Trp Val Trp Ser Trp Val Phe Leu Ser Cys 

85 90 95 

Pro Gly Gly Arg Gly Arg Gly Thr Arg Met Gly Ala Glu Leu Gin Leu 

100 105 110 

Ser Arg Val Lys Gly Ser Val Ser Thr Arg His Leu Cys Met Gly Glu 

115 120 125 

Leu Leu Gly Lys His Trp Pro Leu Pro Ser Val Leu Pro Gin Gly Ser 
130 135 140 
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Ser Arg Gly Pro Glu His Leu Trp Ser Arg He Glu Val Cys 
145 150 155 



<210> 2205 

<211> 130 

<212> PRT 

<213> Homo sapiens 

<400> 2205 

Met Gly Ala Leu Asn Ser He Ser Leu Glu Thr Asn Lys Ser Ser Phe 

15 10 15 

Ser Met Ser Trp Thr Pro Ser Val Glu His Ser Ser Gly Thr Ala Arg 

20 25 30 

Thr Leu Arg Ser Cys Lys Leu Ala Leu Val Gly Phe Ser Ser Met Ser 

35 40 45 

Glu Phe Leu Phe Arg Ala Ser Lys Thr Gin Pro Val Thr Leu Phe Val 

50 55 60 

Pro Asn Val Asn Ser Ala Leu Cys Asp Gin Pro Val Val Arg Gly Val 
65 70 75 80 

Gly He His Glu Gin Arg Lys Arg Asn He Ser Ser Leu He Ser Val 

85 90 95 

Phe Asn His Trp Leu Pro Pro Leu Gin Leu His Leu Gly Arg Ala Leu 

100 105 110 

He Cys Arg Phe Asn Ser Arg Gly Asn Phe Thr Cys Leu Met Thr Ala 
115 120 125 

Val Lys 
130 
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<210> 2206 

<211> 160 

<212> PRT 

<213> Homo sapiens 

<400> 2206 

Met Ala Ser Pro Ala Pro Leu Val Ala Ser He Ser His Gin Met Val 

15 10 15 

Ala Leu Gin Thr Leu Gin Leu Leu Gin Gin Glu Trp Gly Trp Gly Asp 

20 25 30 

Gly Pro Val Ala Pro Gly Asn Pro Arg Asp Pro Asp His Val Ser Thr 

35 40 45 

Ala Pro Ala Arg Arg Ser Gly Pro Pro Arg Ala Arg Pro Gly Pro Gly 

50 55 60 

Arg Glu Glu Arg Gly Gly Gly Val Gly Thr Arg Ser Arg Arg Thr Ala 
65 70 75 80 

Ala Arg Val Asn Ser Pro Glu Glu Glu Val Val Arg Gly Ala Glu Gly 

85 90 95 

Gly Ala Glu Leu Leu Pro Phe Pro Arg Asp Arg Gly Pro Cys Thr Leu 

100 105 110 

Ala Gin Met Ala Met Arg Ser Ala Leu Ala Arg Val Val Asp Ser Thr 

115 120 125 

Ser Glu Leu Val Ser Val Glu Gin Thr Leu Leu Gly Pro Leu Gin Gin 

130 135 140 

Glu Arg Ser Phe Pro He His Leu Lys Leu Gin Leu Leu Ala Asn Glu 
145 150 155 160 
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<210> 2207 

<211> 226 

<212> PRT 

<213> Homo sapiens 

<400> 2207 

Met Gin Ala Tyr Asn Pro Leu He His Pro Ala Phe Ser He Met Ala 

15 10 15 

Leu Phe Phe Ser Ser Lys Val Gin Asn His His Asp Phe Ser Pro Thr 

20 25 30 

Lys Lys Lys Lys Lys Arg Lys Arg Lys Leu Thr Leu Asn His Lys Ser 

35 40 45 

Trp Leu Pro Asn He Gly His Asn Trp Val Gly Glu Met Tyr Leu Val 

50 55 60 

Cys Leu Gly Gly Arg Gly Ser Phe Leu Pro Gly Asp Ser Phe Ser Glu 
65 70 75 80 

His Thr Ala He Leu Pro Met Ala Leu Ser Phe Thr Ser Pro Pro Glu 

85 90 95 

Arg Pro Ala Ser Phe Phe Leu Phe Val Cys Leu Ser Thr Ala He Met 

100 105 110 

Leu Leu Pro Gly Leu Trp Leu Leu Gly Thr His Ser Pro Phe Asn Met 

115 120 125 

Ala Cys Ser Leu Gin Phe Ser Leu Ser Lys Cys Ser Gin Ser Pro Gly 

130 135 140 

Leu Cys Ala Lys Gly Asp Ser Ala Leu Ala His Arg Leu Trp Ser Glu 
145 150 155 160 

Cys Leu Cys Leu Pro Gin He Asn Met Leu Lys Phe Asn His Lys Cys 

165 170 175 

Asp Gly Val He Arg Trp Gly Leu Trp Asp Phe He Arg Ser Trp Arg 
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180 185 190 

Gly Ser Leu lie Lys Lys Ala Ala Leu Pro Pro Pro Ser Cys Lys Ser 

195 200 205 

Pro Ser Val Asn Gin Glu Met Gly Pro His Gin Thr Pro Asn Leu Pro 

210 215 220 

Val Pro 
225 



<210> 2208 

<211> 140 

<212> PRT 

<213> Homo sapiens 

<400> 2208 

Met Lys Lys Val Lys Pro Val Phe Gin Trp Gly Pro Glu Val Gly Glu 

15 10 15 

Leu Glu Asp Arg Val Ala Ala Phe Leu Ser Ala Val Pro Lys Arg Gly 

20 25 30 

Pro Ser Pro Ser Arg His Gly Pro Lys Leu Leu Leu Gly Ala Pro Ala 

35 40 45 

Cys Leu Phe Asn Val Cys Leu Ala Pro Phe Pro Gly Glu Ala Thr Pro 

50 55 60 

Gly Thr He Ser Gly Leu Arg Arg Thr Thr Ser Leu Lys Gin Pro Leu 
65 70 75 80 

Gly Trp Glu Arg Ser Lys Pro Ser Ala Pro Arg Pro Ser Leu Ser Thr 

85 90 95 

Gly His Glu His Thr Gin Thr Pro Arg Pro Cys Pro Cys Ala Arg Met 
100 105 110 
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Ala Ala Arg Val Ser Arg His Asp Ala Pro Phe His Glu Cys Thr Glu 

115 120 125 

Pro Trp Ala Glu Leu Gly Ala Glu Leu His Ala Leu 
130 135 140 



<210> 2209 

<211> 630 

<212> PRT 

^ <213> Homo sapiens 

<400> 2209 

Met Gin Gin Asp Gly Leu Gly Val Gly Thr Arg Asn Gly Ser Gly Lys 

15 10 15 

Gly Arg Ser Val His Pro Ser Trp Pro Trp Cys Ala Pro Arg Pro Leu 

20 25 30 

Arg Tyr Phe Gly Arg Asp Ala Arg Ala Arg Arg Ala Gin Thr Ala Ala 

35 40 45 

Met Ala Leu Leu Ala Gly Gly Leu Ser Arg Gly Leu Gly Ser His Pro 
• 50 55 60 

Ala Ala Ala Gly Arg Asp Ala Val Val Phe Val Trp Leu Leu Leu Ser 
65 70 75 80 

Thr Trp Cys Thr Ala Pro Ala Arg Ala He Gin Val Thr Val Ser Asn 

85 90 95 

Pro Tyr His Val Val He Leu Phe Gin Pro Val Thr Leu Pro Cys Thr 

100 105 110 

Tyr Gin Met Thr Ser Thr Pro Thr Gin Pro He Val He Trp Lys Tyr 

115 120 125 

Lys Ser Phe Cys Arg Asp Arg He Ala Asp Ala Phe Ser Pro Ala Ser 
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130 135 140 

Val Asp Asn Gin Leu Asn Ala Gin Leu Ala Ala Gly Asn Pro Gly Tyr 
145 150 155 160 

Asn Pro. Tyr Val Glu Cys Gin Asp Ser Val Arg Thr Val Arg Val Val 

165 170 175 

Ala Thr Lys Gin Gly Asn Ala Val Thr Leu Gly Asp Tyr Tyr Gin Gly 

180 185 190 

Arg Arg He Thr He Thr Gly Asn Ala Asp Leu Thr Phe Asp Gin Thr 

195 200 205 

Ala Trp Gly Asp Ser Gly Val Tyr Tyr Cys Ser Val Val Ser Ala Gin 

210 215 220 

Asp Leu Gin Gly Asn Asn Glu Ala Tyr Ala Glu Leu He Val Leu Asp 
225 230 235 240 

Trp Leu Phe Val Val Val Val Cys Leu Ala Ala Phe Leu He Phe Leu 

245 250 255 

Leu Leu Gly He Cys Trp Cys Gin Cys Cys Pro His Thr Cys Cys Cys 

260 265 270 

Tyr Val Arg Cys Pro Cys Cys Pro Asp Lys Cys Cys Cys Pro Glu Ala 

275 280 285 

Leu Tyr Ala Ala Gly Lys Ala Ala Thr Ser Gly Val Pro Ser lie Tyr 

290 295 300 

Ala Pro Ser Thr Tyr Ala His Leu Ser Pro Ala Lys Thr Pro Pro Pro 
305 310 315 320 

Pro Ala Met He Pro Met Gly Pro Ala Tyr Asn Gly Tyr Pro Gly Gly 

325 330 335 

Tyr Pro Gly Asp Val Asp Arg Asn Ser Ser Ala Gly Gly Gin Gly Ser 

340 345 350 

Tyr Val Pro Leu Leu Arg Asp Thr Asp Ser Ser Val Ala Ser Val Arg 
355 360 365 



tttSE# 2004-3059661 



mm 2 0 0 3 - 1 0 2 2 0 7 



^-v! 937/ 



Ser Gly Tyr Arg He Gin Ala Ser Gin Gin Asp Asp Ser Met Arg Val 

370 375 380 

Leu Tyr Tyr Met Glu Lys Glu Leu Ala Asn Phe Asp Pro Ser Arg Pro 
385 390 395 400 

Gly Pro Pro Ser Gly Arg Val Glu Arg Ala Met Ser Glu Val Thr Ser 

405 410 415 

Leu His Glu Asp Asp Trp Arg Ser Arg Pro Ser Arg Gly Pro Ala Leu 

420 425 430 

Thr Pro He Arg Asp Glu Glu Trp Gly Gly His Ser Pro Arg Ser Pro 

435 440 445 

Arg Gly Trp Asp Gin Glu Pro Ala Arg Glu Gin Ala Gly Gly Gly Trp 

450 455 460 

Arg Ala Arg Arg Pro Arg Ala Arg Ser Val Asp Ala Leu Asp Asp Leu 
465 470 475 480 

Thr Pro Pro Ser Thr Ala Glu Ser Gly Ser Arg Ser Pro Thr Ser Asn 

485 490 495 

Gly Gly Arg Arg Ser Arg Ala Tyr Met Pro Pro Arg Ser Arg Ser Arg 

500 505 510 

Asp Asp Leu Tyr Asp Gin Asp Asp Ser Arg Asp Phe Pro Arg Ser Arg 

515 520 525 

Asp Pro His Tyr Asp Asp Phe Arg Ser Arg Glu Arg Pro Pro Ala Asp 

530 535 540 

Pro Arg Ser His His His Arg Thr Arg Asp Pro Arg Asp Asn Gly Ser 
545 550 555 560 

Arg Ser Gly Asp Leu Pro Tyr Asp Gly Arg Leu Leu Glu Glu Ala Val 

565 570 575 

Arg Lys Lys Gly Ser Glu Glu Arg Arg Arg Pro His Lys Glu Glu Glu 

580 585 590 

Glu Glu Ala Tyr Tyr Pro Pro Ala Pro Pro Pro Tyr Ser Glu Thr Asp 
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595 600 605 

Ser Gin Ala Ser Arg Glu Arg Arg Leu Lys Lys Asn Leu Ala Leu Ser 

610 615 620 

Arg Glu Ser Leu Val Val 
625 630 



<210> 2210 

<211> 575 

<212> PRT 

<213> Homo sapiens 

<400> 2210 

Met His Glu Thr Asn Gin Gly Glu Phe He Ala Ser Asp Ser Gin Glu 

1 5 10 15 

Ala Leu Phe Ser Lys Ser Ser Arg Gly Cys Leu Gin Asn Glu Lys Gin 

20 25 30 

Asp Glu Thr Leu Ser Ser Ser Glu He Thr Leu Trp Thr Glu Lys Gin 

35 40 45 

Ser Asn Gly Asp Lys Lys Ser He Glu Leu Asn Asp Gin Lys Phe Asn 

50 55 60 

Glu Leu He Lys Asn Cys Asn Lys His Asp Gly Arg Gly He He Val 
65 70 75 80 

Asp Ala Arg Gin Leu Pro Ser Pro Glu Pro Cys Glu He Gin Lys Asn 

85 90 95 

Leu Asn Asp Asn Glu Met Leu Phe His Ser Cys Gin Met Val Glu Glu 

100 105 110 

Ser His Glu Glu Glu Glu Leu Lys Pro Pro Glu Gin Glu He Glu He 
115 120 125 
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Asp Arg Asn He He Gin Glu Glu Glu Lys Gin Ala He Pro Glu Phe 

130 135 140 

Phe Glu Gly Arg Gin Ala Lys Thr Pro Glu Arg Tyr Leu Lys He Arg 
145 150 155 160 

Asn Tyr He Leu Asp Gin Trp Glu He Cys Lys Pro Lys Tyr Leu Asn 

165 170 175 

Lys Thr Ser Val Arg Pro Gly Leu Lys Asn Cys Gly Asp Val Asn Cys 

180 185 190 

He Gly Arg He His Thr Tyr Leu Glu Leu He Gly Ala He Asn Phe 

195 200 205 

Gly Cys Glu Gin Ala Val Tyr Asn Arg Pro Gin Thr Val Asp Lys Val 

210 215 220 

Arg He Arg Asp Arg Lys Asp Ala Val Glu Ala Tyr Gin Leu Ala Gin 
225 230 235 240 

Arg Leu Gin Ser Met Arg Thr Arg Arg Arg Arg Val Arg Asp Pro Trp 

245 250 255 

Gly Asn Trp Cys Asp Ala Lys Asp Leu Glu Gly Gin Thr Phe Glu His 

260 265 270 

Leu Ser Ala Glu Glu Leu Ala Lys Arg Arg Glu Glu Glu Lys Asp Arg 

275 280 285 

Pro Val Lys Ser Leu Lys Val Pro Arg Pro Thr Lys Ser Ser Phe Asp 

290 295 300 

Pro Phe Gin Leu He Pro Cys Asn Phe Phe Ser Glu Glu Lys Gin Glu 
305 310 315 320 

Pro Phe Gin Val Lys Val Ala Ser Glu Ala Leu Leu He Met Asp Leu 

325 330 335 

His Ala His Val Ser Met Ala Glu Val He Gly Leu Leu Gly Gly Arg 

340 345 350 

Tyr Ser Glu Val Asp Lys Val Val Glu Val Cys Ala Ala Glu Pro Cys 
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355 360 365 

Asn Ser Leu Ser Thr Gly Leu Gin Cys Glu Met Asp Pro Val Ser Gin 

370 375 380 

Thr Gin Ala Ser Glu Thr Leu Ala Val Arg Gly Phe Ser Val He Gly 
385 390 395 400 

Trp Tyr His Ser His Pro Ala Phe Asp Pro Asn Pro Ser Leu Arg Asp 

405 410 415 

He Asp Thr Gin Ala Lys Tyr Gin Ser Tyr Phe Ser Arg Gly Gly Ala 

420 425 430 

Lys Phe He Gly Met He Val Ser Pro Tyr Asn Arg Asn Asn Pro Leu 

435 440 445 

Pro Tyr Ser Gin He Thr Cys Leu Val He Ser Glu Glu He Ser Pro 

450 455 460 

Asp Gly Ser Tyr Arg Leu Pro Tyr Lys Phe Glu Val Gin Gin Met Leu 
465 470 475 480 

Glu Glu Pro Gin Trp Gly Leu Val Phe Glu Lys Thr Arg Trp He He 

485 490 495 

Glu Lys Tyr Arg Leu Ser His Ser Ser Val Pro Met Asp Lys He Phe 

500 505 510 

Arg Arg Asp Ser Asp Leu Thr Cys Leu Gin Lys Leu Leu Glu Cys Met 

515 520 525 

Arg Lys Thr Leu Ser Lys Val Thr Asn Cys Phe Met Ala Glu Glu Phe 

530 535 540 

Leu Thr Glu He Glu Asn Leu Phe Leu Ser Asn Tyr Lys Ser Asn Gin 
545 550 555 560 

Glu Asn Gly Val Thr Glu Glu Asn Cys Thr Lys Glu Leu Leu Met 
565 570 575 
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<210> 2211 

<211> 509 

<212> PRT 

<213> Homo sapiens 

<400> 2211 

Met Leu Val Val Leu Leu Gin Gly Thr Arg Glu Glu Asp Asp Val Val 

15 10 15 

Ser Glu Asp Leu Val Gin Gin Asp Val Gin Asp Leu Tyr Glu Ala Gly 

20 25 30 

Glu Leu Lys Trp Gly Thr Asp Glu Ala Gin Phe lie Tyr He Leu Gly 

35 40 45 

Asn Arg Ser Lys Gin His Leu Arg Leu Val Phe Asp Glu Tyr Leu Lys 

50 55 60 

Thr Thr Gly Lys Pro He Glu Ala Ser He Arg Gly Glu Leu Ser Gly 
65 70 75 80 

Asp Phe Glu Lys Leu Met Leu Ala Val Val Lys Arg He Arg Ser Thr 

85 90 95 

Pro Glu Tyr Phe Ala Glu Arg Leu Phe Lys Ala Met Lys Gly Leu Gly 

100 105 110 

Thr Arg Asp Asn Thr Leu He Arg He Met Val Ser Arg Ser Glu Leu 

115 120 125 

Asp Met Leu Asp He Arg Glu He Phe Arg Thr Lys Tyr Glu Lys Ser 

130 135 140 

Leu Tyr Ser Met He Lys Asn Asp Thr Ser Gly Glu Tyr Lys Lys Thr 
145 150 155 160 

Leu Leu Lys Leu Ser Gly Gly Asp Asp Asp Ala Ala Gly Gin Phe Phe 

165 170 175 

Pro Glu Ala Ala Gin Val Ala Tyr Gin Met Trp Glu Leu Ser Ala Val 
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180 185 190 

Ala Arg Val Glu Leu Lys Gly Thr Val Arg Pro Ala Asn Asp Phe Asn 

195 200 205 

Pro Asp Ala Asp Ala Lys Ala Leu Arg Lys Ala Met Lys Gly Leu Gly 

210 215 220 

Thr Asp Glu Asp Thr He He Asp lie He Thr His Arg Ser Asn Val 
225 230 235 240 

Gin Arg Gin Gin He Arg Gin Thr Phe Lys Ser His Phe Gly Arg Asp 

245 250 255 

Leu Met Thr Asp Leu Lys Ser Glu He Ser Gly Asp Leu Ala Arg Leu 

260 265 270 

He Leu Gly Leu Met Met Pro Pro Ala His Tyr Asp Ala Lys Gin Leu 

275 280 285 

Lys Lys Ala Met Glu Gly Ala Gly Thr Asp Glu Lys Ala Leu He Glu 

290 295 300 

He Leu Ala Thr Arg Thr Asn Ala Glu He Arg Ala He Asn Glu Ala 
305 310 315 320 

Tyr Lys Glu Asp Tyr His Lys Ser Leu Glu Asp Ala Leu Ser Ser Asp 

325 330 335 

Thr Ser Gly His Phe Arg Arg He Leu He Ser Leu Ala Thr Gly His 

340 345 350 

Arg Glu Glu Gly Gly Glu Asn Leu Asp Gin Ala Arg Glu Asp Ala Gin 

355 360 365 

Val Ala Ala Glu He Leu Glu He Ala Asp Thr Pro Ser Gly Asp Lys 

370 375 380 

Thr Ser Leu Glu Thr Arg Phe Met Thr He Leu Cys Thr Arg Ser Tyr 
385 390 395 400 

Pro His Leu Arg Arg Val Phe Gin Glu Phe He Lys Met Thr Asn Tyr 
405 410 415 
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Asp Val Glu His Thr He Lys Lys Glu Met Ser Gly Asp Val Arg Asp 

420 425 430 

Ala Phe Val Ala He Val Gin Ser Val Lys Asn Lys Pro Leu Phe Phe 

435 440 445 

Ala Asp Lys Leu Tyr Lys Ser Met Lys Gly Ala Gly Thr Asp Glu Lys 

450 455 460 

Thr Leu Thr Arg He Met Val Ser Arg Ser Glu He Asp Leu Leu Asn 

465 470 475 480 

He Arg Arg Gly Trp Val Gly Leu Leu Ser Ser Val Glu Leu Arg Lys 

485 490 495 

Arg Ser His Ser His Gly Pro Ser Arg Ala Gin His Gly 

500 505 



<210> 2212 
<211> 232 
<212> PRT 

<213> Homo sapiens 
<400> 2212 

Met Ala Ser Pro Pro Gly Leu Glu Leu Lys Thr Leu Ser Asn Gly Pro 

15 10 15 

Gin Ala Pro Arg Arg Ser Ala Pro Leu Gly Pro Val Ala Pro Thr Arg 

20 25 30 

Glu Gly Val Glu Asn Ala Cys Phe Ser Ser Glu Glu His Glu Thr His 

35 40 . 45 

Phe Gin Asn Pro Gly Asn Thr Arg Leu Gly Ser Ser Pro Ser Pro Pro 

50 55 60 

Gly Gly Val Ser Ser Leu Pro Arg Ser Gin Arg Asp Asp Leu Ser Leu 
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65 70 75 80 

His Ser Glu Glu Gly Pro Ala Leu Glu Pro Val Ser Arg Pro Val Asp 

85 90 95 

Tyr Gly Phe Val Ser Ala Leu Val Phe Leu Val Ser Gly He Leu Leu 

100 105 110 

Val Val Thr Ala Tyr Ala He Pro Arg Glu Ala Arg Val Asn Pro Asp 

115 120 125 

Thr Val Thr Ala Arg Glu Met Glu Arg Leu Glu Met Tyr Tyr Ala Arg 

130 135 140 

Leu Gly Ser His Leu Asp Arg Cys He He Ala Gly Leu Gly Leu Leu 
145 150 155 160 

Thr Val Gly Gly Met Leu Leu Ser Val Leu Leu Met Val Ser Leu Cys 

165 170 175 

Lys Gly Glu Leu Tyr Arg Arg Arg Thr Phe Val Pro Gly Lys Gly Ser 

180 185 190 

Arg Lys Thr Tyr Gly Ser He Asn Leu Arg Met Arg Gin Leu Asn Gly 

195 200 205 

Asp Gly Gly Gin Ala Leu Val Glu Asn Glu Val Val Gin Val Ser Glu 

210 215 220 

Thr Ser His Thr Leu Gin Arg Ser 
225 230 



<210> 2213 

<211> 190 

<212> PRT 

<213> Homo sapiens 

<400> 2213 
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Met Ser Val Gly Pro Ser Pro Phe Ser Arg Gly Pro Gly Arg Gly Leu 

15 10 15 

Gly Trp Gly Pro Ser Phe Ala Asp Ala Cys Leu Ser Val Leu Pro Cys 

20 25 30 

Leu Pro Cys Pro His Leu Leu Phe His Cys His Phe Cys Val Cys Leu 

35 40 45 

Arg Met Leu Ser Gly Tyr His Pro He His Leu Cys Leu Leu Pro Gly 

50 55 60 

Pro Leu Ser Leu Ala Leu He Leu Leu Cys Leu Leu Gly Cys Leu Ser 
65 70 75 80 

Leu His Ser Pro Val Leu Ala Phe Arg Ser Pro Phe Leu Ser Ser Gly 

85 90 95 

Leu Leu Cys Val Thr Ser Val Ser Thr Ser Gly Pro Trp Leu Pro Ser 

100 105 110 

Trp Ser His Leu Phe Ser Pro Tyr Pro Cys Phe Ser Leu Pro Val He 

115 120 125 

Ser Gly Ala Gly Leu Cys Pro Ser He Pro Val Ser He Ser Val Leu 

130 135 140 

Gly Pro Ala Cys Ser His Phe Pro Leu He Leu Ala Pro Leu Pro Ala 
145 150 155 160 

Pro Pro Thr Ser Pro Leu Ala Pro Leu Pro Phe Phe Leu Ala Gly Ser 

165 170 175 

Ala Arg Gly Pro Asn Cys Gly Asp Thr Met Ala His Gly Phe 
180 185 190 



<210> 2214 
<211> 107 
<212> PRT 
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<213> Homo sapiens 
<400> 2214 

Met Phe Ser Ala His Cys Asn Leu Arg Leu Pro Gly Ser Gly Asp Ser 

15 10 15 

Pro Ala Leu Ala Ser Gin Val Ala Gly He Ala Gly Val Arg His His 

20 25 30 

Ala Trp Leu He Phe Val Phe Leu Val Glu Thr Gly Phe His Arg Val 

35 40 45 

Gly Arg Ala Gly Leu Glu Leu Leu Thr Ser Gly Asp Pro Pro Ala Ser 

50 55 60 

Ala Ser Arg Gly Ala Gly Val Thr Gly Val Ser His Cys Ala Gin Pro 
65 70 75 80 

Leu Asn Ala Leu Gin Tyr Arg Asp Ala He Leu Asp Cys Leu Leu Leu 

85 90 95 

Gly Gly Arg Ala Gly Glu Gly Glu He Leu Leu 
100 105 



<210> 2215 

<211> 219 

<212> PRT 

<213> Homo sapiens 

<400> 2215 

Met Val Lys Met Leu Pro Ala Gin Glu Ala Ala Lys He Tyr His Thr 

15 10 15 

Asn Tyr Val Arg Asn Ser Arg Ala Val Gly Val Met Trp Gly Thr Leu 
20 25 30 
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Thr He Cys Phe Ser Val Leu Val Met Ala Leu Phe He Gin Pro Tyr 

35 40 45 

Trp He Gly Asp Ser Val Asn Thr Pro Gin Ala Gly Tyr Phe Gly Leu 

50 55 60 

Phe Ser Tyr Cys Val Gly Asn Val Leu Ser Ser Glu Leu He Cys Lys 
65 70 75 80 

Gly Gly Pro Leu Asp Phe Ser Ser He Pro Ser Arg Ala Phe Lys Thr 

85 90 95 

Ala Met Phe Phe Val Ala Leu Gly Met Phe Leu He He Gly Ser He 

100 105 110 

He Cys Phe Ser Leu Phe Phe He Cys Asn Thr Ala Thr Val Tyr Lys 

115 120 125 

He Cys Ala Trp Met Gin Leu Ala Ala Ala Thr Gly Leu Met He Gly 

130 135 140 

Cys Leu Val Tyr Pro Asp Gly Trp Asp Ser Ser Glu Val Arg Arg Met 
145 150 155 160 

Cys Gly Glu Gin Thr Gly Lys Tyr Thr Leu Gly His Cys Thr He Arg 

165 170 175 

Trp Ala Phe Met Leu Ala He Leu Ser He Gly Asp Ala Leu He Leu 

180 185 190 

Ser Phe Leu Ala Phe Val Leu Gly Tyr Arg Gin Asp Lys Leu Leu Pro 

195 200 205 

Asp Asp Tyr Lys Ala Asp Gly Thr Glu Glu Val 
210 215 



<210> 2216 
<211> 177 
<212> PRT 
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<213> Homo sapiens 
<400> 2216 

Met Arg Arg Phe He Leu Glu Arg Asn Pro Thr Asn Val Lys Asn Met 

15 10 15 

Ala Lys Leu Ser Pro He Pro His Thr Leu Leu Gly He Arg Lys Phe 

20 25 30 

Met Leu Glu Arg Asn His Thr Ser Val He Asn Val Ala Gin Pro Leu 

35 40 45 

Phe Tyr Pro Gin Pro Leu Val Asn Met Arg Arg Phe He Leu Glu Arg 

50 55 60 

Asn Ser Thr Asn Val Lys Asn Val Ala Lys Pro Ser Thr He Phe His 
65 70 75 80 

Thr Leu Leu Tyr He Arg Gin Phe He Leu Glu Arg Asn Ala He Asn 

85 90 95 

Gly He Lys Thr Phe Thr Trp Ser Ser Ser Pro His Lys His Arg Arg 

100 105 110 

Thr His Thr Gly Glu Lys Pro Tyr Lys Cys Glu Glu Cys Gly Lys Ala 

115 120 125 

Phe Thr Ala Ser Ser Thr Leu Ser Glu Tyr Lys Thr He His Thr Gly 

130 135 140 

Glu Lys Pro Tyr Lys Cys Glu Glu Cys Gly Lys Ala Phe Asn Trp Ser 
145 150 155 160 

Ser Asp Phe Asn Lys His Lys Arg He His Ser Gly Gin Lys Pro He 
165 170 175 

Leu 
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<210> 2217 
<211> 158 
<212> PRT 

<213> Homo sapiens 
<400> 2217 

Met Gin Gin Met Met Glu Pro Cys Ser Thr Gin Lys Arg Lys Ser Arg 

15 10 15 

Arg Ala Leu Val Asp Glu Ser Asn Pro Asp Val Pro Gly Pro Leu Ala 

20 25 30 

Thr Ser Thr Thr Gin Arg Gly His Val His Thr Glu Gly Pro Arg Pro 

35 40 45 

Pro His Arg Gly Ala Thr Ser Thr Thr Gin Gly Pro Leu Gly Leu Arg 

50 55 60 

He Ser Pro Trp Pro Ala Arg Val Ser Ser Phe Pro Asp Leu Trp Asn 
65 70 75 80 

Lys Ser Leu Ser Gin Glu Gly Leu Glu Leu Glu Pro Leu Lys Arg Pro 

85 90 95 

Pro Leu Leu Ala Arg Met Val Asp Arg Lys Gin Cys His Val Leu Lys 

100 105 110 

Glu Leu His Gin Pro Met Leu Leu Trp Lys Thr Gin Gly Arg Gin Arg 

115 120 125 

Arg Trp Leu Gin Met Ala Ala Pro He Gly Thr Leu Leu Thr Ser Pro 

130 135 140 

Thr Gly Pro Gly Lys Pro Gly Trp Ala Trp Ala Gly Glu Pro 
145 150 155 



<210> 2218 
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<211> 172 
<212> PRT 
<213> Homo sapiens 



<400> 2218 

Met Pro Arg Ala Ser Cys Cys His Cys Leu Cys Gly Pro Glu Ser Trp 

15 10 15 

Thr Cys Pro Ser Asp Ser Gly Val Ala Ala Trp Ala Gly Ser Val Thr 

20 25 30 

Leu Gly Cys Tyr Thr Phe Trp Glu Leu Asp Arg Ser Gly Cys Leu Gly 

35 40 45 

Gly Leu Trp His Pro Gly Met Leu Tyr He Leu Gly Thr Gly Gin Glu 

50 55 60 

Trp Leu Leu Gly Trp Ala Leu Ala Pro Trp Asp Val He His Ser Gly 
65 70 75 80 

Asn Cys Asn Gin Pro Leu Glu Lys Ser Glu Leu Gin Glu Val Thr Leu 

85 90 95 

Gly Trp Asp Leu Gly Thr Trp Pro Gly Gin His Gly Asp Thr Arg Leu 

100 105 110 

Gin Gin Glu Leu Trp Ser Val Leu Gly Ser Leu Gly Ala Gly Leu Arg 

115 120 125 

Pro Trp Ala Gly Phe Leu Gin Ala Glu Val Leu Gly Lys Trp Gly Ser 

130 135 140 

Gin Ala Ser Cys Arg Leu Pro His Tyr Val Ala Ser Asp Ser Ser Ser 
145 150 155 160 

Leu Met Lys Ala He Trp Phe He Thr Leu Lys Leu 
165 170 
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<210> 2219 

<211> 141 

<212> PRT 

<213> Homo sapiens 

<400> 2219 

Met Ala Arg Gly Thr Pro Phe Ser Pro Thr Pro Ser Ser Gly Ser Ala 

15 10 15 

Pro Glu Leu Arg Ser Met His Arg Asn Ala. Ala Gly Ser Glu Leu Ser 

20 25 30 

Glu Arg Gly Leu Arg Glu Thr Glu Ala Thr Arg Glu Cys Arg Gly Glu 

35 40 45 

Glu Ala Gly Gly Leu Ala Ser Gin Phe Arg Ala Leu Arg Ala Ser Arg 

50 55 60 

Gly Arg Ser Gly Gly Cys Arg Pro Ser Pro Ala Leu Gly Ser Gly Arg 
65 70 75 80 

Gly Ser Gin Thr Ser Leu Pro Ser Gly Pro Gly Met Pro Ala Pro Gin 

85 90 95 

Ser Ser Gin Arg Asn Pro Ala Asn Arg Gly Ala Gin Gin Ser Arg Gly 

100 105 110 

Gly Arg His Gin Gin Pro Thr Cys Ser Val Glu Gly Thr Leu Pro Ser 

115 120 125 

He Ala Ala Thr Ala Asp Ala Arg Arg Ser Ser Ser Arg 
130 135 140 



<210> 2220 
<211> 707 
<212> PRT 



miiE# 2004-3059661 



#11 2003-102207 ^- V \ 952/ 



<213> Homo sapiens 



<400> 2220 

Met Ala Ala Ala Val Ala Ala Ala Gly Arg Leu Gly Trp Leu Phe Ala 

15 10 15 

Ala Leu Cys Leu Gly Asn Ala Ala Gly Glu Ala Ala Pro Gly Pro Arg 

20 25 30 

Val Leu Gly Phe Cys Leu Glu Glu Asp Gly Ala Ala Gly Ala Gly Trp 

35 40 45 

Val Arg Gly Gly Ala Ala Arg Asp Thr Pro Asp Ala Thr Phe Leu Leu 

50 55 60 

Arg Leu Phe Gly Pro Gly Phe Ala Asn Ser Ser Trp Ser Trp Val Ala 
65 70 75 80 

Pro Glu Gly Ala Gly Cys Arg Glu Glu Ala Ala Ser Pro Ala Gly Glu 

85 90 95 

Trp Arg Ala Leu Leu Arg Leu Arg Leu Arg Ala Glu Ala Val Arg Pro 

100 105 110 

His Ser Ala Leu Leu Ala Val Arg Val Glu Pro Gly Gly Gly Ala Ala 

115 120 125 

Glu Glu Ala Ala Pro Pro Trp Ala Leu Gly Leu Gly Ala Ala Gly Leu 

130 135 140 

Leu Ala Leu Ala Ala Leu Ala Arg Gly Leu Gin Leu Ser Ala Leu Ala 
145 150 155 160 

Leu Ala Pro Ala Glu Val Gin Val Leu Arg Glu Ser Gly Ser Glu Ala 

165 170 175 

Glu Arg Ala Ala Ala Arg Arg Leu Glu Pro Ala Arg Arg Trp Ala Gly 

180 185 190 

Cys Ala Leu Gly Ala Leu Leu Leu Leu Ala Ser Leu Ala Gin Ala Ala 
195 200 205 
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Leu Ala Val Leu Leu Tyr Arg Ala Ala Gly Gin Arg Ala Val Pro Ala 

210 215 220 

Val Leu Gly Ser Ala Gly Leu Val Phe Leu Val Gly Glu Val Val Pro 
225 230 235 240 

Ala Ala Val Ser Gly Arg Trp Thr Leu Ala Leu Ala Pro Arg Ala Leu 

245 250 255 

Gly Leu Ser Arg Leu Ala Val Leu Leu Thr Leu Pro Val Ala Leu Pro 

260 265 270 

Val Gly Gin Leu Leu Glu Leu Ala Ala Arg Pro Gly Arg Leu Arg Glu 

275 280 285 

Arg Val Leu Glu Leu Ala Arg Gly Gly Gly Asp Pro Tyr Ser Asp Leu 

290 295 300 

Ser Lys Gly Val Leu Arg Cys Arg Thr Val Glu Asp Val Leu Thr Pro 
305 310 315 320 

Leu Glu Asp Cys Phe Met Leu Asp Ala Ser Thr Val Leu Asp Phe Gly 

325 330 335 

Val Leu Ala Ser He Met Gin Ser Gly His Thr Arg He Pro Val Tyr 

340 345 350 

Glu Glu Glu Arg Ser Asn He Val Asp Met Leu Tyr Leu Lys Asp Leu 

355 360 365 

Ala Phe Val Asp Pro Glu Asp Cys Thr Pro Leu Ser Thr He Thr Arg 

370 375 380 

Phe Tyr Asn His Pro Leu His Phe Val Phe Asn Asp Thr Lys Leu Asp 
385 390 395 400 

Ala Val Leu Glu Glu Phe Lys Arg Gly Lys Ser His Leu Ala He Val 

405 410 415 

Gin Lys Val Asn Asn Glu Gly Glu Gly Asp Pro Phe Tyr Glu Val Leu 

420 425 430 

Gly Leu Val Thr Leu Glu Asp Val He Glu Glu He He Arg Ser Glu 
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435 440 445 

He Leu Asp Glu Ser Glu Asp Tyr Arg Asp Thr Val Val Lys Arg Lys 

450 455 460 

Pro Ala Ser Leu Met Ala Pro Leu Lys Arg Lys Glu Glu Phe Ser Leu 
465 470 475 480 

Phe Lys Val Ser Asp Asp Glu Tyr Lys Val Thr He Ser Pro Gin Leu 

485 490 495 

Leu Leu Ala Thr Gin Arg Phe Leu Ser Arg Glu Val Asp Val Phe Ser 

500 505 510 

Pro Leu Arg He Ser Glu Lys Val Leu Leu His Leu Leu Lys His Pro 

515 520 525 

Ser Val Asn Gin Glu Val Arg Phe Asp Glu Ser Asn Arg Leu Ala Thr 

530 535 540 

His His Tyr Leu Tyr Gin Arg Ser Gin Pro Val Asp Tyr Phe He Leu 
545 550 555 560 

He Leu Gin Gly Arg Val Glu Val Glu He Gly Lys Glu Gly Leu Lys 

565 570 575 

Phe Glu Asn Gly Ala Phe Thr Tyr Tyr Gly Val Ser Ala Leu Thr Val 

580 585 590 

Pro Ser Ser Val His Gin Ser Pro Val Ser Ser Leu Gin Pro He Arg 

595 600 605 

His Asp Leu Gin Pro Asp Pro Gly Asp Gly Thr His Ser Ser Ala Tyr 

610 615 620 

Cys Pro Asp Tyr Thr Val Arg Ala Leu Ser Asp Leu Gin Leu He Lys 
625 630 635 640 

Val Thr Arg Leu Gin Tyr Leu Asn Ala Leu Leu Ala Thr Arg Ala Gin 

645 650 655 

Asn Leu Pro Gin Ser Pro Glu Asn Thr Asp Leu Gin Val He Pro Gly 
660 665 670 
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Ser Gin Thr Arg Leu Leu Gly Glu Lys Thr Thr Thr Ala Ala Gly Ser 

675 680 685 

Ser His Ser Arg Pro Gly Val Pro Val Glu Gly Ser Pro Gly Arg Asn 

690 695 700 

Pro Gly Val 
705 



<210> 2221 
0 <211> 339 
<212> PRT 

<213> Homo sapiens 
<400> 2221 

Met Asn Gly Leu Glu Val Ala Pro Pro Gly Leu He Thr Asn Phe Ser 

15 10 15 

Leu Ala Thr Ala Glu Gin Cys Gly Gin Glu Thr Pro Leu Glu Asn Met 

20 25 30 

Leu Phe Ala Ser Phe Tyr Leu Leu Asp Phe He Pro Ala Leu Val Gly 
• 35 40 45 

Asn Thr Leu Ala Leu Trp Leu Phe He Arg Asp His Lys Ser Gly Thr 

50 55 60 

Pro Ala Asn Val Phe Leu Met His Leu Ala Val Ala Asp Leu Ser Cys 
65 70 75 80 

Val Leu Val Leu Pro Thr Arg Leu Val Tyr His Phe Ser Gly Asn His 

85 90 95 

Trp Pro Phe Gly Glu He Ala Cys Arg Leu Thr Gly Phe Leu Phe Tyr 

100 105 110 

Leu Asn Met Tyr Ala Ser He Tyr Phe Leu Thr Cys He Ser Ala Asp 
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115 120 125 

Arg Phe Leu Ala lie Val His Pro Val Lys Ser Leu Lys Leu Arg Arg 

130 135 140 

Pro Leu Tyr Ala His Leu Ala Cys Ala Phe Leu Trp Val Val Val Ala 
145 150 155 160 

Val Ala Met Ala Pro Leu Leu Val Ser Pro Gin Thr Val Gin Thr Asn 

165 170 175 

His Thr Val Val Cys Leu Gin Leu Tyr Arg Glu Lys Ala Ser His His 

180 185 190 

Ala Leu Val Ser Leu Ala Val Ala Phe Thr Phe Pro Phe He Thr Thr 

195 200 205 

Val Thr Cys Tyr Leu Leu He lie Arg Ser Leu Arg Gin Gly Leu Arg 

210 215 220 

Ala Glu Lys Arg Leu Lys Thr Lys Ala Val Arg Met He Ala He Val 
225 230 235 240 

Leu Ala lie Phe Leu Val Cys Phe Val Pro Tyr His Val Asn Arg Ser 

245 250 255 

Val Tyr Val Leu His Tyr Arg Ser His Gly Ala Ser Cys Ala Thr Gin 

260 265 270 

Arg He Leu Ala Leu Ala Asn Arg He Thr Ser Cys Leu Thr Arg Leu 

275 280 285 

Asn Gly Ala Leu Asp Pro He Met Tyr Phe Phe Val Ala Glu Lys Phe 

290 295 300 

Arg His Ala Leu Cys Asn Leu Leu Cys Gly Lys Arg Leu Lys Gly Pro 
305 310 315 320 

Pro Pro Ser Phe Glu Gly Lys Thr Asn Glu Ser Ser Leu Ser Ala Lys 
325 330 335 

Ser Glu Leu 
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<210> 2222 

<211> 136 

<212> PRT 

<213> Homo sapiens 

<400> 2222 

Met Val Arg Gly Trp Pro Gly Ser lie Ser His Gly Cys Ser Leu Asn 

15 10 15 

Cys He Gin Leu Leu lie Val Thr His Met Ser Thr Gly Leu Thr His 

20 25 30 

Phe Ser Ser Val Ser His Ser Thr Thr Lys Glu His His Thr Gin Asp 

35 40 45 

Ser Gly Glu Ser His Arg Leu Glu Glu Pro Gly Ala Trp Pro His Leu 

50 55 60 

Gly Leu He Ser Ser Val Gly Cys Arg Ser Cys Ala Arg Ser Ser Trp 
65 70 75 80 

Val Leu Ala Ser Cys Cys Met Arg Arg Lys Trp Arg Ala Ala Pro He 

85 90 95 

Ser Ser Thr Val Thr Met Ala Gly Trp Val Ser Ser Arg Arg Val Thr 

100 105 110 

Cys Glu Gin Ser Pro Gly Leu Arg Val He Glu Val Pro Asn Val Arg 

115 120 125 

Gly Leu Ala Gly Ser Tyr Gin Gly 
130 135 



<210> 2223 
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<211> 1101 
<212> PRT 

<213> Homo sapiens 
<400> 2223 

Met Ser Glu Glu Pro Lys Glu Lys Asn Ala Lys Pro Ala His Arg Lys 

15 10 15 

Arg Lys Gly Lys Lys Ser Asp Ala Asn Ala Ser Tyr Leu Arg Ala Ala 

20 25 30 

Arg Ala Gly His Leu Glu Lys Ala Leu Gly Tyr He Ser Val Val Asp 

35 40 45 

Thr Leu Lys He Val Thr Glu Glu Thr Met Thr Thr Thr Thr Val Thr 

50 55 60 

Glu Lys His Lys Met Asn Val Pro Glu Thr Met Asn Glu Val Leu Asp 
65 70 75 80 

Met Ser Asp Asp Glu Val Arg Lys Ala Asn Ala Pro Glu Met Leu Ser 

85 90 95 

Asp Gly Glu Tyr He Ser Asp Val Glu Glu Gly Glu Asp Ala Met Thr 

100 105 110 

Gly Asp Thr Asp Lys Tyr Leu Gly Pro Gin Asp Leu Lys Glu Leu Gly 

115 120 125 

Asp Asp Ser Leu Pro Ala Glu Gly Tyr Met Gly Phe Ser Leu Gly Ala 

130 135 140 

Arg Ser Ala Ser Leu Arg Ser Phe Ser Ser Asp Arg Ser Tyr Thr Leu 
145 150 155 160 

Asn Arg Ser Ser Tyr Ala Arg Asp Ser Met Met He Glu Glu Leu Leu 

165 170 175 

Val Pro Ser Lys Glu Gin His Leu Thr Phe Thr Arg Glu Phe Asp Ser 
180 185 190 
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Asp Ser Leu Arg His Tyr Ser Trp Ala Ala Asp Thr Leu Asp Asn Val 

195 200 205 

Asn Leu Val Ser Ser Pro He His Ser Gly Phe Leu Val Ser Phe Met 

210 215 220 

Val Asp Ala Arg Gly Gly Ser Met Arg Gly Ser Arg His His Gly Met 
225 230 235 240 

Arg He He He Pro Pro Arg Lys Cys Thr Ala Pro Thr Arg He Thr 

245 250 255 

Cys Arg Leu Val Lys Arg His Lys Leu Ala Asn Pro Pro Pro Met Val 

260 265 270 

Glu Gly Glu Gly Leu Ala Ser Arg Leu Val Glu Met Gly Pro Ala Gly 

275 280 285 

Ala Gin Phe Leu Gly Pro Val He Val Glu He Pro His Phe Gly Ser 

290 295 300 

Met Arg Gly Lys Glu Arg Glu Leu He Val Leu Arg Ser Glu Asn Gly 
305 310 315 320 

Glu Thr Trp Lys Glu His Gin Phe Asp Ser Lys Asn Glu Asp Leu Thr 

325 330 335 

Glu Leu Leu Asn Gly Met Asp Glu Glu Leu Asp Ser Pro Glu Glu Leu 

340 345 350 

Gly Lys Lys Arg He Cys Arg He He Thr Lys Asp Phe Pro Gin Tyr 

355 360 365 

Phe Ala Val Val Ser Arg He Lys Gin Glu Ser Asn Gin He Gly Pro 

370 375 380 

Glu Gly Gly He Leu Ser Ser Thr Thr Val Pro Leu Val Gin Ala Ser 
385 390 395 400 

Phe Pro Glu Gly Ala Leu Thr Lys Arg He Arg Val Gly Leu Gin Ala 

405 410 415 

Gin Pro Val Pro Asp Glu He Val Lys Lys He Leu Gly Asn Lys Ala 
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420 425 430 

Thr Phe Ser Pro He Val Thr Val Glu Pro Arg Arg Arg Lys Phe His 

435 440 445 

Lys Pro He Thr Met Thr He Pro Val Pro Pro Pro Ser Gly Glu Gly 

450 455 460 

Val Ser Asn Gly Tyr Lys Gly Asp Thr Thr Pro Asn Leu Arg Leu Leu 
465 470 475 480 

Cys Ser He Thr Gly Gly Thr Ser Pro Ala Gin Trp Glu Asp He Thr 

485 490 495 

Gly Thr Thr Pro Leu Thr Phe He Lys Asp Cys Val Ser Phe Thr Thr 

500 505 510 

Asn Val Ser Ala Arg Phe Trp Leu Ala Asp Cys His Gin Val Leu Glu 

515 520 525 

Thr Val Gly Leu Ala Thr Gin Leu Tyr Arg Glu Leu He Cys Val Pro 

530 535 540 

Tyr Met Ala Lys Phe Val Val Phe Ala Lys Met Asn Asp Pro Val Glu 
545 550 555 560 

Ser Ser Leu Arg Cys Phe Cys Met Thr Asp Asp Lys Val Asp Lys Thr 

565 570 575 

Leu Glu Gin Gin Glu Asn Phe Glu Glu Val Ala Arg Ser Lys Asp He 

580 585 590 

Glu Val Leu Glu Gly Lys Pro He Tyr Val Asp Cys Tyr Gly Asn Leu 

595 600 605 

Ala Pro Leu Thr Lys Gly Gly Gin Gin Leu Val Phe Asn Phe Tyr Ser 

610 615 620 

Phe Lys Glu Asn Arg Leu Pro Phe Ser He Lys He Arg Asp Thr Ser 
625 630 635 640 

Gin Glu Pro Cys Gly Arg Leu Ser Ser Leu Lys Glu Pro Lys Thr Thr 
645 650 655 
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Lys Gly Leu Pro Gin Thr Ala Val Cys Asn Leu Asn He Thr Leu Pro 

660 665 670 

Ala His Lys Lys He Glu Lys Thr Asp Arg Arg Gin Ser Phe Ala Ser 

675 680 685 

Leu Ala Leu Arg Lys Arg Tyr Ser Tyr Leu Thr Glu Pro Gly Met Ser 

690 695 700 

Pro Gin Ser Pro Cys Glu Arg Thr Asp He Arg Met Ala He Val Ala 
705 710 715 720 

Asp His Leu Gly Leu Ser Trp Thr Glu Leu Ala Arg Glu Leu Asn Phe 

725 730 735 

Ser Val Asp Glu He Asn Gin He Arg Val Glu Asn Pro Asn Ser Leu 

740 745 750 

He Ser Gin Ser Phe Met Leu Leu Lys Lys Trp Val Thr Arg Asp Gly 

755 760 765 

Lys Asn Ala Thr Thr Asp Ala Leu Thr Ser Val Leu Thr Lys He Asn 

770 775 780 

Arg He Asp He Val Thr Leu Leu Glu Gly Pro He Phe Asp Tyr Gly 
785 790 795 800 

Asn He Ser Gly Thr Arg Ser Phe Ala Asp Glu Asn Asn Val Phe His 

805 810 815 

Asp Pro Val Asp Gly Tyr Pro Ser Leu Gin Val Glu Leu Glu Thr Pro 

820 825 830 

Thr Gly Leu His Tyr Thr Pro Pro Thr Pro Phe Gin Gin Asp Asp Tyr 

835 840 845 

Phe Ser Asp He Ser Ser He Glu Ser Pro Leu Arg Thr Pro Ser Arg 

850 855 860 

Leu Ser Asp Gly Leu Val Pro Ser Gin Gly Asn He Glu His Ser Ala 
865 870 875 880 

Asp Gly Pro Pro Val Val Thr Ala Glu Asp Ala Ser Leu Glu Asp Ser 
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885 890 895 

Lys Leu Glu Asp Ser Val Pro Leu Thr Glu Met Pro Glu Ala Val Asp 

900 905 910 

Val Asp Glu Ser Gin Leu Glu Asn Val Cys Leu Ser Trp Gin Asn Glu 

915 920 925 

Thr Ser Ser Gly Asn Leu Glu Ser Cys Ala Gin Ala Arg Arg Val Thr 

930 935 940 

Gly Gly Leu Leu Asp Arg Leu Asp Asp Ser Pro Asp Gin Cys Arg Asp 
945 950 955 960 

Ser He Thr Ser Tyr Leu Lys Gly Glu Ala Gly Lys Phe Glu Ala Asn 

965 970 975 

Gly Ser His Thr Glu He Thr Pro Glu Ala Lys Thr Lys Ser Tyr Phe 

980 985 990 

Pro Glu Ser Gin Asn Asp Val Gly Lys Gin Ser Thr Lys Glu Thr Leu 

995 1000 1005 

Lys Pro Lys He His Gly Ser Gly His Val Glu Glu Pro Ala Ser Pro 

1010 1015 1020 

Leu Ala Ala Tyr Gin Lys Ser Leu Glu Glu Thr Ser Lys Leu He He 
1025 1030 1035 1040 

Glu Glu Thr Lys Pro Cys Val Pro Val Ser Met Lys Lys Met Ser Arg 

1045 1050 1055 

Thr Ser Pro Ala Asp Gly Lys Pro Arg Leu Ser Leu His Glu Glu Glu 

1060 1065 1070 

Gly Ser Ser Gly Ser Glu Gin Lys Gly Glu Gly Phe Lys Val Lys Thr 

1075 1080 1085 

Lys Lys Glu He Arg His Val Glu Lys Lys Ser His Ser 
1090 1095 1100 
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<210> 2224 

<211> 237 

<212> PRT 

<213> Homo sapiens 

<400> 2224 

Met Pro Val His Pro Ala Trp Leu Gly Ser Ala Cys Leu Pro His Ala 

15 10 15 

Ser His Gly Pro Ala Pro Gin Ser Ser Val Gly Gly Leu Leu Val Ser 

20 25 30 

Val Lys Ser Pro Pro Gly Asp Val His Ala Ala Arg Ala Cys Ala Pro 

35 40 45 

Gly Arg His Ser Gly Glu Gly Pro Pro Gin Gly Asn Leu Ser Pro Ser 

50 55 60 

Cys Pro Ala Glu Ala Gly His Gly Cys Ala Ser Thr Gly Arg Gin Val 
65 70 75 80 

Gly Val Ser Gly Ala Gly Ser Ser Pro Ser Gly Pro Ala Pro Cys Val 

85 90 95 

Lys Cys Ser Ala Trp Val Gly Thr Cys Phe Pro Leu Ser Leu Leu Gin 

100 105 110 

Ala Ala Gly Gly Pro Ala Gly Ser Pro Asn Gly Phe Cys Pro Glu Pro 

115 120 125 

Trp Ala Pro Asp His Ala Pro Thr Leu His Gly Leu Asn Lys Ser Leu 

130 135 140 

Cys Gin Gly Pro Arg Ser Gly Gly Ala Gin Arg Lys Pro Arg Ala His 
145 150 155 160 

Thr Gly Glu Gly Val Ser Val Leu Gly Leu Thr Gin Pro Arg Leu Ser 

165 170 175 

Ser Ser Leu Arg He Ser Trp His Leu Leu Ala Cys Val Ala Thr Gin 



ttl!iE# 2004-3059661 



#11 2003-102207 



^-v : 964/ 



180 185 190 

Val Gly Cys Ala Cys Arg Leu Thr Glu Lys Thr Leu Gly Glu Asp Tyr 

195 200 205 

Val Ser Ala Phe Leu Pro Ser Thr Gly Pro Ser Trp Ala His Cys Asp 

210 215 220 

Gin Thr Met Cys Lys Ser Thr Arg Glu Ser Gly Arg Ser 
225 230 235 



Q <210> 2225 
<211> 216 
<212> PRT 
<213> Homo sapiens 

<400> 2225 

Met Leu He Ala Lys Thr Met Gly Lys Met Ser Pro Arg Ala Cys Gin 

15 10 15 

Arg Ser Ser Trp Leu Pro Leu Gin Tyr Arg Pro Gly Gly Leu Arg Gly 
20 25 30 

• Lys Asn Gly Phe Met Gly Gin Ser Gin Ser Pro Ala Ala Asn Cys He 
35 40 45 

Leu Gly Thr Trp Cys Pro Ala Ser Gin Pro Leu Gin Leu Gin Leu Trp 

50 55 60 

Leu Trp Leu Lys Gly Ala Asn Val Gin Leu Gly Pro Trp Leu Gin Arg 
65 70 75 80 

Val Gin Ala Thr Ser Leu Gly Gly Phe His Met Val Leu Gly Leu Trp 

85 90 95 

Val His Lys Arg Gin Glu Lys Arg Phe Gly Ser Leu His Leu Asp Phe 
100 105 110 
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Arg Gly Cys Met Glu Met Pro Gly Cys Pro Gly Arg Thr Pro Leu Gin 

115 120 125 

Gly Gin Ser Pro His Gly Asp Pro Leu Leu Gly Gin Cys Arg Gly Gly 

130 135 140 

Asn Val Gly Leu Glu Pro Ser Gin Arg Val Ser Thr Arg Ala Leu Pro 
145 150 155 160 

Asn Gly Ala Val Gly Arg Gly Pro Ser Ser Ser Arg Pro His Lys Gly 

165 170 175 

Gly Ser Thr Asp Ser Leu His Cys Val Pro Ala Lys Val Ala Gly Thr 

180 185 190 

Gin Cys Gin Pro He Lys Ala Ala Val Gly Ala Val Ser Cys Arg Ala 

195 200 205 

Met Gly Gin Ser Cys Gin Arg Pro 
210 215 



<210> 2226 
<211> 854 
<212> PRT 

<213> Homo sapiens 
<400> 2226 

Met Thr Leu He Ser Pro He He 

1 5 
Ser Arg He Thr Gin Glu Ala Gly 
20 

Gly Tyr His Ala Gly Phe Asn His 
35 40 
Asn Phe Ala Thr Leu Arg Trp He 



Leu Lys Lys Tyr Gly He Pro Phe 

10 15 
Glu Phe Met He Thr Phe Pro Tyr 

25 30 
Gly Phe Asn Cys Ala Glu Ser Thr 
45 

Asp Tyr Gly Lys Val Ala Thr Gin 
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50 55 60 

Cys Thr Cys Arg Lys Asp Met Val Lys He Ser Met Asp Val Phe Val 
65 70 75 80 

Arg He Leu Gin Pro Glu Arg Tyr Glu Leu Trp Lys Gin Gly Lys Asp 

85 90 95 

Leu Thr Val Leu Asp His Thr Arg Pro Thr Ala Leu Thr Ser Pro Glu 

100 105 110 

Leu Ser Ser Trp Ser Ala Ser Arg Ala Ser Leu Lys Ala Lys Leu Leu 

115 120 125 

Arg Arg Ser His Arg Lys Arg Ser Gin Pro Lys Lys Pro Lys Pro Glu 

130 135 140 

Asp Pro Lys Phe Pro Gly Glu Gly Thr Ala Gly Ala Ala Leu Leu Glu 
145 150 155 160 

Glu Ala Gly Gly Ser Val Lys Glu Glu Ala Gly Pro Glu Val Asp Pro 

165 170 175 

Glu Glu Glu Glu Glu Glu Pro Gin Pro Leu Pro His Gly Arg Glu Ala 

180 185 190 

Glu Gly Ala Glu Glu Asp Gly Arg Gly Lys Leu Arg Pro Thr Lys Ala 

195 200 205 

Lys Ser Glu Arg Lys Lys Lys Ser Phe Gly Leu Leu Pro Pro Gin Leu 

210 215 220 

Pro Pro Pro Pro Ala His Phe Pro Ser Glu Glu Ala Leu Trp Leu Pro 
225 230 235 240 

Ser Pro Leu Glu Pro Pro Val Leu Gly Pro Gly Pro Ala Ala Met Glu 

245 250 255 

Glu Ser Pro Leu Pro Ala Pro Leu Asn Val Val Pro Pro Glu Val Pro 

260 265 270 

Ser Glu Glu Leu Glu Ala Lys Pro Arg Pro He He Pro Met Leu Tyr 
275 280 285 
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Val Val Pro Arg Pro Gly Lys Ala Ala Phe Asn Gin Glu His Val Ser 

290 295 300 

Cys Gin Gin Ala Phe Glu His Phe Ala Gin Lys Gly Pro Thr Trp Lys 
305 310 315 320 

Glu Pro Val Ser Pro Met Glu Leu Thr Gly Pro Glu Asp Gly Ala Ala 

325 330 335 

Ser Ser Gly Ala Gly Arg Met Glu Thr Lys Ala Arg Ala Gly Glu Gly 

340 345 350 

Gin Ala Pro Ser Thr Phe Ser Lys Leu Lys Met Glu He Lys Lys Ser 

355 360 365 

Arg Arg His Pro Leu Gly Arg Pro Pro Thr Arg Ser Pro Leu Ser Val 

370 375 380 

Val Lys Gin Glu Ala Ser Ser Asp Glu Glu Ala Ser Pro Phe Ser Gly 
385 390 395 400 

Glu Glu Asp Val Ser Asp Pro Asp Ala Leu Arg Pro Leu Leu Ser Leu 

405 410 415 

Gin Trp Lys Asn Arg Ala Ala Ser Phe Gin Ala Glu Arg Lys Phe Asn 

420 425 430 

Ala Ala Ala Ala Arg Thr Glu Pro Tyr Cys Ala He Cys Thr Leu Phe 

435 440 445 

Tyr Pro Tyr Cys Gin Ala Leu Gin Thr Glu Lys Glu Ala Pro He Ala 

450 455 460 

Ser Leu Gly Glu Gly Cys Pro Ala Thr Leu Pro Ser Lys Ser Arg Gin 
465 470 475 480 

Lys Thr Arg Pro Leu He Pro Glu Met Cys Phe Thr Ser Gly Gly Glu 

485 490 495 

Asn Thr Glu Pro Leu Pro Ala Asn Ser Tyr He Gly Asp Asp Gly Thr 

500 505 510 

Ser Pro Leu He Ala Cys Gly Lys Cys Cys Leu Gin Val His Ala Ser 
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515 520 525 

Cys Tyr Gly He Arg Pro Glu Leu Val Asn Glu Gly Trp Thr Cys Ser 

530 535 540 

Arg Cys Ala Ala His Ala Trp Thr Ala Glu Cys Cys Leu Cys Asn Leu 
545 550 555 560 

Arg Gly Gly Ala Leu Gin Met Thr Thr Asp Arg Arg Trp He His Val 

565 570 575 

lie Cys Ala He Ala Val Pro Glu Ala Arg Phe Leu Asn Val He Glu 

580 585 590 

Arg His Pro Val Asp He Ser Ala He Pro Glu Gin Arg Trp Lys Leu 

595 600 605 

Lys Cys Val Tyr Cys Arg Lys Arg Met Lys Lys Val Ser Gly Ala Cys 

610 615 620 

He Gin Cys Ser Tyr Glu His Cys Ser Thr Ser Phe His Val Thr Cys 
625 630 635 640 

Ala His Ala Ala Gly Val Leu Met Glu Pro Asp Asp Trp Pro Tyr Val 

645 650 655 

Val Ser He Thr Cys Leu Lys His Lys Ser Gly Gly His Ala Val Gin 

660 665 670 

Leu Leu Arg Ala Val Ser Leu Gly Gin Val Val He Thr Lys Asn Arg 

675 680 685 

Asn Gly Leu Tyr Tyr Arg Cys Arg Val He Gly Ala Ala Ser Gin Thr 

690 695 700 

Cys Tyr Glu Val Asn Phe Asp Asp Gly Ser Tyr Ser Asp Asn Leu Tyr 
705 710 715 720 

Pro Glu Ser He Thr Ser Arg Asp Cys Val Gin Leu Gly Pro Pro Ser 

725 730 735 

Glu Gly Glu Leu Val Glu Leu Arg Trp Thr Asp Gly Asn Leu Tyr Lys 
740 745 750 
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Ala Lys Phe He Ser Ser Val Thr Ser His He Tyr Gin Val Glu Phe 

755 760 765 

Glu Asp Gly Ser Gin Leu Thr Val Lys Arg Gly Asp He Phe Thr Leu 

770 775 780 

Glu Glu Glu Leu Pro Lys Arg Val Arg Ser Arg Leu Ser Leu Ser Thr 
785 790 795 800 

Gly Ala Pro Gin Glu Pro Ala Phe Ser Gly Glu Glu Ala Lys Ala Ala 

805 810 815 

Lys Arg Pro Arg Val Gly Thr Pro Leu Ala Thr Glu Asp Ser Gly Arg 

820 825 830 

Ser Gin Asp Tyr Val Ala Phe Val Glu Ser Leu Leu Gin Val Gin Gly 

835 840 845 

Arg Pro Gly Ala Pro Phe 
850 



<210> 2227 

<211> 165 

<212> PRT 

<213> Homo sapiens 



<400> 2227 

Met Glu He Cys His Phe Gly Gin Val Leu Leu Thr Val Pro Val Thr 

15 10 15 

Ser Pro Arg Arg Arg Ala Thr Thr Ser Arg Pro His Asp Pro Ser Asp 

20 25 30 

Cys His His Thr Gly Ser Arg Arg Arg He Ser Met Ala Phe Leu Thr 

35 40 45 

Leu Cys Leu Gin Arg He Ser Phe Phe He Val Phe Phe Phe Phe Phe 
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50 55 60 

Tyr Phe Leu Phe Ser Phe Phe Phe Glu Thr Glu Ser Leu Ser Val Ala 
65 70 75 80 

Gin Ala Gly Val Gin Trp His Asp Leu Gly Ser Leu Gin Pro Arg Pro 

85 90 95 

Pro Gly Phe Lys Gin Phe Ser Cys Leu Ser Leu Pro Ser Ser Trp Asp 

100 105 110 

Tyr Gly His Thr Pro Gin Arg Ser Ala Asn Phe Cys He Phe Arg Lys 

115 120 125 

Asp Arg Val Leu Pro Cys Trp Pro Gly Trp Ser Arg Ser Ser Glu Leu 

130 135 140 

Val He His Leu Pro Arg Pro Pro Lys Cys Trp Asp Tyr Arg Arg Glu 
145 150 155 160 

Pro Pro His Pro Ala 
165 



<210> 2228 
<211> 113 
• <212> PRT 

<213> Homo sapiens 



<400> 2228 

Met Ala His Ser Ala Ala Ala Val Pro Leu Gly Ala Leu Glu Gin Gly 

15 10 15 

Cys Pro He Arg Val Glu His Asp Arg Arg Arg Arg Gin Phe Thr Val 

20 25 30 

Arg Leu Asn Gly Cys His Asp Arg Ala Val Leu Leu Tyr Glu Tyr Val 
35 40 45 
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Gly Lys Arg He Val Asp Leu Gin His Thr Glu Val Pro Asp Ala Tyr 

50 55 60 

Arg Gly Arg Gly He Ala Lys His Leu Ala Lys Ala Ala Leu Asp Phe 
65 70 75 80 

Val Val Glu Glu Asp Leu Lys Ala His Leu Thr Cys Trp Tyr He Gin 

85 90 95 

Lys Tyr Val Lys Glu Asn Pro Leu Pro Gin Tyr Leu Glu Arg Leu Gin 
100 105 110 

Pro 



<210> 2229 
<211> 154 
<212> PRT 

<213> Homo sapiens 
<400> 2229 

Met His Gly Phe Lys Thr Pro Ser Ser Gin Ser Leu Gin Thr Lys Leu 

15 10 15 

Ser Val His Leu He Cys Leu Val Trp Gin Met Arg Trp His He Gly 

20 25 30 

Gly Thr Ser Pro Gly Met Asp Thr Trp Leu Cys Ser Leu Leu Ala Arg 

35 40 45 

Val Ala Arg Gly Val Leu Gly Ser Arg Arg Lys Arg Ser Cys Ser Cys 

50 . 55 60 

Cys Arg Trp Gin Phe Pro Ser Ala Ala Leu Ala Pro Leu Ala Asp Glu 
65 70 75 80 

Lys Lys Cys Ser Phe Lys Ala Lys Gin Trp Ser Gly Cys Thr Phe Thr 
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85 90 95 

His Arg Ser Ala Ala Leu Phe Cys Arg Ala Val Val Met Pro Gly Thr 

100 105 110 

Thr Pro Trp Gly Leu Gly He Arg Phe Gin Phe Ser Leu Thr Glu Leu 

115 120 125 

Glu He Gin Leu Ala Phe Ala Glu Gly Gly Arg Glu Lys Trp Asn Glu 

130 135 140 

Lys Thr Ser Ser Pro Gly Cys His Phe Tyr 
145 150 



<210> 2230 

<211> 131 

<212> PRT 

<213> Homo sapiens 

<400> 2230 

Met Pro Gly Glu His He Glu Gly His Pro Gin Glu Gly Asp Asp Pro 

15 10 15 

Ala Pro Thr Gly Leu Ala Ala Ser Ser Asp His Glu Ala Gin Gly Val 

20 25 30 

Ser Pro Gly Pro His Leu Ser Ala Gly Lys Val His Leu Gly Gin Leu 

35 40 45 

Pro Leu His Ser Ser Pro Ala Pro Leu Cys Val Gly Pro Ala Thr Pro 

50 55 60 

Ala Lys Glu Gin Arg Pro His Leu Pro Gin Ala His Leu Ala Pro Thr 
65 70 75 80 

Ser Ser Pro Ala Ala Thr Gly Ala Gly Arg Trp Trp Ala Phe Leu Phe 
85 90 95 
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Trp Cys 
Pro Gin 



<210> 2231 
Q <211> 439 
<212> PRT 
<213> Homo sapiens 

<400> 2231 

Met Thr Val Glu Gin Lys Phe Gly Leu Phe Ser Ala Glu He Lys Glu 

15 10 15 

Ala Asp Pro Leu Ala Ala Ser Glu Ala Ser Gin Pro Lys Pro Cys Pro 

20 25 30 

Pro Glu Val Thr Pro His Tyr He Trp He Asp Phe Leu Val Gin Arg 
• 35 40 45 

Phe Glu He Ala Lys Tyr Cys Ser Ser Asp Gin Val Glu He Phe Ser 

50 55 60 

Ser Leu Leu Gin Arg Ser Met Ser Leu Asn He Gly Arg Ala Lys Gly 
65 70 75 80 

Ser Met Asn Arg His Val Ala Ala He Gly Pro Arg Phe Lys Leu Leu 

85 90 95 

Thr Leu Gly Leu Ser Leu Leu His Ala Asp Val Val Pro Asn Ala Thr 

100 105 110 

He Arg Asn Val Leu Arg Glu Lys He Tyr Ser Thr Ala Phe Asp Tyr 
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Arg Gin Gly Ala Cys Gly Pro Gly Arg Trp Leu Asp Leu His 
100 105 110 

Leu Val Gly Arg Ser Val Gly Trp Asn His Ala Pro Val Phe 

115 120 125 

Thr Arg Gly 
130 
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115 120 125 

Phe Ser Cys Pro Pro Lys Phe Pro Thr Gin Gly Glu Lys Arg Leu Arg 

130 135 140 

Glu Asp He Ser He Met lie Lys Phe Trp Thr Ala Met Phe Ser Asp 
145 150 155 160 

Lys Lys Tyr Leu Thr Ala Ser Gin Leu Val Pro Pro Ala Asp He Gly 

165 170 175 

Asp Leu Leu Glu Gin Leu Val Glu Glu Asn Thr Gly Ser Leu Ser Gly 

180 185 190 

Pro Ala Lys Asp Phe Tyr Gin Arg Glu Phe Asp Phe Phe Asn Lys He 

195 200 205 

Thr Asn Val Ser Ala He He Lys Pro Tyr Pro Lys Gly Asp Glu Arg 

210 215 220 

Lys Lys Ala Cys Leu Ser Ala Leu Ser Glu Val Thr Val Gin Pro Gly 
225 230 235 240 

Cys Ser Leu Pro Ser Asn Pro Glu Ala He Val Leu Asp Val Asp Tyr 

245 250 255 

Lys Ser Gly Thr Pro Met Gin Ser Ala Ala Lys Ala Pro Tyr Leu Ala 

260 265 270 

Lys Phe Lys Val Lys Arg Cys Gly Val Ser Glu Leu Glu Lys Glu Gly 

275 280 285 

Leu Arg Cys Arg Ser Asp Ser Glu Asp Glu Cys Ser Thr Gin Glu Ala 

290 295 300 

Asp Gly Gin Lys He Ser Trp Gin Ala Ala He Phe Lys Leu Gly Asp 
305 310 315 320 

Asp Cys Arg Gin Asp Met Leu Ala Leu Gin He He Asp Leu Phe Lys 

325 330 335 

Asn He Phe Gin Leu Val Gly Leu Asp Leu Phe Val Phe Pro Tyr Arg 
340 345 350 
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Val Val Ala Thr Ala Pro Gly Cys Gly Val He Glu Cys He Pro Asp 

355 360 365 

Cys Thr Ser Arg Asp Gin Leu Gly Arg Gin Thr Asp Phe Gly Met Tyr 

370 375 380 

Asp Tyr Phe Thr Arg Gin Tyr Gly Asp Glu Ser Thr Leu Ala Phe Gin 
385 390 395 400 

Gin Val Ala Arg Val Ala Thr Gly Arg Gly Lys Ser Cys Val Leu His 

405 410 415 

Pro Thr Pro Ala Thr His Thr Gin Pro Leu Pro Thr Pro Cys Ser Pro 

420 425 430 

Gin Ser Ser Phe Val Lys Gly 
435 



<210> 2232 

<211> 115 

<212> PRT 

<213> Homo sapiens 

<400> 2232 

Met Ser Ser Pro Ser Ser Pro Phe Arg Glu Gin Ser Phe Leu Cys Ala 

15 10 15 

Ala Gly Asp Ala Gly Glu Glu Ser Arg Val Gin Val Leu Lys Asn Glu 

20 25 30 

Val Arg Arg Gly Ser Pro Val Leu Leu Gly Trp Val Glu Gin Ala Tyr 

35 40 45 

Ala Asp Lys Cys Val Cys Gly Pro Ser Ala Pro Pro Ala Pro Thr Pro 

50 55 60 

Pro Ser Leu Ser Gin Arg Val Met Cys Asn Asp Leu Phe Lys Val Asn 
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65 70 75 80 

Pro Phe Gin Leu Gin Gin Phe Arg Ala Asp Pro Ser Thr Ala Ser Leu 

85 90 95 

Leu Leu Cys Pro Gly Gly Leu Asp His Lys Leu Asn Leu Arg Gly Lys 
100 105 110 

Ala Trp Gly 
115 



0 <210> 2233 

<211> 139 

<212> PRT 

<213> Homo sapiens 

<400> 2233 

Met Ala Ala Gly Ser Ser Gly Ala Ser Met Gly Trp Arg Gly Ser Pro 

1 5 10 15 

Gly Arg Pro Ser Gly Arg Ser Gin His Arg Pro Arg Thr Ser Ser Ala 
20 25 30 

• Cys Ala Arg Trp Ala Arg Tyr Gly Gly Ser Phe Gin Gly Phe Tyr Pro 
35 40 45 

Asn Ser Thr Tyr Phe Tyr Leu Phe Ser Leu Glu Leu Phe Cys Leu Tyr 

50 55 60 

Leu Ser Phe He Cys Lys Asn Ser He Arg Lys He His Arg Val Asn 
65 70 75 80 

Ala His Gin Ala Tyr Arg Arg Ser Gly Arg Asn Met Phe Ser Pro Ala 

85 90 95 

His Phe Gin Ser Val Phe Glu His Arg Gly Phe His Gly Phe Asp Ser 
100 105 110 
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Phe His Lys Arg Leu Val Leu Ser Val Phe Thr He Tyr Val Ser Glu 

115 120 125 

Thr He Asn Tyr He He Phe Met Phe Thr His 

130 135 



<210> 2234 
<211> 817 
<212> PRT 

<213> Homo sapiens 
<400> 2234 

Met Ser Ser Val Ser Glu Val Asn Val Asp He Lys Asp Phe Leu Met 

1 5 10 15 

Ser He Asn Leu Glu Gin Tyr Leu Leu His Phe His Glu Ser Gly Phe 

20 25 30 

Thr Thr Val Lys Asp Cys Ala Ala He Asn Asp Ser Leu Leu Gin Lys 

35 40 45 

He Gly He Ser Pro Thr Gly His Arg Arg Arg He Leu Lys Gin Leu 

50 55 60 

Gin He He Leu Ser Lys Met Gin Asp He Pro He Tyr Ala Asn Val 
65 70 75 80 

His Lys Thr Lys Lys Asn Asp Asp Pro Ser Lys Asp Tyr His Val Pro 

85 90 95 

Ser Ser Asp Gin Asn He Cys He Glu Leu Ser Asn Ser Gly Ser Val 

100 105 110 

Gin Thr Ser Ser Pro Pro Gin Leu Glu Thr Val Arg Lys Asn Leu Glu 

115 120 125 

Asp Ser Asp Ala Ser Val Glu Arg Ser Gin Tyr Pro Gin Ser Asp Asp 
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130 135 140 

Lys Leu Ser Pro Pro Lys Arg Asp Phe Pro Thr Ala Glu Glu Pro His 
145 150 155 160 

Leu Asn Leu Gly Ser Leu Asn Asp Ser Leu Phe Gly Ser Asp Asn He 

165 170 175 

Lys He Glu Ser Leu He Thr Lys Lys Thr Val Asp His Thr Val Glu 

180 185 190 

Glu Gin Gin Thr Glu Lys Val Lys Leu He Thr Glu Asn Leu Ser Lys 

195 200 205 

Leu Pro Asn Ala Asp Ser Glu Cys Leu Ser Phe Val Gly Cys Ser Thr 

210 215 220 

Ser Gly Thr Asn Ser Gly Asn Gly Thr Asn Gly Leu Leu Glu Gly Ser 
225 230 235 240 

Pro Pro Ser Pro Phe Phe Lys Phe Gin Gly Glu Met He Val Asn Asp 

245 250 255 

Leu Tyr Val Pro Ser Ser Pro He Leu Ala Pro Val Arg Ser Arg Ser 

260 265 270 

Lys Leu Val Ser Arg Pro Ser Arg Ser Phe Leu Leu Arg His Arg Pro 

275 280 285 

Val Pro Glu He Pro Gly Ser Thr Lys Gly Val Ser Gly Ser Tyr Phe 

290 295 300 

Arg Glu Arg Arg Asn Val Ala Thr Ser Thr Glu Lys Ser Val Ala Trp 
305 310 315 320 

Gin Asn Ser Asn Glu Glu Asn Ser Ser Ser He Phe Pro Tyr Gly Glu 

325 330 335 

Thr Phe Leu Phe Gin Arg Leu Glu Asn Ser Lys Lys Arg Ser He Lys 

340 345 350 

Asn Glu Phe Leu Thr Gin Gly Glu Ala Leu Lys Gly Glu Ala Ala Thr 
355 360 365 
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Ala Thr Asn Ser Phe He lie Lys Ser Ser He Tyr Asp Asn Arg Lys 

370 375 380 

Glu Lys He Ser Glu Asp Lys Val Glu Asp He Trp He Pro Arg Glu 
385 390 395 400 

Asp Lys Asn Asn Phe Leu He Asp Thr Ala Ser Glu Ser Glu Tyr Ser 

405 410 415 

Thr Val Glu Glu Cys Phe Gin Ser Leu Arg Arg Lys Asn Ser Lys Ala 

420 425 430 

Ser Lys Ser Arg Thr Gin Lys Ala Leu He Leu Asp Ser Val Asn Arg 

435 440 445 

His Ser Tyr Pro Leu Ser Ser Thr Ser Gly Asn Ala Asp Ser Ser Ala 

450 455 460 

Val Ser Ser Gin Ala He Ser Pro Tyr Ala Cys Phe Tyr Gly Ala Ser 
465 470 475 480 

Ala Lys Lys Val Lys Ser Gly Trp Leu Asp Lys Leu Ser Pro Gin Gly 

485 490 495 

Lys Arg Met Phe Gin Lys Arg Trp Val Lys Phe Asp Gly Leu Ser He 

500 505 510 

Ser Tyr Tyr Asn Asn Glu Lys Glu Met Tyr Ser Lys Gly He He Pro 

515 520 525 

Leu Ser Ala He Ser Thr Val Arg Val Gin Gly Asp Asn Lys Phe Glu 

530 535 540 

Val Val Thr Thr Gin Arg Thr Phe Val Phe Arg Val Glu Lys Glu Glu 
545 550 555 560 

Glu Arg Asn Asp Trp He Ser He Leu Leu Asn Ala Leu Lys Ser Gin 

565 570 575 

Ser Leu Thr Ser Gin Ser Gin Ala Val Val Thr Pro Glu Lys Cys Gly 

580 585 590 

Tyr Leu Glu Leu Arg Gly Tyr Lys Ala Lys He Phe Thr Val Leu Ser 
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595 600 605 

Gly Asn Ser Val Trp Leu Cys Lys Asn Glu Gin Asp Phe Lys Ser Gly 

610 615 620 

Leu Gly He Thr He He Pro Met Asn Val Ala Asn Val Lys Gin Val 
625 630 635 640 

Asp Arg Thr Val Lys Gin Ser Phe Glu He He Thr Pro Tyr Arg Ser 

645 650 655 

Phe Ser Phe Thr Ala Glu Thr Glu Lys Glu Lys Gin Asp Trp He Glu 

660 665 670 

Ala Val Gin Gin Ser He Ala Glu Thr Leu Ser Asp Tyr Glu Val Ala 

675 680 685 

Glu Lys He Trp Phe Asn Glu Ser Asn Arg Ser Cys Ala Asp Cys Lys 

690 695 700 

Ala Pro Asp Pro Asp Trp Ala Ser He Asn Leu Cys Val Val He Cys 
705 710 715 720 

Lys Lys Cys Ala Gly Gin His Arg Ser Leu Gly Pro Lys Asp Ser Lys 

725 730 735 

Val Arg Ser Leu Lys Met Asp Ala Ser He Trp Ser Asn Glu Leu He 

740 745 750 

Glu Leu Phe He Val He Gly Ser Lys Arg Ala Asn Asp Phe Trp Ala 

755 760 765 

Gly Asn Leu Gin Lys Asp Glu Glu Leu His Met Asp Ser Pro Val Glu 

770 775 780 

Lys Arg Lys Asn Phe He Thr Gin Lys Tyr Lys Glu Gly Lys Phe Arg 
785 790 795 800 

Lys Thr Leu Leu Ala Ser Leu Thr Lys Glu Glu Leu Asn Lys Val Phe 
805 810 815 

Asn 



l±liiE# 2004-3059661 



mm 2003-102207 



^-v: 981/ 



<210> 2235 

<211> 131 

<212> PRT 

<213> Homo sapiens 

<400> 2235 

Met Glu Gin Gin Asp Lys Glu Asp Asp Thr Ala Phe Asn Leu Arg Ser 

15 10 15 

Arg Ser Leu Pro Arg Pro Cys Asp Gly Val Leu Gly Arg Lys Arg Gin 

20 25 30 

Gly Gin Ser Ala Trp Gly Leu His Pro Gly Pro Ala Pro Ser Thr Cys 

35 40 45 

Val Cys Arg Pro Leu Pro Ala Pro Pro Thr Pro Gin Arg Arg Cys Ser 

50 55 60 

Gin Gly Glu Gly Arg Arg Val Leu Glu Leu Gin Leu Pro Arg Val Pro 
65 70 75 80 

Glu Asp Pro Gly Leu Gly Pro Ala Pro Gin Pro Glu Val Pro Arg Ala 

85 90 95 

Ser Lys Asp Pro Glu Asn His His Leu Thr Gly Pro Gin Ser Ser Pro 

100 105 110 

Lys He Pro Arg Val Pro Glu Asp Ser Glu Pro Pro Leu He Gly Ser 

115 120 125 

Gin Ser Pro 
130 



<210> 2236 
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<211> 196 
<212> PRT 
<213> Homo sapiens 



<400> 2236 

Met Val He Pro Gly Leu Thr Thr Leu Leu He Lys Thr Thr Phe Trp 

15 10 15 

Gly Phe Arg Phe Gly Glu Leu Gly Met Gly Arg Gly Ser Ala Ser Ser 

20 25 30 

Arg Cys Leu Val Ser Pro Ser Phe Ser Leu Leu His Val Gly Gly Arg 

35 40 45 

Leu Asp Gin Leu Ala Cys Thr Leu Pro Lys Glu Leu Arg Gly Lys Asp 

50 55 60 

Met Arg Met Val Pro Met Glu Met Phe Asn Tyr Cys Ser Gin Leu Glu 
65 70 75 80 

Asp Glu Asn Ser Ser Ala Gly Leu Asp He Pro Gly Pro Pro Cys Thr 

85 90 95 

Lys Ala Ser Pro Glu Pro Ala Lys Pro Lys Pro Gly Ala Glu Pro Glu 

100 105 110 

Pro Glu Pro Ser Thr Ala Cys Pro Gin Lys Gin Arg His Arg Pro Ala 

115 120 125 

Ser Val Arg Arg Ala Met Gly Thr Val He He Ala Gly Val Val Cys 

130 135 140 

Gly Val Val Cys He Met Met Val Val Ala Ala Ala Tyr Gly Cys He 
145 150 155 160 

Tyr Ala Ser Leu Met Ala Lys Tyr His Arg Glu Leu Lys Lys Arg Gin 

165 170 175 

Pro Leu Met Gly Asp Pro Glu Gly Glu His Glu Asp Gin Lys Gin He 
180 185 190 
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Ser Ser Val Ala 
195 



<210> 2237 

<211> 101 

<212> PRT 

<213> Homo sapiens 

<400> 2237 

Met Val Asn Phe He Arg Leu He Glu Val Lys Ala He Phe Pro Lys 

15 10 15 

Thr Asn Lys He Pro Tyr He Val Phe Trp Val Trp Phe Val Asp Val 

20 25 30 

Met Pro He Ser Lys His Gin Leu Val Thr Thr Asn Met Gly He Phe 

35 40 45 

Ser Asp He Phe Val Val He Val Lys He Pro Gly Lys Lys Arg Lys 

50 55 60 

Ser Leu Arg Gin Arg Lys He His Leu Pro Gin Gly Lys Ser Glu Met 
65 70 75 80 

Phe He Leu Thr Phe Ala Phe Leu He He Cys Gly His Phe Phe He 

85 90 95 

Val Thr Val Gly Ser 
100 



<210> 2238 
<211> 750 
<212> PRT 
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<213> Homo sapiens 
<400> 2238 

Met Ser Ser Ser Pro Val Asn Val Lys Lys Leu Lys Val Ser Glu Leu 

15 10 15 

Lys Glu Glu Leu Lys Lys Arg Arg Leu Ser Asp Lys Gly Leu Lys Ala 

20 25 30 

Glu Leu Met Glu Arg Leu Gin Ala Ala Leu Asp Asp Glu Glu Ala Gly 

35 40 45 

Gly Arg Pro Ala Met Glu Pro Gly Asn Gly Asp Asp Gin Gly Phe Gin 

50 55 60 

Glu Gly Glu Asp Glu Leu Gly Asp Glu Glu Glu Gly Ala Gly Asp Glu 
65 70 75 80 

Asn Gly His Gly Glu Gin Gin Pro Gin Pro Pro Ala Thr Gin Gin Gin 

85 90 95 

Gin Pro Gin Gin Gin Arg Gly Ala Ala Lys Glu Ala Ala Gly Lys Ser 

100 105 110 

Ser Gly Pro Thr Ser Leu Phe Ala Val Thr Val Ala Pro Pro Gly Ala 

115 120 125 

Arg Gin Gly Gin Gin Gin Ala Gly Gly Lys Lys Lys Ala Glu Gly Gly 

130 135 140 

Gly Gly Gly Gly Arg Pro Gly Ala Pro Ala Ala Gly Asp Gly Lys Thr 
145 150 155 160 

Glu Gin Lys Gly Gly Asp Lys Lys Arg Gly Val Lys Arg Pro Arg Glu 

165 170 175 

Asp His Gly Arg Gly Tyr Phe Glu Tyr He Glu Glu Asn Lys Tyr Ser 

180 185 190 

Arg Ala Lys Ser Pro Gin Pro Pro Val Glu Glu Glu Asp Glu His Phe 
195 200 205 
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Asp Asp Thr Val Val Cys Leu Asp Thr Tyr Asn Cys Asp Leu His Phe 

210 215 220 

Lys He Ser Arg Asp Arg Leu Ser Ala Ser Ser Leu Thr Met Glu Ser 
225 230 235 240 

Phe Ala Phe Leu Trp Ala Gly Gly Arg Ala Ser Tyr Gly Val Ser Lys 

245 250 255 

Gly Lys Val Cys Phe Glu Met Lys Val Thr Glu Lys He Pro Val Arg 

260 265 270 

His Leu Tyr Thr Lys Asp He Asp He His Glu Val Arg He Gly Trp 

275 280 285 

Ser Leu Thr Thr Ser Gly Met Leu Leu Gly Glu Glu Glu Phe Ser Tyr 

290 295 300 

Gly Tyr Ser Leu Lys Gly He Lys Thr Cys Asn Cys Glu Thr Glu Asp 
305 310 315 320 

Tyr Gly Glu Lys Phe Asp Glu Asn Asp Val He Thr Cys Phe Ala Asn 

325 330 335 

Phe Glu Ser Asp Glu Val Glu Leu Ser Tyr Ala Lys Asn Gly Gin Asp 

340 345 350 

Leu Gly Val Ala Phe Lys He Ser Lys Glu Val Leu Ala Gly Arg Pro 

355 360 365 

Leu Phe Pro His Val Leu Cys His Asn Cys Ala Val Glu Phe Asn Phe 

370 375 380 

Gly Gin Lys Glu Lys Pro Tyr Phe Pro He Pro Glu Glu Tyr Thr Phe 
385 390 395 400 

He Gin Asn Val Pro Leu Glu Asp Arg Val Arg Gly Pro Lys Gly Pro 

405 410 415 

Glu Glu Lys Lys Asp Cys Glu Val Val Met Met He Gly Leu Pro Gly 

420 425 430 

Ala Gly Lys Thr Thr Trp Val Thr Lys His Ala Ala Glu Asn Pro Gly 
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435 440 445 

Lys Tyr Asn He Leu Gly Thr Asn Thr He Met Asp Lys Met Met Val 

450 455 460 

Ala Gly Phe Lys Lys Gin Met Ala Asp Thr Gly Lys Leu Asn Thr Leu 
465 470 475 480 

Leu Gin Arg Ala Pro Gin Cys Leu Gly Lys Phe He Glu He Ala Ala 

485 490 495 

Arg Lys Lys Arg Asn Phe He Leu Asp Gin Thr Asn Val Ser Ala Ala 

500 505 510 

Ala Gin Arg Arg Lys Met Cys Leu Phe Ala Gly Phe Gin Arg Lys Ala 

515 520 525 

Val Val Val Cys Pro Lys Asp Glu Asp Tyr Lys Gin Arg Thr Gin Lys 

530 535 540 

Lys Ala Glu Val Glu Gly Lys Asp Leu Pro Glu His Ala Val Leu Lys 
545 550 555 560 

Met Lys Gly Asn Phe Thr Leu Pro Glu Val Ala Glu Cys Phe Asp Glu 

565 570 575 

He Thr Tyr Val Glu Leu Gin Lys Glu Glu Ala Gin Lys Leu Leu Glu 

580 585 590 

Gin Tyr Lys Glu Glu Ser Lys Lys Ala Leu Pro Pro Glu Lys Lys Gin 

595 600 605 

Asn Thr Gly Ser Lys Lys Ser Asn Lys Asn Lys Ser Gly Lys Asn Gin 

610 615 620 

Phe Asn Arg Gly Gly Gly His Arg Gly Arg Gly Gly Phe Asn Met Arg 
625 630 635 640 

Gly Gly Asn Phe Arg Gly Gly Ala Pro Gly Asn Arg Gly Gly Tyr Asn 

645 650 655 

Arg Arg Gly Asn Met Pro Gin Arg Gly Gly Gly Gly Gly Gly Ser Gly 
660 665 670 
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Gly He Gly Tyr Pro Tyr Pro Arg Ala Pro Val Phe Pro Gly Arg Gly 

675 680 685 

Ser Tyr Ser Asn Arg Gly Asn Tyr Asn Arg Gly Gly Met Pro Asn Arg 

690 695 700 

Gly Asn Tyr Asn Gin Asn Phe Arg Gly Arg Gly Asn Asn Arg Gly Tyr 
705 710 715 720 

Lys Asn Gin Ser Gin Gly Tyr Asn Gin Trp Gin Gin Gly Gin Phe Trp 

725 730 735 

Gly Gin Lys Pro Trp Ser Gin His Tyr His Gin Gly Tyr Tyr 
740 745 750 



<210> 2239 
<211> 453 
<212> PRT 

<213> Homo sapiens 
<400> 2239 

Met Tyr Val Gly Leu Thr Pro Asp Lys Arg Phe Leu Pro Gly His Leu 

15 10 15 

Gly Met Gly Leu Val Glu Gly Tyr Asp Ser Met Gly Tyr Glu Met Ser 

20 25 30 

Lys Pro Asp Leu Arg Ala Glu Leu Glu Ala Asp Leu Lys Leu He Cys 

35 40 45 

Asp Gly Lys Lys Asp Lys Phe Val Val Leu Arg Gin Gin Val Gin Lys 

50 55 60 

Tyr Lys Gin Val Phe He Glu Ala Val Ala Lys Ala Lys Lys Leu Asp 
65 70 75 80 

Glu Ala Leu Ala Gin Tyr Phe Gly Asn Gly Thr Glu Leu Ala Gin Gin 
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85 90 95 

Glu Asp He Tyr Pro Ala Met Pro Glu Pro He Arg Lys Cys Pro Gin 

100 105 110 

Cys Asn Lys Asp Met Val Leu Lys Thr Lys Lys Asn Gly Gly Phe Tyr 

115 120 125 

Leu Ser Cys Met Gly Phe Pro Glu Cys Arg Ser Ala Val Trp Leu Pro 

130 135 140 

Asp Ser Val Leu Glu Ala Ser Arg Asp Ser Ser Val Cys Pro Val Cys 
145 150 155 160 

Gin Pro His Pro Val Tyr Arg Leu Lys Leu Lys Phe Lys Arg Gly Ser 

165 170 175 

Leu Pro Pro Thr Met Pro Leu Glu Phe Val Cys Cys He Gly Gly Cys 

180 185 190 

Asp Asp Thr Leu Arg Glu He Leu Asp Leu Arg Phe Ser Gly Gly Pro 

195 200 205 

Pro Arg Ala Ser Gin Pro Ser Gly Arg Leu Gin Ala Asn Gin Ser Leu 

210 215 220 

Asn Arg Met Asp Asn Ser Gin His Pro Gin Pro Ala Asp Ser Arg Gin 
225 230 235 240 

Thr Gly Ser Ser Lys Ala Leu Ala Gin Thr Leu Pro Pro Pro Thr Ala 

245 250 255 

Ala Gly Glu Ser Asn Ser Val Thr Cys Asn Cys Gly Gin Glu Ala Val 

260 265 270 

Leu Leu Thr Val Arg Lys Glu Gly Pro Asn Arg Gly Arg Gin Phe Phe 

275 280 285 

Lys Cys Asn Gly Gly Ser Cys Asn Phe Phe Leu Trp Ala Asp Ser Pro 

290 295 300 

Asn Pro Gly Ala Gly Gly Pro Pro Ala Leu Ala Tyr Arg Pro Leu Gly 
305 310 315 320 



tBSE#2 004-3059661 



#11 2003-102207 ^- V \ 989/ 

Ala Ser Leu Gly Cys Pro Pro Gly Pro Gly He His Leu Gly Gly Phe 

325 330 335 

Gly Asn Pro Gly Asp Gly Ser Gly Ser Gly Thr Ser Cys Leu Cys Ser 

340 345 350 

Gin Pro Ser Val Thr Arg Thr Val Gin Lys Asp Gly Pro Asn Lys Gly 

355 360 365 

Arg Gin Phe His Thr Cys Ala Lys Pro Arg Glu Gin Gin Cys Gly Phe 

370 375 380 

Phe Gin Trp Val Asp Glu Asn Thr Ala Pro Gly Thr Ser Gly Ala Pro 
385 390 395 400 

Ser Trp Thr Gly Asp Arg Gly Arg Thr Leu Glu Ser Glu Ala Arg Ser 

405 410 415 

Lys Arg Pro Arg Ala Ser Ser Ser Asp Met Gly Ser Thr Ala Lys Lys 

420 425 430 

Pro Arg Lys Cys Ser Leu Cys His Gin Pro Gly His Thr Arg Pro Phe 

435 440 445 

Cys Pro Gin Asn Arg 
450 



<210> 2240 
<211> 283 
<212> PRT 

<213> Homo sapiens 



<400> 2240 

Met Cys Gly Pro Glu His Leu Leu Cys Cys Pro Lys Asp Leu Ala Met 

15 10 15 

Phe Pro Arg Gin Leu Ser Leu Thr Ala Cys Leu Pro Gly Thr Pro Val 
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20 25 30 

Ser His Lys Cys His His He Trp Leu Trp Val Gly Val Pro Ala Trp 

35 40 45 

His Pro Arg Ala Ser Arg Cys Gly Gly Ala Gin Pro Ser Ser Trp Leu 

50 55 60 

His Gin Lys Ala Ala Arg Ala Phe Trp Leu Ser Leu Pro Ala Ala Lys 
65 70 75 80 

Leu Arg His His Ser Ser Arg Trp Leu Arg Arg Ser Gly Ala Phe Ser 

85 90 95 

Ser Gly Ser Thr Leu Lys Pro Pro Pro Ser Pro Ser Pro Ala Pro Leu 

100 105 110 

Cys His Ala Asp Asn Leu Arg Thr Gly Arg Thr Arg Pro Ser Gly Gly 

115 120 125 

Arg Pro Trp Phe Leu Leu Gly Gly Asp Glu Arg Glu Arg Leu Trp Ala 

130 135 140 

Glu Leu Leu Arg Thr Val Ser Pro Glu Leu He Leu Asp His Glu Val 
145 150 155 160 

Pro Ser Leu Pro Ala Phe Pro Gly Gin Glu Pro Arg Cys Gly Pro Glu 

165 170 175 

Pro Thr Glu Val Phe Thr Val Gly Pro Lys Thr Phe Ser Trp Thr Pro 

180 185 190 

Phe Pro Pro Asp Leu Trp Gly Pro Gly Arg Ser Tyr Arg Leu Leu His 

195 200 205 

Gly Ala Gly Gly His Leu Glu Ser Pro Ala Arg Ser Leu Pro Gin Arg 

210 215 220 

Pro Ala Pro Asp Pro Cys Arg Ala Pro Arg Val Glu Gin Gin Pro Ser 
225 230 235 240 

Val Glu Gly Ala Ala Ala Leu Arg Ser Cys Pro Met Cys Gin Lys Glu 
245 250 255 
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Phe Ala Pro Arg Leu Thr Gin Leu Asp Val Asp Ser His Leu Ala Gin 

260 265 270 

Cys Leu Ala Glu Ser Thr Glu Asp Val Thr Trp 
275 280 



<210> 2241 

<211> 743 

<212> PRT 

<213> Homo sapiens 

<400> 2241 

Met Glu Ser Arg Pro Pro Val Leu Ser Leu Ser Pro He Phe Leu Tyr 

15 10 15 

Thr Cys Glu Met Phe Gin Asp Pro Val Ala Phe Glu Asp Val Ala Val 

20 25 30 

Asn Phe Thr Gin Glu Glu Trp Thr Leu Leu Asp He Ser Gin Lys Asn 

35 40 45 

Leu Phe Arg Glu Val Met Leu Glu Thr Phe Arg Asn Leu Thr Ser He 

50 55 60 

Gly Lys Lys Trp Ser Asp Gin Asn He Glu Tyr Glu Tyr Gin Asn Pro 
65 70 75 80 

Arg Arg Ser Phe Arg Ser Leu He Glu Glu Lys Val Asn Glu He Lys 

85 90 95 

Glu Asp Ser His Cys Gly Glu Thr Phe Thr Gin Val Pro Asp Asp Arg 

100 105 110 

Leu Asn Phe Gin Glu Lys Lys Ala Ser Pro Glu Val Lys Ser Cys Asp 

115 120 125 

Ser Phe Val Cys Ala Glu Val Gly He Gly Asn Ser Ser Phe Asn Met 
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130 135 140 

Ser He Arg Gly Asp Thr Gly His Lys Ala Tyr Glu Tyr Gin Glu Tyr 
145 150 155 160 

Gly Pro Lys Pro Tyr Lys Cys Gin Gin Pro Lys Asn Lys Lys Ala Phe 

165 170 175 

Arg Tyr Arg Pro Ser He Arg Thr Gin Glu Arg Asp His Thr Gly Glu 

180 185 190 

Lys Pro Tyr Ala Cys Lys Val Cys Gly Lys Thr Phe He Phe His Ser 

195 200 205 

Ser He Arg Arg His Met Val Met His Ser Gly Asp Gly Thr Tyr Lys 

210 215 220 

Cys Lys Phe Cys Gly Lys Ala Phe His Ser Phe Ser Leu Tyr Leu He 
225 230 235 240 

His Glu Arg Thr His Thr Gly Glu Lys Pro Tyr Glu Cys Lys Gin Cys 

245 250 255 

Gly Lys Ser Phe Thr Tyr Ser Ala Thr Leu Gin He His Glu Arg Thr 

260 265 270 

His Thr Gly Glu Lys Pro Tyr Glu Cys Ser Lys Cys Asp Lys Ala Phe 

275 280 285 

His Ser Ser Ser Ser Tyr His Arg His Glu Arg Ser His Met Gly Glu 

290 295 300 

Lys Pro Tyr Gin Cys Lys Glu Cys Gly Lys Ala Phe Ala Tyr Thr Ser 
305 310 315 320 

Ser Leu Arg Arg His Glu Arg Thr His Ser Gly Lys Lys Pro Tyr Glu 

325 330 335 

Cys Lys Gin Tyr Gly Glu Gly Leu Ser Tyr Leu He Ser Phe Gin Thr 

340 345 350 

His He Arg Met Asn Ser Gly Glu Arg Pro Tyr Lys Cys Lys He Cys 
355 360 365 
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Gly Lys Gly Phe Tyr Ser Ala Lys Ser Phe Gin Thr His Glu Lys Thr 

370 375 380 

His Thr Gly Glu Lys Arg Tyr Lys Cys Lys Gin Cys Gly Lys Ala Phe 
385 390 395 400 

Asn Leu Ser Ser Ser Phe Arg Tyr His Glu Arg lie His Thr Gly Glu 

405 410 415 

Lys Pro Tyr Glu Cys Lys Gin Cys Gly Lys Ala Phe Arg Ser Ala Ser 

420 425 430 

Gin Leu Arg Val His Gly Gly Thr His Thr Gly Glu Lys Pro Tyr Glu 

435 440 445 

Cys Lys Glu Cys Gly Lys Ala Phe Arg Ser Thr Ser His Leu Arg Val 

450 455 460 

His Gly Arg Thr His Thr Gly Glu Lys Pro Tyr Glu Cys Lys Glu Cys 
465 470 475 480 

Gly Lys Ala Phe Arg Tyr Val Lys His Leu Gin He His Glu Arg Thr 

485 490 495 

Glu Lys His He Arg Met Pro Ser Gly Glu Arg Pro Tyr Lys Cys Ser 

500 505 510 

He Cys Glu Lys Gly Phe Tyr Ser Ala Lys Ser Phe Gin Thr His Glu 

515 520 525 

Lys Thr His Thr Gly Glu Lys Pro Tyr Glu Cys Asn Gin Cys Gly Lys 

530 535 540 

Ala Phe Arg Cys Cys Asn Ser Leu Arg Tyr His Glu Arg Thr His Thr 
545 550 555 560 

Gly Glu Lys Pro Tyr Glu Cys Lys Gin Cys Gly Lys Ala Phe Arg Ser 

565 570 575 

Ala Ser His Leu Arg Met His Glu Arg Thr His Thr Gly Glu Lys Pro 

580 585 590 

Tyr Glu Cys Lys Gin Cys Gly Lys Ala Phe Ser Cys Ala Ser Asn Leu 
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595 600 605 

Arg Lys His Gly Arg Thr His Thr Gly Glu Lys Pro Tyr Glu Cys Lys 

610 615 620 

Gin Cys Gly Lys Ala Phe Arg Ser Ala Ser Asn Leu Gin Met His Glu 
625 630 635 640 

Arg Thr His Thr Gly Glu Lys Pro Tyr Glu Cys Lys Glu Cys Glu Lys 

645 650 655 

Ala Phe Cys Lys Phe Ser Ser Phe Gin He His Glu Arg Lys His Arg 

660 665 670 

Gly Glu Lys Pro Tyr Glu Cys Lys His Cys Gly Asn Gly Phe Thr Ser 

675 680 685 

Ala Lys lie Leu Gin He His Ala Arg Thr His He Gly Glu Lys His 

690 695 700 

Tyr Glu Cys Lys Glu Cys Gly Lys Ala Phe Asn Tyr Phe Ser Ser Leu 
705 710 715 720 

His He His Ala Arg Thr His Met Gly Glu Lys Pro Tyr Glu Cys Lys 

725 730 735 

Asp Cys Gly Lys Ala Phe Ser 
740 



<210> 2242 

<211> 487 

<212> PRT 

<213> Homo sapiens 



<400> 2242 

Met Glu Pro Pro Ala Asn Gin Glu Glu Ala Pro Thr Glu Pro Pro Gly 
15 10 15 
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Pro Pro Val Glu Pro Glu Leu Ser Pro Ser Glu Gin Glu Gin Pro Ala 

20 25 30 

Gin Pro Ser Gly Glu Val Glu Ser Ser Pro Ala Gin Gin Glu Thr Pro 

35 40 45 

Ala Gin Pro Pro Glu His His Glu Val Thr Val Ser Pro Pro Gly His 

50 55 60 

His Gin Thr Gin His Ser Asp Leu Pro Asn Val Ser Val Lys Pro Pro 
65 70 75 80 

Asp Met Gin Leu Thr He Ala Thr Glu Pro Ser Ala Glu Val Gly Thr 

85 90 95 

Ser Pro Val His Gin Glu Ala Thr Ala Gin Leu Ser Gly Pro Gly Asn 

100 105 110 

Asp Val Glu Pro Pro Thr He Gin His Gly Gly Pro Pro Leu Pro Pro 

115 120 125 

Glu Ser Pro Glu Asp Ala Gly Pro Leu Ala He Gin Gin Glu Thr Ser 

130 135 140 

Val Gin Ser Pro Glu Pro He Asn Asn Glu Asn Pro Ser Pro Thr Gin 
145 150 155 160 

Gin Glu Ala Ala Ala Glu His Pro Gin Thr Ala Glu Lys Gly Lys Ser 

165 170 175 

Ser Leu Thr Gin Gin Glu Ala Pro Ala Glu Thr Pro Glu Leu Pro Asn 

180 185 190 

Val Val Val Ala Gin Ser Pro Glu His Ser Asn Leu Thr Gin Ala Thr 

195 200 205 

Val Gin Pro Leu Asp Leu Gly Leu Thr He Thr Pro Glu Ser Thr Thr 

210 215 220 

Glu Val Glu Leu Ser Pro Thr Met Gin Glu Thr Pro Thr His Pro Pro 
225 230 235 240 

Lys Lys Val Val Pro Gin Leu Pro Val Tyr Gin Glu Val Thr He Pro 
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245 250 255 

Thr Pro Gly Gin Asp Gin Ala Gin His Pro Met Ser Pro Ser He Thr 

260 265 270 

Val Gin Pro Leu Asp Leu Gly Leu Thr He Thr Pro Glu Pro Thr Thr 

275 280 285 

Glu Val Gly His Ser Thr Pro Leu Lys Lys Asn Val Val Pro Pro Lys 

290 295 300 

His Pro Lys Val Thr Leu Pro His Pro Asp Gin Val Gin Thr Gin His 
305 310 315 320 

Ser Asn Leu Thr Gin Ala Thr Val Gin Pro Leu Asp Leu Gly Leu Thr 

325 330 335 

Thr Thr Pro Glu Ser Thr Thr Glu He Glu Pro Ser Ala Ala Leu Thr 

340 345 350 

Thr Thr Ala Pro Pro Pro Glu His Pro Glu Val Thr Leu Pro Pro Ser 

355 360 365 

Asp Lys Gly Arg Ala Gin His Ser Asn Leu Thr Gin Val Thr Leu Pro 

370 375 380 

Pro Leu Asp Leu Glu Leu Thr He Thr Thr Glu Pro Thr Thr Glu Val 
385 390 395 400 

Lys Pro Ser Pro Thr Thr Glu Glu Thr Ser Thr Gin Pro Pro Asp Leu 

405 410 415 

Gly Leu Ala He Thr Pro Glu Pro Thr Thr Glu Thr Gly His Ser Thr 

420 425 430 

Ala Leu Glu Lys Thr Thr Ala Pro His Pro Asp Gin Val Gin Thr Leu 

435 440 445 

His Arg Lys Leu Thr Glu Val Thr Gly Pro Pro Thr Glu Leu Glu Pro 

450 455 460 

Thr Gin Asp Ser Leu Val Gin Ser Glu Ser Tyr Ala Gin Asn Lys Ala 
465 470 475 480 
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Leu Thr Ala Pro Glu Glu Gin 

485 



<210> 2243 
<211> 605 
<212> PRT 

<213> Homo sapiens 
<400> 2243 

Met Asp Lys Arg Val Lys Lys Leu Pro Leu Met Ala Leu Ser Thr Thr 

1 5 10 15 

Met Ala Glu Ser Phe Lys Glu Leu Asp Pro Asp Ser Ser Met Gly Lys 

20 25 30 

Ala Leu Glu Met Ser Cys Ala He Gin Asn Gin Leu Ala Arg He Leu 

35 40 45 

Ala Glu Phe Glu Met Thr Leu Glu Arg Asp Val Leu Gin Pro Leu Ser 

50 55 60 

Arg Leu Ser Glu Glu Glu Leu Pro Ala He Leu Lys His Lys Lys Ser 
65 70 75 80 

Leu Gin Lys Leu Val Ser Asp Trp Asn Thr Leu Lys Ser Arg Leu Ser 

85 90 95 

Gin Ala Thr Lys Asn Ser Gly Ser Ser Gin Gly Leu Gly Gly Ser Pro 

100 105 110 

Gly Ser His Ser His Thr Thr Met Ala Asn Lys Val Glu Thr Leu Lys 

115 120 125 

Glu Glu Glu Glu Glu Leu Lys Arg Lys Val Glu Gin Cys Arg Asp Glu 

130 135 140 

Tyr Leu Ala Asp Leu Tyr His Phe Val Thr Lys Glu Asp Ser Tyr Ala 
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145 150 155 160 

Asn Tyr Phe He Arg Leu Leu Glu He Gin Ala Asp Tyr His Arg Arg 

165 170 175 

Ser Leu Ser Ser Leu Asp Thr Ala Leu Ala Glu Leu Arg Glu Asn His 

180 185 190 

Gly Gin Ala Asp His Ser Pro Ser Met Thr Ala Thr His Phe Pro Arg 

195 200 205 

Val Tyr Gly Val Ser Leu Ala Thr His Leu Gin Glu Leu Gly Arg Glu 

210 215 220 

He Ala Leu Pro He Glu Ala Cys Val Met Met Leu Leu Ser Glu Gly 
225 230 235 240 

Met Lys Glu Glu Gly Leu Phe Arg Leu Ala Ala Gly Ala Ser Val Leu 

245 250 255 

Lys Arg Leu Lys Gin Thr Met Ala Ser Asp Pro His Ser Leu Glu Glu 

260 265 270 

Phe Cys Ser Asp Pro His Ala Val Ala Gly Ala Leu Lys Ser Tyr Leu 

275 280 285 

Arg Glu Leu Pro Glu Pro Leu Met Thr Phe Asp Leu Tyr Asp Asp Trp 

290 295 300 

Met Arg Ala Ala Ser Leu Lys Glu Pro Gly Ala Arg Leu Gin Ala Leu 
305 310 315 320 

Gin Glu Val Cys Ser Arg Leu Pro Pro Glu Asn Leu Ser Asn Leu Arg 

325 330 335 

Tyr Leu Met Lys Phe Leu Ala Arg Leu Ala Glu Glu Gin Glu Val Asn 

340 345 350 

Lys Met Thr Pro Ser Asn He Ala He Val Leu Gly Pro Asn Leu Leu 

355 360 365 

Trp Pro Pro Glu Lys Glu Gly Asp Gin Ala Gin Leu Asp Ala Ala Ser 
370 375 380 
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Val Ser Ser He Gin Val Val Gly Val Val Glu Ala Leu He Gin Ser 
385 390 395 400 

Ala Asp Thr Leu Phe Pro Gly Asp He Asn Phe Asn Val Ser Gly Leu 

405 410 415 

Phe Ser Ala Val Thr Leu Gin Asp Thr Val Ser Asp Arg Leu Ala Ser 

420 425 430 

Glu Glu Leu Pro Ser Thr Ala Val Pro Thr Pro Ala Thr Thr Pro Ala 

435 440 445 

Pro Ala Pro Ala Pro Ala Pro Ala Pro Ala Pro Ala Leu Ala Ser Ala 

450 455 460 

Ala Thr Lys Glu Arg Thr Glu Ser Glu Val Pro Pro Arg Pro Ala Ser 
465 470 475 480 

Pro Lys Val Thr Arg Ser Pro Pro Glu Thr Ala Ala Pro Val Glu Asp 

485 490 495 

Met Ala Arg Arg Ser Thr Gly Ser Leu Ala Ala Ala Val Glu Thr Ala 

500 505 510 

Ser Gly Arg Gin Ala Leu Val Val Gly Lys Pro Ser Pro Tyr Met Phe 

515 520 525 

Glu Cys He Thr Glu Asn Phe Ser He Asp Pro Ala Arg Thr Leu Met 

530 535 540 

Val Gly Asp Arg Leu Glu Thr Asp He Leu Phe Gly His Arg Cys Gly 
545 550 555 560 

Met Thr Thr Val Leu Thr Leu Thr Gly Val Ser Arg Leu Glu Glu Ala 

565 570 575 

Gin Ala Tyr Leu Ala Ala Gly Gin His Asp Leu Val Pro His Tyr Tyr 

580 585 590 

Val Glu Ser He Ala Asp Leu Thr Glu Gly Leu Glu Asp 
595 600 605 
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<210> 2244 
<211> 701 
<212> PRT 

<213> Homo sapiens 



<400> 2244 

Met Val Phe Leu Gly Arg He Asn Glu Val Glu Pro Ala Lys Gly Leu 

15 10 15 

Ala Glu Ser Leu Ala Pro Thr Glu Arg Ser Val Lys Ser Leu Asp Met 

20 25 30 

Glu Glu Lys Asp Tyr Ser Glu Ala Asp Gly Leu Ser Glu Arg Thr Thr 

35 40 45 

Pro Ser Lys Ala Gin Lys Ser Pro Gin Lys He Ala Lys Lys Tyr Lys 

50 55 60 

Ser Ala He Cys Arg Val Thr Leu Leu Asp Ala Ser Glu Tyr Glu Cys 
65 70 75 80 

Glu Val Glu Lys His Gly Arg Gly Gin Val Leu Phe Asp Leu Val Cys 

85 90 95 

Glu His Leu Asn Leu Leu Glu Lys Asp Tyr Phe Gly Leu Thr Phe Cys 

100 105 110 

Asp Ala Asp Ser Gin Lys Asn Trp Leu Asp Pro Ser Lys Glu He Lys 

115 120 125 

Lys Gin He Arg Ser Ser Pro Trp Asn Phe Ala Phe Thr Val Lys Phe 

130 135 140 

Tyr Pro Pro Asp Pro Ala Gin Leu Thr Glu Asp He Thr Arg Tyr Tyr 
145 150 155 160 

Leu Cys Leu Gin Leu Arg Ala Asp He He Thr Gly Arg Leu Pro Cys 
165 170 175 
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